Table S2: GWAS results: SNPs observed with p<1 X10-5
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ASB13(-64.24kb) | CALML3(+48.35kb) | CALML3-

AS1(+48.37kb) | CALML5(+75.04kb) | FAM208B(-110.2kb) | GDI2(-
190.6kb) | NET1(+115.6kb) | TUBAL3(+169.8kb)

GRID2(0)

ASB13(-70.65kb) | CALML3(+41.94kb) | CALML3-
AS1(+41.96kb) | CALML5(+68.64kb) | FAM208B(-116.6kb) | GDI2(-
197kb) | NETL(+109.2kb) | TUBAL3(+163.4kb) | UCN3(+194kb)
JAKMIP1(+41.33kb) | LOC285484(+7.984Kb) | PPP2R2C(-78.66kb) | WFS1(-
27.93kb)

DLGAP1(0) | DLGAP1-AS1(+66.25kb) | DLGAP1-

AS2(+53.54kb) | LOC100505592(+184.7kb)

GRID2(0)

DLGAP1(0) | DLGAP1-AS1(+64.11kb) | DLGAP1-

AS2(+51.4kb) | LOC100505592(+182.5kb)
LOC100130849(-164.4kb) | LOC101928401(+172.9kb)
DLGAP1(0) | DLGAP1-AS1(+66.08kb) | DLGAP1-

AS2(+53.37kb) | LOC100505592(+184.5kb)

FZD10(+117kb) | FZD10-AS1(+121.1kb) | PIWIL1(-55.1kb) | RIMBP2(-113.3kb)
DLGAP1(0) | DLGAP1-AS1(+63.9kb) | DLGAP1-
AS2(+51.19kb) | LOC100505592(+182.3kb)

GRID2(0)

CASC8(+82.32kb) | CASC11(-

136.1kb) | CASC21(+171.8kb) | CCAT2(+162.3kb) | MYC(-
171.6kb) | POUSF1B(+147.3kb)

LINC00331(+91.68kb)

CASC8(+78.91kb) | CASC11(-

139.6kb) | CASC21(+168.4kb) | CCAT2(+158.9kb) | MYC(-
175kb) | POUSF1B(+143.9kb)

GRID2(0)

GRID2(0)

LOR(+162.1kb) | PGLYRP3(+113.5kb) | PGLYRP4(+75.64kb) | S100A2(-
136.9kb) | S100A3(-123.1kb) | S100A4(-119.4kb) | SLO0AS(-113kb) | SI00A6(-
110.4kb) | SI00A7(-33.55kb) | ST00A7A(+0.964kb) | STO0A7L2(-

12.8kb)| S100A8(+33kb) | SLO0A9(+63.16kb) | SI00A12(+48.59kb) | S100A13(-
194.6kb) | SI00A14(-190.1kb) | S100A16(-182.7kb)

GRID2(0)

KCNB2(-169.9kb) |LOC392232(+115.9kb)

FBXL7(0)

GRID2(0)

ARHGAPS(-174.7kb) | LDOC1L(+79.73kb) | LINCO0207(+5.41kb) | LINC00229(-
28.47kb) |LOC101927526(+133.1kb) | PRRS(-90.69kb) | PRRS-ARHGAPS(-
124.6kb)

GRID2(0)

ARHGAPS(-174.9kb) | LDOC1L(+79.58kb) | LINC00207(+5.253kb) | LINC00229(-
28.62kb) | LOC101927526(+132.9kb) | PRRS(-90.84Kb) | PRRS-ARHGAPS(-
124.8kb)

GRID2(0)

GRID2(0)

GRID2(0)

ARHGAPS(-173.5kb) | LDOC1L(+80.88kb) | LINC00207(+6.559kb) | LINC00229(-
27.32kb) | LOC101927526(+134.2kb) | PRRS(-89.54Kb) | PRRS-ARHGAPS(-
123.5kb)

GRID2(0)

DLGAP1(0) | DLGAP1-AS1(+65.5kb) | DLGAP1-

AS2(+52.79kb) |LOC100505592(+183.9kb)

ARHGAPS(-174.6kb) | LDOC1L(+79.79kb) | LINCO0207(+5.465kb) | LINC0O0229(-
28.41kb) | LOC101927526(+133.1kb) | PRRS(-90.63kb) | PRRS-ARHGAPS(-
124.6kb)

DLGAP1(0) | DLGAP1-AS1(+64.88Kb) | DLGAP1-

AS2(+52.17kb) |LOC100505592(+183.3kb)

ARHGAP8(-175.1kb) | LDOC1L(+79.33kb) | LINC00207(+5.008kb) | LINCO0229(-
28.87kb) | LOC101927526(+132.7kb) | PRRS(-91.09kb) | PRRS-ARHGAPS(-
125kb)
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0.1435
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0.4864

0.6235
0.04628
0.5124
0.5264

0.5227

0.5956

0.6266
0.07649
0.8402
0.6771

0.8388

0.5668

0.3573
0.505
0.5001

0.5287
0.5419
0.3926

0.5655
0.07528

0.1332

0.03974
0.04551

0.846

0.6043

0.4127
0.06976
0.3779
0.0682
0.03536
0.09544
0.2168
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7031
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4257
7031
7031
7031
7031
7031
7031
7031
7031

7031

7031

7031
7031
7031
7031
7031
7031

ARHGAPS(-174.4kb) | LDOC1L(+80kb) | LINCO0207(+5.681kb) | LINC00229(-
28.2kb) | LOC101927526(+133.3kb) | PRRS(-90.42kb) | PRRS-ARHGAPS(-

124.4kb)

ARHGAPS(-173.7kb) | LDOC1L(+80.73kb) | LINC00207(+6.409kb) | LINCO0229(-
27.47Kkb) | LOC101927526(+134.1kb) | PRRS(-89.69Kb) | PRRS-ARHGAPS(-

123.6kb)

DLGAP1(0) | DLGAP1-AS1(+65.32kb) | DLGAP1-
AS2(+52.61kb) | LOC100505592(+183.7kb)
YY1P2(+166.4kb)

GRID2(0)

ANGPTA4(+58.93kb) | FAM110A(+129kb) | PSMF1(-138kb) | RSPO4(0)

LOC100130849(-149.6kb) | LOC101928401(+187.6kb)
DLGAP1(0) | DLGAP1-AS1(+65.41kb) | DLGAP1-
AS2(+52.7kb) | LOC100505592(+183.8kb)

YY1P2(+164.6kb)

YY1P2(+170.4kb)

GRID2(0)

KIAAO355(-96.5kb) | LSM14A(-14.4kb)
GRID2(0)

KIAA0355(-96.98Kb) | LSM14A(-14.88kb)
DLGAP1(0) | DLGAP1-AS1(+67.61kb) | DLGAP1-
AS2(+54.9kb) | LOC100505592(+186kb)
LINC00331(+83.4kb)

YY1P2(+173.1kb)

DLGAP1(0) | DLGAP1-AS1(+64.75kb) | DLGAP1-
AS2(+52.04kb) | LOC100505592(+183.2kb)

FOCAD(0) | MIR491(-27.72kb) | MIR4474(+186kb) | MLLT3(+65.84kb)

ANGPT4(+60.15kb) | FAM110A(+130.2kb) | PSMF1(-136.8kb) | RSPO4(0)

KIT(-8.919kb)
GRID2(0)

ARHGAPS(-173.1kb) | LDOC1L(+81.33kb) | LINC00207(+7.007kb) | LINCO0229(-
26.87kb) | LOC101927526(+134.7kb) | PRRS(-89.09kb) | PRRS-ARHGAPS(-

123kb)
GRID2(0)
GRID2(0)

KIAA0355(-101.7kb) | LSM14A(-19.58kb)

YY1P2(+165.3kb)

FOCAD(0) | MIR491(+140kb) | PTPLAD2(-150.1kb)
GRID2(0)

LINC00331(+83.9kb)

GRID2(0)

GRID2(0)

GRID2(0)

TXNL1(+1.142kb) | WDR7(-11.55kb)

GRID2(0)

GRID2(0)

CASC8(+81.95kb) | CASC11(-

136.5kb) | CASC21(+171.5kb) | CCAT2(+161.9kb) | MYC(-
172kb) | POUSF1B(+146.9kb)

ANGPTA4(+42.64kb) | FAM110A(+112.7kb) | PSMF1(-
154.3kb) | RSPO4(0) | SLC52A3(+190.4kb)
GRID2(0)

GRID2(0)

GRID2(0)

GRID2(0)

KIAAQ355(-104.9kb) | LSM14A(-22.76kb)
GRID2(0)

NID1,DHRS13

THUMPD1,LOC730031,MLLT4,PCP2,FSCN2

HIST1H2AG,SNORAG0,FBXL12,SNHG11,SNORA39,FKSG24,BT
BD14B,C160rf58,HISTIH2AI,HISTIH2AJ,HISTIH2AK,HIST1H2
AL,HISTIH2AM,KIAA0409,L0C100128371,NFKBIB,PHF23,551

8L1,TEX2,ZNF342

LHX2,USP3,AUTS2,PIGC,LOC253842,TNFAIP2,SUMO1P3,SUM

01,P116,PAQR8,NR6A1,HEYL,CSF1,CLYBL

HEBP2
HS3ST2

HEBP2

LHX2,USP3,AUTS2,PIGC,LOC253842,TNFAIP2,SUMO1,PI16,S

UMO1P3,PAQR8,NR6A1,CLYBL,CSF1,HEYL

HIST1H2AG,FKSG24,FBXL12,SNORA39,SNORA60,SNHG11,BT
BD14B,NFKBIB,HISTIH2AIHISTIH2AJ, HISTIH2AK,HISTIH2AL,
HIST1H2AM,KIAA0409,ZNF342,PHF23,C160rf58,5518L1,LOC

100128371

PCP2,FAM100A

FAM100A,PCP2,GPR3

C90rf148,TTLL11,PCP2,FAM100A,CCDC78,ADAD2

THUMPD1,PCP2,FSCN2,MLLT4,LOC730031
LOC730031,MLLT4,CALY,IK,FSCN2,RBM6,SART3

PCP2,FAM100A

C90rf75,PCP2,MAP2K6,TTLL11,C90rf148,FAM100A,ADAD2

SPIRE1,CDK2AP1

DLGAP1, TYMS

DLGAP1

1129

IL28A,ZNF546,HSPB6,L
GALS4,SERTAD3



rs10030263
rs10445690
rs17264265
rs13142145
rs12510452
rs13117401
rs1566744
rs17020045
rs149952789
rs4444795

rs75740353

rs6844422
rs10022163
rs9680008

rs116969557
rs1160035

N

20
13

94,077,149
139,827,658
94,052,135
94,071,488
93,890,730
94,071,296
94,070,017
93,892,487
12,716,170
93,355,172

242,741,686
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946,803
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94,046,761
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0.381

1.015
0.989
1.015
1.017
0.990
1.017
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0.996
0.603
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0.998
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0.957
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0.05839
0.5404
0.07231
0.07439
0.7846
0.07579
0.0405
0.7178
1
0.8576

0.2528

0.04052
0.04292
0.5461

0.0639
0.1026

2688
2688
2688
2688
2688
2688
2688
2688
1032
2688

1357

2688
2688
2688

2597
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7031
7031
7031
7031
7031
7031
7031
7031
4100
7031

2105

7031
7031
7031

6776
7031

GRID2(0)

YY1P2(+170.9kb)

GRID2(0)

GRID2(0)

GRID2(0)

GRID2(0)

GRID2(0)

GRID2(0)

ARL4A(-10.28Kkb) | SCIN(+22.94kb)
GRID2(0)

ATGAB(+128.4kb) | D2HGDH(+33.46kb) | DTYMK(+115.3kb) | GAL3ST2(0) | INGS
(+72.79Kb) | LINC01237(-81.83kb) | LOC102723927(-171.1kb) | NEU4(-
8.473kb) | PDCD1(-50.35kb) | RTP5(-70.2kb) | THAP4(+165kb)

GRID2(0)

GRID2(0)

ANGPTA4(+49.84kb) | FAM110A(+119.9kb) | PSMF1(-
147.1kb) | RSPO4(0) | SLC52A3(+197.6kb)
BTF3P11(-164.8kb) | IRG1(-188.9kb) | KCTD12(-116.6kb)
GRID2(0)

PCP2,FAM100A

PCP2,FSCN2,IK,C90rf148,TTLL11,CALY

CALY

CPZ,MESP1

SPIRE1,CNTNAP1,FSCN2,RUFY1,CPZ,LOC730031,MLLT4,ATFS5,
CDK2AP1

PCP2,FAM100A
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