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aa position

Tospovirus J6T.
Dianthovirus 33
Furovirus 44
Umbravirus 42
Nepovirus B 432
Ourmiavirus 57
Aureovirus 30
Ophiovirus 84
Comovirus 204
Cilevirus 47
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Tenuivirus 88
Tricovirus 62
Sadwavirus 53
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Emaravirus 63
Tobamovirus 36
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Idaeovirus 138
123
Tombusvirus 32
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Figure S4. Multiple sequence alignment of movement proteins from citrus concave gum-associated virus
(CCGaV) and plant viruses of the 30K superfamily. Sequences are from representative members of the virus
genera in the 30K super-family. CCGaV is shown in bold. The virus name, the GenBank identifier, the virus genus
and the distance in amino acids from the N- terminus of the protein are shown on the left side of each sequence.
Consensus secondary structure elements, predicted by PSIRED within the PROMALS3D program, are reported at the
top with the strands and helices indicated with e and h, respectively. Amino acids that fold in helices and strands are in
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red and blue, respectively. The nearly invariant aspartic acid residue (the D motif) is shown in bold.



