
 

Figure S8 | Nucleotide sequence alignment of GhDSC1 in Gossypium hirsutum 

resistant and susceptible germplasm accessions. The alignment was performed by 

Clustal X2 with a GONNET 80 protein weight matrix. Only residues that deviate 

from the reference sequences are shown in the alignment; deletions are indicated by 

dashes (-). The polymorphism positions are written vertically, i.e. the first 

polymorphism occurs at position 177 of the CDS. The position in orange color (673 

bp) represent the nonsynonymous mutation in GhDSC1. 

  


