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Figure S1. Influence of Cef on Agrobacterium EHA105
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C Sequence for LPPDS

GTCCTTCCTCGGTGGAATCAAGCGTTCCCGCACTCGCCGCACCCTATCCCGCCCGTCTGTCGCTACCTCCACC
AGAATCCTTTCCACTGATCCCCTCACCAATTTCTCTCTCTAAAACTCCAAAACCCCACTAAGGGACTCACARAA
TTCGATCCTCAACAATCGGTTCTCTTCGTCATGAACTCCGCCGGATCGATCTCCACCGTTTGCCATCACCGGC
AGGTATCCAAGATCTTCCATCAGTAGCTACTGATAGCATCAATTTCAGCTCGAGAGCGCTTCAATTCATGGCG
CGGAGACGACATTGACGCGGAGAGTCGCCGGTCCCTTGCAGGTTGTTTGCAAGGATTGTCCGAGGCCGCGAGC



TCGATATACGGTGAATTTTCTTGAAGCGGCTAAGTTGTCGGCCTGAGTTTCGGAGTCGTGCAAGACAGGAGAA
GCCGCTGCCAAGTTGTGATTGCCGGGGCCAGETCTGGCGGGTTTATCTACGGCCARAGTATCTTGCCGATGCA
GGACATATACCTATACTGTTGGAGGGGAGAGATGTTTGGGTGGARAGATTGCTGCATGGAAGGATAGTGATGG
AGATTGGTATGAGACAGGCCTCCATATATTCTT|/TGGAGCTTATCCCAATGTGCAGAATTTGTTTGGGG
AACTTGGTATTAATGATCGTTTGCAGTGGAAGGAGCACTCTATGATTTTGCAATGCCAAACAAGCCAGGAGAA
TTTAGCCGCTTTGATTTTCCAGAGGTTCTTCCTGCACCCTTAAATGGAATATGGGCCATCTTAAAGAATAATG
AAATGCTGACCTGGCCAGAAAAAGTGCGTTTTGCCATAGIGCCTTCTACCTGCTATGATTGGGGGACAG
GCCTATGTTGAGGCTCAGGATGGTTTAACTGT TAAAGAGTGGATGAGGAAGCAGGGCGTTCCTGAACGTGTCA
ATGACGAAGTTTTCATTGCAATGTCCAAAGCTCTTAATTTTATAAATCCAGATGAGCTTTCCATGCAGTGCAT
TTTAATTGCTTTAAACCGTTTTCTTCAGGAAAAGCATGGCTCCAAGATGGCTTTCTTAGATGGTAATCCCCCC
GAGAGGTTGTGCATACCAATTGTTGACCACATTCAATCATTGGGTGGTCAAGTCCTACTTAACTCTCGTATAC
AGAAAATTGAGTTGAATTCTGATAGTACTGTGARAAACCTTATACTGAGCAATGGGAAAATAATCAATGGAGA
TGTTTATGTAATAGCTACTCCTGTTGATGTCTTGAAGCTTCTTTTGCCTCAAGAATGGAGAGAAATTTCATAC
TTCAAGAAATTGGATAAATTGGTGGGAGTTCCTGTGATCAATGT TCATATATGGTTTGACAGGAAACTGAAGA
ACACCTATGATCATCTTCTTTTCAGCAGGAGTCCTCTTTTGAGTGTTTATGCAGATATGTCTGTAACTTGCAA
GGAATATTACGATCCTTATCGTTCTATGCTTGAGTTGGTATTCGCACCGGCAGAGGAATGGATCTCACGTAGT
GACGATGAGATCATCGATGCTACAATGACAGAACTGCTAAGCTGTTCCCAGATGARATAGCCGCAGATCAGAG
TAAAGCGAAAATTCTCAAGTATCATGTTGTCAARACTCCAAGATCTGTTTACAAAACTGTGCCCGACTGTGAA
CCGTGCCGGCCTCTGCAAGATCGCCAATTGAAGGGTTCTATCTGGCTGGCGATTACACGAAGCAGAAGTACTT
GGCTTCGATGGAGGGGGCTGTTTTGTCTGGGAAGCTTTGTGCGCAGTCTATTGTACAGGATTACGACATTTTA
GTTGATCGGACGAAGAGAAGCCCTCAAGCCGAGATGTCAGTCGTCTAGT TGCGGAATTTGGAGTCATAGCAGA
CATCTTTGCTATACAATGTATTCTTTGCGTGCTGAGAARATCAGATCTCAGAATATATACATTARAAAATGGT
AGATTTTCTCTGAGTGGGTTAGAGCATGTCACCCCATTGGATTATATCGTAGATATGAAATATTTGAAGCAAA
TTACAATTACATACATGTCGAT

Figure S2. LpPDS CRISPR / Cas9 targeted vectors. A is a schematic representation of
the integration of two targets into two gRNA expression cassettes. B is a map of the
gene editing vector pBUE411. C is the reference sequence for LpPDS, with the target
highlighted in yellow and red font showing the PAM sequence.



