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Supplementary Table S1. Strains used in the study 

STRAIN GENOTYPE SOURCE 
YAB289 MATa ura3-52 lys2-801 ade2-101 trp-D1 his3-D200 leu2-D1 [1] 

YAB200 YAB289 yku70D::KANR This study 

YAB470 YAB289 cdc13D::NATR yku70D::HPHR pVL438 [1] 

YAB471 YAB289 cdc13D::NATR pVL438 [1] 

YAB540 YAB289 yku70-R456E This study 

YAB620 YAB289 cdc13D::NATR yku70-R456E pVL438 [1] 

YAB621 YAB289 yku80-135i [1] 

YAB766 YAB289 yku80D::NATR [1] 

YAB852 YAB289 tlc1D::KANR pSD120 This study 

YAB928 YAB289 CDC13-G6-(FLAG)3::KANR EST1-(MYC)13::HIS3 

yku80D::HPHR 

This study 

YAB930 YAB289 CDC13-G6-(FLAG)3::KANR EST1-(MYC)13::HIS3 This study 

YAB936 YAB289 EST1-(MYC)13::HIS3 This study 

YAB937 YAB289 CDC13-G6-(FLAG)3::KANR EST1-(MYC)13::HIS3 

yku80-135i 

This study 

YAB958 YAB289 CDC13-G6-(FLAG)3::KANR EST1-(MYC)13::HIS3 

yku70D::KANR 

This study 

YAB959 YAB289 EST1-(MYC)13::HIS3 yku70-R456E This study 

YAB961 YAB289 CDC13-G6-(FLAG)3::KANR EST1-(MYC)13::HIS3 

yku70-R456E 

This study 

YAB1021 YAB289 sir4D::KANR This study 

YAB1023 YAB289 tlc1D48 This study 

YAB1024 YAB289 yku80-L111R This study 

YAB1025 YAB289 yku80-L115A This study 

YAB1027 YAB289 EST1-(MYC)13::HIS3 YKU80-(FLAG)3::KANR This study 

YAB1028 YAB289 EST1-(MYC)13::HIS3 YKU80-(FLAG)3::KANR yku70-

R456E 

This study 

 



	

Supplementary Table S2. Plasmids used in this study 

Plasmid Genotype Source 
pAB198 CEN TRP1 yku70-R456E [2] 

pAB830 2µ URA3 ADH1-TLC1 [1] 

pAB889 CEN URA3 yku80-135i This study 

pRS414 CEN TRP1 [3] 

pRS416 CEN URA3 [3] 

pRS426 2µ URA3  [3] 

pSD120 CEN URA3 TLC1 [4] 

pVL438 CEN URA3 CDC13 [5] 

pVL648 CEN LEU2 CDC13 [5] 

pVL1057 CEN TRP1 YKU70 [6] 

pVL1069 CEN URA3 YKU80 [7] 

pVL1091 CEN LEU2 CDC13-EST1 [5] 
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Supplementary Methods 

Protein solubility experiments 

Strains were grown at 28°C in 50 mL of YPD media to OD600=0.8. Extracts were lysed in 

TMG (10 mM Tris-HCl, pH 8.0, 1 mM MgCl2, 10% glycerol, 0.1 mM EDTA) plus 50 mM 

NaCl, PMSF (1:10 dilution), and Set III Protease inhibitor cocktail (Calbiochem, Millipore, 

1:10 dilution) using acid washed glass beads. The supernatant (soluble fraction) was 

collected by centrifuging at 14000 RPM for 15 minutes at 4°C. The remaining cell debris 

pellet was resuspended in a solubilization buffer (20mM NaPO4 buffer pH 8.0, 300 mM 

NaCl, 2% SDS, 2 mM DTT, 1% Triton X-100), PMSF (1:10 dilution), and Set III Protease 

inhibitor cocktail (Calbiochem, Millipore, 1:10 dilution) and the supernatant (insoluble 

fraction) was collected by centrifuging at 14000 RPM for 15 minutes at 4°C. Equal volume 

of soluble and insoluble fraction was run on a 7.5% polyacrylamide gel, transferred to an 

Immobilon-FL PVDF membrane (Millipore), and probed with  a-FLAG (Sigma F7425, 

1:1000 dilution), a-myc (Sigma M4439, 1:5000 dilution), and a-PGK (Abcam ab113687, 

1:5000 dilution) primary antibodies. Percent Cdc13 and Est1 was calculated per fraction.  













Supplementary Figure S6. Uncropped Southern blot shown in Figure 1.



Supplementary Figure S7. Uncropped northern blots shown in Figure 2B.
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Supplementary Figure S8. Uncropped northern blots shown in Figure 3A.
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Supplementary Figure S9. Uncropped Southern blot shown in Figure 3C.



Supplementary Figure S10A. Uncropped TLC1 northern blot shown in Figure 3D.
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Supplementary Figure S10B. Uncropped western blot shown in Figure 3D.
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Supplementary Figure S11. Uncropped northern blots shown in Figure 4A.



Supplementary Figure S12. Uncropped western blots shown in Figure 5A; NR 
indicates not relevant
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Supplementary Figure S13. Uncropped western blots shown in Figure 5C.
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Supplementary Figure S14. Top: Uncropped northern blots shown in Figure 5E; 
NR indicates not relevant
Bottom: Uncropped western blots shown in Figure 5E
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Supplementary Figure S15A. Uncropped northern blot shown in Supplementary
Figure S3, which is representative of data quantified for Figure 5H.
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Supplementary Figure S15B. Uncropped western blot shown in Supplementary
Figure S3, which is representative of data quantified for Figure 5H.
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Supplementary Figure S16. Uncropped dot blots shown in Figure 6A; NR 
indicates not relevant.
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Supplementary Figure S17A. Uncropped top set of western blots shown in Figure 
7A; NR indicates not relevant
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Supplementary Figure S17B. Uncropped bottom set of western blots shown in 
Figure 7A; NR indicates not relevant
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Supplementary Figure S18. Uncropped western blots shown in Figure S4.
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