) s ®
10 1
. =
. s W
w5 * &
O *
© . e
S 0 e
= o [ |
)] l.'-
> =
O i—k
o
A
10
A L
-20 10 0 10 20

PC1: 66% variance

sequencing date

e 417
A 617
m 5/18
+ 6/18

species

# generalist

* hybrid

* molluscivore

Figure S3. The first and second principal component axes accounting for a combined 75% of the
total variation between generalist (red), molluscivore (blue), and hybrid (purple) samples across
reads mapped to annotated features. Point shape indicates the sequencing date of the sample.



