it popltao

«
e 5 /
2, Vi S 9 2
[ ter o
R o e
g S f%aﬁ;gf;
]
ol £ e
e Ty,
T
TBFrar
T o9
sl
.
A S 0 e SO
el & B AR o
col YT aa)
" b L —
G gy‘“
Rw.mwssswz?ﬂ'im )
Rl 17730

e P

— Subtype B
mm— Subtype C
=== CRF01_AE
w— CRFO7_BC
m— CRFO8_BC
s CRF83_opx
=== CRF85_BC

Additional File 2: Figure S1. Neighbour-joining phylogenetic tree of the partial
gag gene. The scale bar indicates 5% nucleotide sequence divergence. Values on the

branches represent the percentage of 1000 bootstrap replicates.



