| Predicted NLSs in query sequence

NLST
MASSSAPPPPPQVKHQVFLSFRGEDTRNNFTSHLLKALKDTGLNVFFDEE

KLEKGEKLSDALSQATIAASNLSILVLSKDYASSKSCLGELSDIMDRKRKP
TDKHIALPIFYHVDPSHVRNIGETFKTSFEEHESKRPVDEVKRWKVAFTE
VGTLKGWHIEGGKFDRSETEYIKDVVEYVLKKLNSNCRSVSEDLVGIDDQ
KRIILGLIEQADSRVIGLWGMGGIGKTTLADIVYKEVSPEFESRFFLRNV
SKKIKDQGDESLRNDLLSKLLKEKEICVDTPSIGYPYNERLNNKSVLLVL
DDISDPDQIDFMGVTHFGPGSKIIVTSRDRQILNNGGADKIHEVKKLNAN
DSLOLFSTFAFKQLNPAVDFRDLSRKFVKYAQGSPLALKVCGSTLYKKSR
KEWESEVDKLRECAQPKILQILESSFNGLDEIEKNIFLDIAIFFKGERRE
NVEEILNCCYKGVDGVIRSLLDKSLLDTKSYSEISMHDMLEEMGRDIVRQ
ESRRPQEQSRLWNPKDVDQVLKYNKGTDLTKGIKVCMSPTDVRRINPTAL
QONMHNLRFIYFSLTKWVGGYAYDQVDDIAYLPNELRCLCWDCYPFKSLSS
NYNPENLVILRLRGSNVEQLWDEDKHQDLVNLRHIDISYCKKLRKIPNLL
RAINLKTVICSWCDNLVEIPCLDHLESLDELEFEGCCNLKMFPKVPNIFS
VLDLSNTGIEEVPDSIGYLDMLECLDLSHSKVQSVSSNILKLKNLDDLDL
SYSMITKFPETPKNLTSLNLSGTKINEVSLSSNPLSNLRELDMGFSSIQK
LOCNIALFCSGETTGGAPSPILRFKSLGCLTVHECNSLKLLSELPPYLWQ
LDANYCLSLEEVSFSAQHODLYELHSSFDNFDCFMLFSNCFSLNQDSIDN
IAANAMLKIRFLAKKWVSKYHLRPRVFYSYFPGNEIPSNKFEHQSNHSSL
TLKIAPNGCSGSRFLVFSICLVADLTELLLDCSEFICECQLTAASGARHE
KFKSVWQGKQYHSASMGCMGDHVLILFGGDMVKKDEGYEQASFEFYLKYL
GEENMKVKKCGVDVSYVDEEPKPQSTT

Predicted bipartite NLS

Pos. Sequence Score

1l PQVKHQVFLSFRGEDTRNNFTSHLLKALKDT | 6.9
1030 | DMVKKDEGYEQASFEFYLKYLGEENMKVKKC | 5.7

Figure S3 | Prediction of nuclear localization signals in GhDSC1. Nuclear
localization signals prediction of GhDSC1 was conducted using the web-based

program cNLS mapper (http://nls-mapper.iab.keio.ac.jp/cgi-bin/NLS_Mapper

form.cqi). Peptide sequences in red color represent two nuclear localization signals

(NLS1 and NLS2) in GhDSC1.
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