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Supplementary information 

Legends for supplementary tables 

 

 

 

Supplementary table 1. Agronomic management of orchards 

 

Supplementary table 2. Ascomycota OTU analysis and identification: Fungal species identified in 

the different sampling sites, ordered following their taxonomy. Abundance (%) per site is shown. 

Identifications have been performed against the GenBank, Mycobank and RDP classifier databases. 

 

Supplementary table 3. Basidiomycota OTU analysis and identification: Fungal species identified 

in the different sampling sites, ordered following their taxonomy. Abundance (%) per site is shown. 

Identifications have been performed against the GenBank, Mycobank and RDP classifier databases. 

 

Supplementary table 4. Zygomycota OTU analysis and identification: Fungal species identified in 

the different sampling sites, ordered following their taxonomy. Abundance (%) per site is shown. 

Identifications have been performed against the GenBank, Mycobank and RDP classifier databases. 

 

Supplementary Table 5. Glomeromycota OTU analysis and identification: Fungal species 

identified in the different sampling sites, ordered following their taxonomy. Abundance (%) per site 

is shown. Identifications have been performed against the GenBank, Mycobank and RDP classifier 

databases. 

 

Supplementary Table 6. Chytridiomycota OTU analysis and identification: Fungal species 

identified in the different sampling sites, ordered following their taxonomy. Abundance (%) per site 

is shown. Identifications have been performed against the GenBank, Mycobank and RDP classifier 

databases. 

 


