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Figure S2. Reciprocal regulation between hexokinase and MAVS , Related to Figure 2.

** ** **** **

** ** **
**

C

F

-Sev -Sev +Sev

IF
N

-b
 m

R
N

A
 

0

500

1000

1500

2000
shCon

shHK2#2

shHK2#2

+Flag-HK2

+PolyI:C-PolyI:C

** **

G

0

5

10

15

20

25

ShCon

Sev - +         - +      R
e
la

ti
v
e
 I

F
N

- b
le

v
e
l

ShRig-I

MAVS(SE)

b-actin

MAVS(LE)
IB: MAVS

IB: b-actin

H I

IB：p-Ser396

IP：MAVS

IB：HK2

IB：MAVS

WCL

IB：HK2

IB：MAVS

IB：p-Ser172

HTDNA    0    2 4 (hrs)

P-TBK1

MAVS

HK2

MAVS

HK2

P-IRF3

MAVS

GAPDH

IB:MAVS

IB:GAPDH

J K L

IB:HK2

IB:Flag

IB:HA

HK2

Flag-Rig-I(N)

HA-MAVS

In
p

u
t

Ig
G

H
A

In
p

u
t

Ig
G

H
A

Flag-Rig-I(N)Flag-V

IP IP

KO

R
e
la

ti
v
e
 H

K
 a

c
ti

v
it

y

0

0.4

0.8

1.2

WT

**

**

In
p

u
t

Ig
G MAVS

IP

MAVS

HK2

IB: MAVS

IB: HK2

-P +P

In
p

u
t

Ig
G Myc

IP

Myc-VDAC1

HK2

IB:Myc

IB: HK2

-P +P
M


