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2 802  Table S1. Primers used in this study
5 803
6 Primer Sequences (5’ to 3°)
7 Primers for mutation
lon-F ATGAATCCTGAGCGTTCTGAACGCATTGAAATCCCTGTGTTGCCGTTGCGCGATTG
8 TGTAGGCTGGAGCT
9 lon-R CTATTTTACCGAGGCAACCTGCATGCCATAAGGTGCATTTTGCAGCGCCAATTCCG
10 GGGATCCGTCGACC
11 lon-C1 CAGCAGGTGTCTGGTGAATA
12 lon-C2 CGGCCTGCAAAGATTCTGTT
13 Cml TTATACGCAAGGCGACAAGG
14 Cm2 GATCTTCCGTCACAGGTAGG
15 Kml CAGTCATAGCCGAATAGCCT
16 Km2 CGGTGCCCTGAATGAACTGC
17 Primers for qRT-PCR
18 rpoD-rtl ACATGCGTGAAATGGGTACGGT
19 rpoD-rt2 TTGATGCCGTCTTCGATGCGTT
20 hrpL-rtl TTAAGGCAATGCCAAACACC
hrpL-rt2 GACGCGTGCATCATTTTATT
21 hrpA-rtl GAGTCCATTTTGCCATCCAG
22 hrpA-rt2 TGGCAGGCAGTTCACTTACA
23 hrpS-rtl AATGCTACGCGTGCTGGAAA
24 hrpS-rt2 AACAATGGCGTTTGCGTTGC
25 resA-rtl TTAAACCTGTCTGTGCGTCA
26 resA-rt2 AGAAACCGTTTTGGCTTTGA
27 amsG-rt1 CAAAGAGGTGCTGGAAGAGG
28 amsG-rt2 GTTCCATAGTTGCGGCAGTT
29 flhD-rt] TGGTTTGTCAGTTCCGCTTC
30 flhD-rt2 TTTTCGGCGTCTCTTGTTCT
31 csrA-tl TCATGATCGGTGATGAGGTG
o csrA-Tt2 ACTCGTTTGCTGCGTCTTTT
cstB-rtl CCTGACGTCGATCCTTTGAC
33 cstB-rt2 GTAAGGGACATTCGGCAGTC
34 Primers for cloning
35 hrpS-His6-F AGTAGGTACCATGCATGAACGCCTGACG
36 hrpS-His6-R AGTAGAATTCCTAGTGATGATGATGATGATGCTGAGCAATAACCCGACCGGTG
37 resA-His6-F TCAGGGTACCTACTGGACTGTTTGCCTGAT
38 resA-His6-R TCAGGAATTCCTAGTGATGATGATGATGATGTCTTTCGTTAACATAAATGCCG
39 rcsB-His6-F TCAGGGTACCCGATGTTCTGATCACTGACC
40 rcsB-His6-R TCAGGAATTCTTAGTGATGATGATGATGATGTTTATCTACCGGCGTCATGCTT
41 lon-His6-F AGTACTCGAGTAAGCGAGCTAAGCGAGGAA
42 lon-His6-F TCAGGAATTCCTAGTGATGATGATGATGATGTTTTACCGAGGCAACCTGCATG
43 Primers for inverse PCR
44 Pvul-left GAAAAACAGCATTCCAGGTATTAGA
45 Pvul-right AAGTTTATGCATTTCTTTCCAGACT
KAN-2 FP-1 ACCTACAACAAAGCTCTCATCAACC
46 KAN-2 RP-1 GCAATGTAACATCAGAGATTTTGAG
a7 Primers for EMSA
jg EMSAcstBF  CCGAATTAAGCCGCCTGCCCTGTACGAGATCTCTTACAGATTATGTAAGAGATCGC
TT
50 EMSAcstBR ~ AAGCGATCTCTTACATAATCTGTAAGAGATCTCGTACAGGGCAGGCGGCTTAATTC
51 GG
52 EMSAhrpS-F ~ CATTAGTCATTGCCTGATAACTTAGGAATGCTCTTATATTTGTCTCTCGCCCTTCC
53 CT
54 EMSAhrpS-R  AGGGAAGGGCGAGAGACAAATATAAGAGCATTCCTAAGTTATCAGGCAATGACTA
55 ATG
56 804
57
58
59





