
1      MSHSKIRSGGSSGGIGNDLPSTKVPVPSTPTQQPSQL     37
38    NDLLNRGVGNAMNNAGFGSKTSQTWNPDNPIVSL          71
72    KSRSSSGRKPDTGGDTKPESTSGGKRKRDEETDPNN    107
108  EADGKKKKKKRDDEDNASQNGAGSPTGQSGSTPE        141
142  DALMNIVLQRTIQRQTQTRQKMQEAMKIKDEDD*             174
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