
Figure S3. Phylogenetic analysis of the ZFP gene family. The phylogenetic tree 

was constructed using the full length ZFP protein amino acid sequences. At, 

Arabidopsis thaliana; Ga, Gossypium arboreum; Gr, Gossypium raimondii; Gh, 

Gossypium hirsutum; Tc, Theobroma cacao; BGIOSGA, Oryza sativa; Glyma, Glycine 

max.  
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