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Supplementary Fig. S1 Sequence of mRNA demonstrates a deletion of the targeted
exon. cDNA was synthesized from total RNA extracted from WT and KO cells and
CRISPR-targeted regions were amplified by PCR and sequenced.
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Supplementary Fig. S2 Expression rhythms of Hnflb. mRNA expression levels of
Hnf1b in WT and KO cells are plotted with blue and red lines, respectively. Hnf1b is
cycling in WT but not in KO.
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