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Supplementary Figure 1: Per base sequence quality (a) before and (b) after the quality control of the reads.
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Supplementary Figure 2: Per sequence quality score (a) before and (b) after the quality control of the reads.



Before quality control of the reads
100

Hurrina Unversal Adapter
Humina Small ANA 3' Adapter
00 irina Smadl ANA %' Adapter
Netora Transposase Sequence

WD Small ANA Ad |’|h\'

80

70

% Adapter

40

10

1234567809 1213 1819 24-25 30-31 36-37 42-43 4B-40 54-55 60-61 66-67 72-73 78-70 B4-85
Postion in read (bp)

(a)

After quality control of the reads
100

Bumina Unversal Adapter
Hurmina Small RNA 3' Adapter
9'0 Jrm 3 Smal RNA S' Adagte
Nextera Transposase Sequence

SOUD Small ANA Adapter

70

% Adapter

4z

123456700 1213 1019 24:2% 3031 3637 4243 4049 54.5% 6061 6667 7273 78-79 04.0%
Postan in read (bp)

(b)

Supplementary Figure 3: Percentage of Adapter contents in the reads (a) before and (b) after the quality control.
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Supplementary Figure 4: Observance of different k-mers in the reads (a) before and (b) after the quality control.
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Supplementary Figure 5: Average mapping quality of the samples for the originally mapped reads.



