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Table S3. 
 

Strains  
Name Genotype Source 

CY1827 MATa  tor1-1 fpr1::loxP-LEU2-loxP RPL13A-2×FKBP12::loxP 
(HHY221) bar1∆::HISG 

Euroscarf (Haruki et 
al., 2008)  

CY2389 MATa  tor1-1 fpr1::loxP-LEU2-loxP RPL13A-2×FKBP12::loxP 
(HHY221)bar1∆::HISG HST3-FRB:kanMX6  This study 

CY2390 MATa  tor1-1 fpr1::loxP-LEU2-loxP RPL13A-2×FKBP12::loxP 
(HHY221) bar1∆::HISG HST3-FRB:kanMX6 hst4∆::HPH  This study 

CY2028 W303 MATa bar1Δ::his5+hst3Δ::NatMX hst4Δ::KanMX P. Kaufman 

CY2394 
MATa  tor1-1 fpr1::loxP-LEU2-loxP RPL13A-2×FKBP12::loxP 
(HHY221) bar1∆::HISG RPB3-FLAG:NAT This study 

CY2395 

MATa  tor1-1 fpr1::loxP-LEU2-loxP RPL13A-2×FKBP12::loxP 
(HHY221)bar1∆::HISG HST3-FRB:kanMX6 hst4∆::HPH RPB3-
FLAG:NAT This study 

CY2474 
MATa  tor1-1 fpr1::loxP-LEU2-loxP RPL13A-2×FKBP12::loxP 
(HHY221)bar1∆::HISG RRP6-FRB:HisMX6 RPB3-FLAG:NAT This study 

CY1885 MATα tor1-1 fpr1::NAT RPL13A-2X FKBP12::TRP1  (HHY168) 
Euroscarf (Haruki et 
al., 2008)  

CY2393 
MATα tor1-1 fpr1::NAT RPL13A-2X FKBP12::TRP1  (HHY168) 
HST3-FRB:kanMX6 hst4∆::HPH  This study 

JY741/FLAG-Rpb3 h- flag-rpb3  ade6-M216  ura4-D18  leu1 
NBRP (Kimura et al., 
2001) 

Plasmids     
Name Description Source 

CP1458 pR5425-GPD 

(Mumberg et al., 
1995) From Elizabeth 
Tran 

CP1459  pR5425-GPD-human RNase H1 
(Wahba et al., 2011) 
From Elizabeth Tran 

 
  



 
Table S4. 
   
Primers 
Target Direction Sequence 
RT-qPCR     

EMF6 
Forward  5' AAGTGGTTGTGGCGGTAAAG 
Reverse 5' CCACGCACAATCCAACTAAA 

PTH4 
Forward  5' AACGGGCTTGCCCTTAAATC 
Reverse 5' TCACTTCCTGAGGAATCCAAGC 

ZNF1 
Forward  5' TTGTCTAAACCGCTGCTACG 
Reverse 5' TCAAAGTTTCCTCGCGATGG 

IRC15 
Forward  5' TCGGCGGCTATTTAACATGC 
Reverse 5' CGTAAACTGCCGCAAAATCC 

OLE1 
Forward  5' TTAACCGCTTTCGTCATTCC 
Reverse 5' GGGGTTCTTCTGTCATCGAA 

PRM7 
Forward  5' AATTCCTTCACGACCACCAC 
Reverse 5' TCAATGTTTGCGCTGCCTTC 

CIP1 
Forward  5' ACCGATCCAATCCCCTTATC 
Reverse 5' AGAATTTGTGCGGGCTAAGA 

TIR1 
Forward  5' ATTCGCTGCTATTGCTGCTT 
Reverse 5' GTCAGTGGCGGAAGCTAAAG 

MIP6 
Forward  5' TAGCTACGCCGATGAAACCT 
Reverse 5' GCTGCGCAGATTTTCTTCTT 

YPR015C 
Forward  5' ACACGACCAAAAGGGAAGTG 
Reverse 5' AAGGTGCGTAATGGTAAGCG 

RPP0 
Forward  5' CGGTAACAAGGTCGGTCAAT 
Reverse 5' AGCGGAAACGAAGTGAGAAA 

PDC1 
Forward  5' GGTTGGGACCACCTATCCTT 
Reverse 5' TTGTGGAGCATCGAAGACTG 

DRIP-qPCR     

RPL7A 
Forward  5' GATCTGCCTTGTATTGTCTTCG 
Reverse 5' TCAGCGGCCATTGTGATCTT 

YEF3 
Forward  5' GATTGCCGGTGGTAAGAAGA 
Reverse 5' CGTAAGCATCACCCAATTCC 

PGK1 
Forward  5' GGACAAGCGTGTCTTCATCA 
Reverse 5' CGTTTCTTTCACCGTTTGGT 

 
 

	


