
Hye Jung Kwon, et al.  •  Stool frequency and gut microbiota

www.irjournal.org

Supplementary Fig. 2. Composition of bacterial communities in the 6 different groups classified by the Bristol stool scale (BSS) score. (A) 
Relative abundance of the gut microbiota in the 6 different groups according to the BSS score at the phylum level. (B) Relative abundance 
of the gut microbiota at the genus level. NA, not available.
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