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Supplementary S1. Respiration as determined by CO> accumulation in control microcosms to
which no oil was added. Values are the averages from triplicate microcosms. Error bars are

standard deviations.
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Figure S2. SSU rRNA gene abundance and cell specific respiration rates at 4 °C and Topt (30 °C
for CB2 and 38 °C for DWHO1 and IXTOCOI1). Barplots show mean value from triplicate
measurements for each of the triplicate samples. Error bars are standard deviation



