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Supplementary   figure   1.   Complete   neighbor   joining   tree   of   concatenated  
nucleotide   sequences   for   partial   dnaK,   fyuA,   gyrB,   and   rpoD   genes   from  
Xanthomonas  strains   (Young  et  al.,  2008).  Numbers   indicate  bootstrap  support   (r  =  
1000).  The  scale  bars  indicate  the  number  of  amino  acid  substitutions  per  site.    


