Virus Genus aa position
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TSWV Tospovirus 111 --ANKVIKICP TWD! SRKQY MMISRIVIWVCPT
RCNMV Dianthovirus 33 --GVSEAPLIPA---SMMSKITDYA KTTAK GNSVA LNYTHVVLSLAPT
SBWMV Furovirus 44 --RYVEKALTQP---GVVTKMQDAW-- —~TNWTKTNKEEGTPYN— —-MSYSCVLLNVIPT
CMoV Umbravirus 42 --TLTHTPLYPP---RRQLTLSRFF-- —SGRWRT---KKTGGM— —--LFIEKLVIVEFVPH
CNSV Nepovirus B 432 —----- VLNRPE YNALNKLA EAGW KE AKSVVLNLHIRSY
RSV Tenuivirus 88 ----ATFNILV DPYWFHQP LTHYPFFRVTHYPFFRVETFAMVWIGIKG—
ACLSV Tricovirus 62 --RLASIPVIP SSEVQAVL RKR ESTNY VHWGALSISIDAL
SDV Sadwavirus 53  --QQQDIAIPL SSRF’ GNHQS LHVGELEIAVQSS
PYMoV Badnavirus 100 --NQVDRTFIQ EESHKKLV: KSGIKF! IHLGVLQVRLQIL
CLBV Citrivirus 55 --IKLQANILT ADRLQSIR NAKVN----GKEAAY--—-—-—-——-—— LHLGFVPIAIRSL
PYFV Sequivirus 115 ---RAEITPTA ASKLDKTL EAHR AKFNY MAIDSIRVAVTSL
RBDV Idaeovirus 138 --GKNEFSLVE ASVFDKLI RKDDSP IHLNRLLIAVLPA
RRV Emaravirus 63 --KTQLLPISV: YNEMYKFEY! MHLKQPM TRIASVALEWTPT
TMV Tobamovirus 36 CSKVDKIMVHENESLSEVNLLKGVK LIDSGY: LA-GLVVTGEWN
CPsV Ophiovirus 84 --HKKKLKLGT-- -RKLGG----ESSQPF- —-—-IQFYKVQCMYIPL
CPMV Comovirus 204 TVLDIPVTK- DFIRKE---NLKTSA —-IHIGAIEIIIQSF
CiLV-C Cilevirus 47 RIGVGFLTP-- -NDMISRLVGF---INRKAEDAGVRSVESF- —--RQISDVVLIIVPQ
PrLBaVv 244 -PVYIPLVP ALA-SDIE AGE LPMOKLAITNM
CRLV Cheravirus 109 EKGFSN SSNVALDMAVQSH
GFLV Nepovirus A 118 DRGMSA VVIDALEIAINPF
OuMVv Ourmiavirus 57 —-ITYDKVILSWKPH
PoLV Aureovirus 30 ISQFSKWKI PKQGF YAPIDVKFVLTPH
TBSV Tombusvirus 32 —SNFLTKVRVG LSGGY ITMRRIRIKIIPL
ToTV Torradovirus 66 -KKAMELFD- PEDVHNITSLWSSFKKTFTSS-RDHGNLF- —--FHLYGVMFFMVPH
CaMVv Caulimovirus 97 RKTMSM —VHLGAVKILLKAQ
cMvV Cucumovirus 52 AISVRPLVP- FKSGYDVG-ELCSKGY— —-MSVPQVLCAVTRT
AMV Alfamovirus 60 --APVVLSLVS-- —-KEKKSILNRM---LPKIG QRMY VHHSATYLLYMPN
LNYV Cytorhabdovirus 53 --IMRQVPLFD KEDLDAMK: SDT TSNKY LHIGCITVSIEPL
AcVB Vitivirus 78 —--VDQNIDLVD EKTIDGLN EEKQPY LHLGCVAIAVIPH
CaLCuV Begomovirus 38 ---LTEILLQF PSTAAQFT ARL NRSC MKIDHCVIEYRQQ
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TSWV Tospovirus ---PTGKLVVALVDPNMPS-— --EKQVI-LKGQGTITDP--------ICFVF---YLN--
RCNMV Dianthovirus --PCLMIF---SVH--
SBWMV Furovirus —--NVMCF---FMH--
CMoV Umbravirus --RLVAF---YPN--
CNSV Nepovirus B --ATMLQ---LPL--
RSV Tenuivirus —-AVLGS---LAN--
ACLSV Tricovirus —--ATLVT---SPN--
SDV Sadwavirus —---MRHTI---PIG--
PYMoV Badnavirus ~  HRK------EEGTLALVVFRDNRWKG-------DKGII-ATMEVDLTKGC------- QMVYI---IPD--
CLBV Citrivirus —-AETAVI-DEFEFKFTKKQPF---ASKLLTINAAVDI--
PYFV Sequivirus -PLLGAI-ALIGFTLPGMQTHVYKTGRMMAF---SRK-—
RBDV Idaeovirus —-GYGELF--SSENRVDSG---—-—-— VIYCI---NVG--
RRV Emaravirus —-TVITAVPFDPNFQ
TMV Tobamovirus --FQFKV---VPN--
CPsV Ophiovirus —--AMVEL---SMN--
CPMV Comovirus ASP------ ESDLMGGFLLVDSLHTD-- —--PVRVVT---FPN--
CiLV-C Cilevirus ---LPAELSLKLVDSAN-- —--CVVVM---NCA--
PrLBaVv —--TLSII---SSG--
CRLV Cheravirus —-PNEALQ-VAGYFDLGRDR-- --CDLIS---LPL--
GFLV Nepovirus A -MTRAFI-GSASTFLGNGL-- —--ARAIF---FPG--
OuMV Ourmiavirus ---GLARGQIAVVDTRVNHTSIEDLMHKALW-KTAPVDLGCTY-— --TIQGT----VP--
PoLV Aureovirus PSRELY-RSKEFNIGHGL-- --VIEGS---QLP--
TBSV Tombusvirus --RLTMQ---HLD--
ToTV Torradovirus --QAVLM---SPT--
CaMVv Caulimovirus --FMFTV---YPK--
CMV Cucumovirus --ALVSF---QPT--
AMV Alfamovirus --CIFAG---RYP--
LNYV Cytorhabdovirus LHQRYMKNFGKTIAGNCAIIDSTFRK-— —--ADYVS---YPN--
AcVB Vitivirus —-AMKGTVQIKVEDQRFKE-— —-SAYAS---FPG--
CaLCuV Begomovirus --NATGSVIVEIHDKRMTD-- —--DESLQ-ASWTFPLRCNI-- —-DLHYF---SSS--
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TSWV Tospovirus -WSIPKMNNTP- —~ENCCQLHLMCSQ-EYKKG-VSFGSVMYSW—
RCNMV Dianthovirus —--EPFRVRITNTG--IPTK-KSYARCHAYW-
SBWMV Furovirus —-AVKLAFKIDAEM--ASKG-MSVMNVYSYW-
CMoV Umbravirus APRCFSLVTQLEGVRLEQG-ASAFSLYSMW -
CNSV Nepovirus B -LCEYVGHNLQDF----EAYKRSLVLSTVFPEFSGIADGKAMFGITSIEF -

RSV Tenuivirus FLALEDK HNLQVSVSVDDSSVONC-VISRTLWEW-

ACLSV Tricovirus SNSISVAVMFENLNFKFE-SYPISVRVGN -
SDV Sadwavirus DRFLRLSVLTGGSPMADG-RQVARLHYGL -
PYMoV Badnavirus ——HNIHISVLTRGYEGWQHGEANLLVTRGM -
CLBV Citrivirus SIQVLLELHGVDLREE-RSVAAII-- -
PYFV Sequivirus RLOLYLYVKGAKLERTQNTPITVNVRT -
RBDV Idaeovirus ——-DYKINIDFAGVPIKDG-KSPIWVKAAF-

RRV Emaravirus -NKIKFYISFPDTRM

TMV Tobamovirus —KNVWQVLVNIRNVKMSAG-FCPLSLEFVSVCIVY

CPsV Ophiovirus FFVEKKDM DFIGIHVSAENVPVQD--RAYGSINLAFF-—--—

CPMV Comovirus NNRFKLICSLPNCDIVQG-SQVAEVSVNV-
CiLV-C Cilevirus —~HSIPNEDRTHVNG---SEVHRRLGIQYQVDCDNISGR-VTTFSITALW-
PrLBaVv —---TPQQPELSFIGPLPKVS----TPITQA---
CRLV Cheravirus —-DYMRGLYLCTMFHNVRGFQNNKALCSYSA--
GFLV Nepovirus A

OouMvV Ourmiavirus

PoLV Aureovirus FCLPVG DYPLQFEVTVLQSQFRET-ANLYSTSVEW-
TBSV Tombusvirus  —======= FSVSTRSD-—-—-—-————-— VPIVFGFEELVSPFLEG-RELFSISVRW-
ToTV Torradovirus

CaMVv Caulimovirus

cMvV Cucumovirus —~RKRCFAVVIERHGYIQYT--GTTASVCSNW-
AMV Alfamovirus —-GHDLKLVVHAVASTNAN--SAVGVLYPIW-
LNYV Cytorhabdovirus —QKRLSVLLGIKGIDVEPG-VELFSICIGY-
AcVB Vitivirus —~GYALNLKVKAEGMCMVEG-VHPLSIQMHC-
CaLCuV Begomovirus FFSLKDP IPWKLYYRVSDTNVHQR-THFAKFKGKL-—---—

Figure S3.
Multiple sequence alignment of movement proteins from PrLBaV and plant viruses of
the 30K superfamily. Sequences are from representative members of the virus genera in



the 30K superfamily. PrLBaV is underlined. The GenBank identifier, virus genus and
the distance in aminoacids from the N-terminus of the protein are shown on the right
side of each sequence. Consensus secondary structure elements, predicted by PSIRED
within PROMALS3D program, are reported on the top with strands and helices
indicated with e and h, respectively. The nearly invariant aspartic acid residue (the D
motif) is in bold.



