S3 Fig: Clustal Omega alignment of higG1, rlgG, and plgG1 heavy chain (A) and light chain (B)
constant regions with constant region numbering based on the human heavy and light chains.
An asterisk (*) indicates a fully conserved residue, a colon (:) indicates strong similarity between
residues, and a period (.) indicates weakly similar properties between residues. Bold and
underlined, contact interface with Fc region of hlgG1 '. Contact interface residues conserved in
rabbit and pig also bold and underlined.

A. 1gG1 heavy chain Clustal Omega Alignment:

human ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQOSS 177
rabbit GOPKAPSVFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSS 177
pig APKTAPSVYPLAPCGRDTSGPNVALGCLASSYFPEPVTMTWNSGALTSGVHTFPSVLQPS 177
L kkkgkkxk Lk L L skkkk | kykkkkksskkkkgkk Khkgkkksk K* X
human GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG 237
rabbit GLYSLSSVVSVTSS---SQPVTCNVAHPATNTKVDKTVAPSTCSK----PTCPPPELLGG 237
pig GLYSLSSMVTVPASSLSSKSYTCNVNHPATTTKVDKRVGTKTKPP---CPICPGCE-VAG 237
khkkkkkkgkesk sk s *kk kg kkkkk *x ¢ * kk  x gk
human PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYN 297
rabbit PSVFIFPPKPKDTLMISRTPEVTCVVVDVSEDDPEVQFTWY INNEQVRTARPPLREQQFN 297
pig PSVFIFPPKPKDTLMISQTPEVTCVVVDVSKEHAEVQFSWYVDGVEVHTAETRPKEEQFN 297
hhkkk gk kkhhhhkkkkkghhhhkkkkkkhk s, *ksk _*kgs, ks *, skskg
human STYRVVSVLTVLHQODWLNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREE 357
rabbit STIRVVSTLPIAHEDWLRGKEFKCKVHNKALPAPIEKTISKARGOQPLEPKVYTMGPPREE 357
pig STYRVVSVLPIQHQODWLKGKEFKCKVNNVDLPAPITRTISKAIGQSREPQVYTLPPPAEE 357
kh kkkk Kk 3 kekkk _ Khkkskkkk *  kkkkk ghkkkkk kkx  Kkkgkkks * k%
human MTKNQVSLTCLVKGFYPSDIAVEWESNGQP--ENNYKTTPPVLDSDGSFFLYSKLTVDKS 415
rabbit LSSRSVSLTCMINGFYPSDISVEWEKNGKA--EDNYKTTPAVLDSDGSYFLYSKLSVPTS 415
pig LSRSKVTVTCLVIGFYPPDIHVEWKSNGOPEPEGNYRTTPPQODVDGTFFLYSKLAVDKA 415
. Jksakkgs xkkk kk kkkg Kkkg * kkgkkk * kkgokkkkkkgk 3
human RWOQOGNVFSCSVMHEALHNHYTQKSLSLSPGK 447
rabbit EWQRGDVFTCSVMHEALHNHYTQKSISRSPGK 447
pig RWDHGETFECAVMHEALHNHYTQKSISKTQGK 447
Lkessks Kk Kekkkkkkkkkkkkkkek 3 Kk

B. Kappa light chain constant region:

human RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVOQWKVDNALQSGNSQESVTEQD 167
rabbit RDPVAPSVLLFPPSKEELTTGTATIVCVANKFYPSDITVTWKVDGTTQQSGIENSKTPQS 167
pig RADAKPSVFIFPPSKEQLETQTVSVVCLLNSFFPREVNVKWKVDGVVQSSGILDSVTEQD 167

*, kkksakkkk ksk 2 Kk, sekks Kk _kek 2 Kk Kkkkk,_ Kk_ . s*x * K
human SKDSTYSLSSTLTLSKADYEKHKVYACEVTHQOGLSSPVTKSFNRGEC-- 214
rabbit PEDNTYSLSSTLSLTSAQYNSHSVYTCEVV-QGSASPIVQSFNRGDC-- 214
pig SKDSTYSLSSTLSLPTSQYLSHNLYSCEVTHKTLASPLVKSFSRNECEA 214

sk kkkkkkkk ok ek Kk skgkkk_ ckkg, skk Kok



