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Supplementary Figure 1 : Full-length blots presented in Figure 1.

Raw data of (A) coomassie blue (C.B) stained gel with purified GST-SDC2 mutants and the

His-tagged pro-domain of MMP-7. (B,C) Full length western-blots of His- (a-His) and GST-tag

(a-GST). (shown as cropped images in Figure 1 A, B and C).
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Supplementary Figure 2 : Full-length blots presented in Figure 2.

Raw data of (A) coomassie blue (C.B) stained gel with purified His-tagged pro-domain of

MMP-7 mutants. (B,C) Full length western-blots of His- (a-His) and GST-tag (a-GST). (shown

as cropped images in Figure 2 A, B and D).
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Supplementary Figure 3 : Full-length blots presented in Figure 4.

Raw data of (A) coomassie blue (C.B) stained gel with purified pro-domain of MMP-7 mutants

(left panel). Full length of western-blots of His- (a-His) and GST-tag (a-GST, right panel). (B)

Full length western-blots of His- (a-His) and GST-tag (a-GST). (shown as cropped images in

Figure 4 A, B).

M

D
100
63
48

25

His-a2-3

Figure S3

α-GST



A

G
S

T

S
D

C
2

D
4

9
A

a-His

+ + +

Bead

Sup

ΔNC

25

35

63
100

48

25

35

63
100

48 Bead

Sup

ΔNC

a-His

G
S

T

+ + +

α-GST

25

48

75

135

M

D

S
D

C
2

Y
5

1
A

25

35

63

100

48

25

35

20

B

G
S

T

S
D

C
2

Y
5

1
A

+ + +

In
p

u
t

α-His

25
35

His-a2-3

α-GST

M

D

35

63

135

48
63

Supplementary Figure 4 : Full-length blots presented in Figure 5.

(A,B) Raw data of full length western-blots of His- (a-His) and GST-tag (a-GST). (shown as

cropped images in Figure 5 A, B).
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Supplementary Figure 5 : Full-length blots and gels presented in Figure 6.

(A, B) Raw data of full length of agarose gel used for analysis of PCR products (left panel) and

full length western-blots of MMP-7 (right panel). (shown as cropped images in Figure 6 B, D).
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Supplementary Figure 6 : Full-length blot and gels presented in Figure 7.

Raw data of (A) Full length of agarose gel used for analysis of PCR products (left panel) and

full length western-blots of E-cadherin (right panel). (B) Full length of agarose gel used for

analysis of PCR products. (shown as cropped images in Figure 7 A, E).
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