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Supplementary Figure 1. 
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Supplementary Figure legends 

 

Supplementary Figure 1. Kyoto Encyclopedia of Genes and Genomes (KEGG)1,2,3 

metabolic pathway mapping of orthology (KO) and clusters of orthologous groups 

(COG) 

 

Supplementary Figure 2. Gene ontology enrichment analysis results from induced 

(D Induced) and repressed (D Repressed) genes in darkness conditions. Sorting 

performed with CateGOrizer using standard „egad“ ancestor classification categories 

adding GO:0015979 “photosynthesis” and GO:0009579 “thylakoid” (p<0.001) 
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