Figure S1. Heatmap of the top 200 DEGs. (A) GSE113513, (B) GSE9348, (C) GSE22598 and (D) TCGA. Red blocks represent
upregulated DEGs and blue blocks represent downregulated DEGs. DEGs, differentially expressed genes; TCGA, The Cancer
Genome Atlas.
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Figure S2. Volcano plots of the DEGs. (A) GSE113513, (B) GSE9348, (C) GSE22598 and (D) TCGA. The red and blue dots
indicate upregulated and downregulated DEGs, respectively, while the gray dots represent genes with no significant differences.
FC, fold change; DEGs, differentially expressed genes; TCGA, The Cancer Genome Atlas.
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