Daphnia stressor database: Taking advantage of a decade of Daphnia ‘-omics’ data for gene annotation

Suda Parimala Ravindran®, Jennifer Liineburg?, Lisa Gottschlich?, Verena Tams*® and Mathilde Cordellier?,*

Supporting information File 1:

Table S1: List of gene expression studies in Daphnia, authors of the paper, year of publication, stressors used, species,

experimental technique used in the study.



Title

Acclimatory responses of the Daphnia pulex proteome to environmental changes. Il. Chronic exposure to
different temperatures (10 and 20 degrees C) mainly affects protein metabolism

Adjustments of serine proteases of Daphnia pulex in response to temperature changes

Assessment of chemical mixtures and groundwater effects on Daphnia magna transcriptomics

Biomarker Discovery and Transcriptomic Responses in Daphnia magna exposed to Munitions Constituents

Can metal stress induce transferable changes in gene transcription in Daphnia magna?

Candidate innate immune system gene expression in the ecological model Daphnia

Chronic toxicity evaluation of the flame retardant tris (2-butoxyethyl) phosphate (TBOEP) using Daphnia magna

transcriptomic response

Cloning, expression and localization of DacaCSP2 and DacaCSP3 during different reproductive stages in Daphnia
carinata

Cloning, expression and localization of the Daphnia carinata transformer gene DcarTra during different
reproductive stages

Comparative ovarian microarray analysis of juvenile hormone-responsive genes in water flea Daphnia magna:
potential targets for toxicity

Conserved Transcription Factors Steer Growth-Related Genomic Programs in Daphnia
Conserved transcriptional responses to cyanobacterial stressors are mediated by alternate regulation of
paralogous genes in Daphnia

Core chemistry influences the toxicity of multicomponent metal oxide nanomaterials, lithium nickel manganese
cobalt oxide, and lithium cobalt oxide to Daphnia magna

Daphnia magna and ecotoxicogenomics: gene expression profiles of the anti-ecdysteroidal fungicide fenarimol
using energy-, molting- and life stage-related cDNA libraries

Daphnia magna Ecotoxicogenomics Provides Mechanistic Insights into Metal Toxicity
Deciphering mechanisms of malathion toxicity under pulse exposure of the freshwater cladoceran Daphnia
magna

Deciphering the genetic basis of microcystin tolerance

Diet quality determines lipase gene expression and lipase/esterase activity in Daphnia pulex

Differential transcriptomic responses of ancient and modern Daphnia genotypes to phosphorus supply

Distinct expression profiles of stress defense and DNA repair genes in Daphnia pulex exposed to cadmium, zinc,
and quantum dots

Early transcriptional response pathways in Daphnia magna are coordinated in networks of crustacean-specific
genes

Ecological genomics in Daphnia: stress responses and environmental sex determination
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Genomic expression responses toward bisphenol-A toxicity in Daphnia magna in terms of reproductive activity

How do consumers deal with stoichiometric constraints? Lessons from functional genomics using Daphnia pulex

Identification and expression analysis of a doublesex1 gene in Daphnia pulex during different reproductive
stages

Induction of multixenobiotic defense mechanisms in resistant Daphnia magna clones as a general cellular
response to stress

Integration of molecular with higher-level effects of dietary zinc exposure in Daphnia magna

Interactions of methyl farnesoate and related compounds with a crustacean retinoid X receptor

lonotropic glutamate receptors mediate inducible defense in the water flea Daphnia pulex

Linking Molecular and Population Stress Responses in Daphnia magna exposed to cadmium

Melatonin synthesis follows a daily cycle in Daphnia

Metallothionein and Hsp70 trade-off against one another in Daphnia magna cross-tolerance to cadmium and

heat stress

Metformin preconditioning protects Daphnia pulex from lethal hypoxic insult involving AMPK, HIF and mTOR
signaling

Molecular characterization of the gene checkpoint homolog 1 in Daphnia carinata during different reproductive
phases

Molecular cloning and sexually dimorphic expression of DM-domain genes in Daphnia magna
Molecular cloning of manganese superoxide dismutase gene in the cladoceran Daphnia magna: effects of
microcystin, nitrite, and cadmium on gene expression profiles

Molecular cloning, characterization and expression analysis of a Doublesex gene from Daphnia carinata
(Crustacea: Cladocera) during different reproductive stages

Molecular impact of juvenile hormone agonists on neonatal Daphnia magna

Molecular impact of propiconazole on Daphnia magna using a reproduction-related cDNA array

Molecular mechanisms of tolerance to cyanobacterial protease inhibitors revealed by clonal differences in
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Molecular responses during cadmium-induced stress in Daphnia magna: integration of differential gene
expression with higher-level effects

Neverland regulates embryonic moltings through the regulation of ecdysteroid synthesis in the water flea
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chloroform; acrylonitrile; bis(2-ethylhexyl)phthalate; trichloroethylene; 2-chloroethyl vinyl

ether; thapsigargin

Ibuprofen

fish kairomones; microcystin

Light Dark Cycle

salinity

Tri Nitro Toluene (TNT)

Different algae food

hypoxia

Silver nanoparticles

Developmental Stages

fish kairomones



Transcriptomic alterations in Daphnia magna embryos from mothers exposed to hypoxia Lai, K. P., Li, J. W., Chan, C. Y., Chan, T. F., Yuen, K. W. and Chiu, J. M. 2016 RNA-Seq Daphnia magna hypoxia

De Novo Transcriptome Assembly and Sex-Biased Gene Expression in the Cyclical Parthenogenetic Daphnia Huylmans, A. K., Lopez Ezquerra, A., Parsch, J. and Cordellier, M. 2016 RNA-Seq Daphnia galeata sex biased
galeata
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