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Trichomonas vaginalis 138 ..... PRTF [QHIQILDPDHAS[PE|. . I[GEIPK.N|....EPVQCLSCNMFN. ... VPVAKHPVE. .S[TD). .
Trichomonas vaginalis 144 ... .. PRSL. o DTHLIKPNQAS|PF|. . LA[SIPK.|S .TPIHTISCNMFD....VPVAKHDVE. .P[TD|. .
Trichomonas vaginalis ~  .......... s L ] S S cllo o alollo 0 a0 oolb oo o
Trichomonas vaginalis 117 coo0ao PRLE. RISYIEPDQLSPM. . LAPIPK.Gl....TPFCTIANNLFE....IPVAKHPVE..NTD|. .
Trichomonas vaginalis 119 FDQRIPLMN. . .|e]e .. . IVSESQQIPF|. .LGNIPK.|S|....DPVICLLNQVAI....SAVYPHDMSHNM[TD|. .
Naegleria gruberi 143 ..DSVPECE.. GIPIVVESEDGV[PL|. . INTLVD.[G|....EFFTTTENNMFR....AQIFK[QEVK S[TD|. .
Naegleria gruberi 131 .FQPIPINK. «....NGITIMVDNEDEIPL|. .LTINLES.N|....DKIITAQNNMYS....SQIYEQKVK N[S D|. .
Blastocystis hominis 52 c o ¥®OPcoo0o00o000 GVNRVLKSNELM|PL|. . MGMLEK.|G|. .. .QQQLSFCSSLYN....TPLFQHELP. .S[TD|. .
Bigelowiella natans 139 ..LNPPDPE GRKQVLTMDDPSPFD.LGDVLP.N|....FPIQCMKNMLFS....APIFPQDIT. .Q[YD|. .
Oxytricha trifallax 183 ..AFLKRRENQGTRHMGPHGAQILKKKGEKI|PL|. .LGQIDT.[K|[. .YIKGITVMENNMYY....CP[VFYHKPQ RIND|. .
Arabidopsis thaliana HAF1 236 ..QRGNLLRNQSDT....LGNVMILEPGDKS|PF|. .LGEIHA.G|....CSQSSVETNMYK....APIFPQRLQ S[TD|. .
Arabidopsis thaliana:TAFl 236 ..QHGNLLRNQSDT....LGSVIILEHGNKSIPF|..LGEVHG.[Gl....CSQSSVETNMYK....APVFPHRLQ S[TD|. .
Klebsormidium flaccidum 234 ..GNAASLKSGGGF....LGQIVPLEPAEPT|PF|..LGQVPE.G....QSVTSLETSLYR....APRFRHKVP..T[TD|..
Micromonas species 62 .. TAGRSLTQ...... GGQRHVIDLRPEAASIPF|. . I|SDLSP.[Gl. .. .QPQESLETTMYR....APMFRRVIGKDERATI|. .
Cyanophora paradoxa 224 . .HQPPAHD......... GGEPFVLEEGEEP|PF|. . IANVHA.(G|. .ETLSCAESTLFKARPPAPAFRHPRPTVDND|. .
Porphyridium purpureum 2 looccocococooo oo o IKVEEG| |cccoccccoocoooooc0ccno NP|I..[.[EVS HCD). .
Porphyridium purpureum 195 ool ococoooooooo .FHSGGAVAREGIIGG. . « v v v v v v v v v v oo STI|S[SYPHANS NP DH H
Acanthamoebe castellanii 146 ..PPDKTRE DIGDMVLLDQADEC|PF|. . LGEVPT .G|. . . .DTVQMMDNNLFR. .. .APIVKHNAP T[T D|. .
Capsaspora owczarzaki 161 ..DNAPELP FIGMTRFQGAADSS|PF|. . LIGOQLKP.[G|. . . . SALQYVDNTLYL. .. .APAYPHETIA PITD|. .
Nematostella vectensis 161 ..DSIPDYK. .FGEPVPVH..QMS[PF|. . LGHLKP.|G|....ESLQALENNLFR....APIYEHEMP T[T D|. .
Drosophila melanogaster Tafl-PE 158 ..SGPQDFV. .YIGEVAFAH...TS|PF|. .LGIILHP.Gl....QCIQAIENNMYR....APIYPHKMA HND|. .
Caenorhabditis elegans_{af—l 157 ...SEPTFT. .FGELAFSH...QIPF|..LGQLQP.[Gl....QSLOSIENMLYR....APIYLHKRQ N[T D|. .
Branchiostoma floridae 161 ..TGPPKFE. .YGETVYAH...TSPF|..LGPLHP.|G|....QALQAFENNLFR....APIYQHKIP E[T D|. .
Branchiostoma floridae 161 ..TGPPKFE. .YGETVYAH...TS|PF|. .LGPLHP.|G|....QALQAFENNLFR....APIYQHKIP. .ETD|. .
Danio rerio tafl 157 ..PGAPDCK YGETVYCH...TSPF|. .LGSLHP.G|....QLLQAFENNLFR....APIYLHKMP..ETD|..
Xenopus troﬁicalis tafl 157 ..PGAPDCK FIGETVYCH...TS|PF|. .LGISLHP.G|. .. .QLLQAFENNLFR. .. .APIYLHKMT E[TD|. .
Mus musculus Tafl 157 ..PGAPDCK. .YGETVYCH...TS[PF|..LGSLHP.|G|....QLLOQAFENNLFR....APIYLHKMP E[SD|. .
Papio Anubis 157 ..PGAPDCK. .YIGETVYCH...TS|PF|. .LGSLHP.G|....QLLQAFENNLFR....APIYLHKMP ETD|. .
Papio Anubis 157 ..PGAPDCK. .YGETVYCH...TS[PF|. .LGSLHP.|G|. .. .QLLORLQNSVFF....FIILYIHSLL P[TR|. .
Hylobates leucogenys 157 ..PGAPDCK. .YGETVYCH...TSPF|..LGSLHP.|G|....QLLOAFENNLFR....APIYLHKMP E[T D|. .
Hylobates leucogenys 157 ..PGAPDCK. .YIGETVYCH...TS|PF|. .LGSLHP.G|....QLLQAFENNLFR....APIYLHKMP E[T D|. .
Homo sapiens TAF1l 157 ..PGAPDCK. .YGETVYCH...TS|PF|. .LGSLHP.G|....QLLQAFENNLFR....APIYLHKMP E[TD|. .
Homo sapiens_TAFlL 157 ..PGAPDCK. .YGETVYCH...TS|PF|. .LGISLHP.[G|. . . .QLLQALENNLFR. .. .APVYLHKMP E[TD|. .
Fonticula alba 6 . .ARLDQLP. ...FGVVEPLEPNDKS|PFIGILISIPLPT .|(G|. .DHATAIYNNMFR....APVFQHPSP G[T D|. .
Fonticula alba 18® ccco0ooo0o000000000000 lbccoocoonoon WP <|lo o ol |[SGEMW 5| Eils 6 6 6 6 0600000000000 00 0 O |
Fonticula alba LI  6o0oc0o0o0co0o0co0co0o00000000o0 cloeocoocoaoooo 1?2 o|je g ol |- FRPIB G566 6 6 6 00 B8 6606800000090 coolbflooocooo
Spizellomyces punctatus 147 ..PHVPVLD. GTPYILDEVDASPFFGFGDVEP.G|....QTLQAISNNMFR. ... .APIFRQEAS. .K[TD|. .
Allomyces macrogynus 144 . .AYSPQLD. GAPNILEPDAQGPFWGF G| .QTQQVLFNNMIR....APLFRH|TPP. .ETD|.
Allomyces macrogynus e e ee e e aeaeafeeee e o olooo|-loceool-loccccocooocooocooooooool o
Allomyces macrogynus 144 ... ... HLD. clooccoocoancooo coloool-lococoo|l-locooccocccocoacoconoonoa 1% PR PN PO .
Coemansia reversa 145 ..RSFPKVD. GELFILDIADISPF|LNF|G G| ..QIVPALYNNMFR....APLFAQKAR. .S[TD|.
Mucor circinelloides 148 ..EFVPNAD. GEPFVLDIGDTSPFMT F|G| G ..QTISVYYNNLIR....APLFRHDVR. .HTD|.
Mortierella elongata 147 ..THMPTNE. GESFVLDVTDTT|PF[LNF|G| G . .QOMSALYNNMIR....APVFEQPPR. .S[TD|.
Saccharomyces cerevisiae TAF1 149 ..TLRPKLP. GETHVLGVQDKS|PE[WN F|G| Gl....HIVPTLYNNMIR....APVFKHDIS. .GTD|.
Kluyveromyces lactis - 149 ..SSRPKLP GETHVLGVQDKSPFWNFGEFVSP.|Gl....NIVPTLYNNMVR....APVFKHEVS. .K[TD|.
Neurospora crassa 149 ..SRPEKRE GETCILMPEDRSIPFAIFGHVHP.|G ..EVVPTLHNHMFR....APIFKHNPR. .N[TD|.
Schizosaccharomyces pombe 147 ..ESRPKLE. GESHVLDVQDRSPFWNE|GSVEP .G ..EITPTLYNKMIR....APLFKHEVP..PTD|. .
Ustilago maydis 150 ..EHVPKMD. ... IIGEPYLLDVADESPFMKFGNIER.|G .QVQPTLYNNMIR....APLFRHKPA. .H[TD|
consensus>70 e e e e [ S pf g..... [« l....... p.£f.h...... td
320 325 340 345 350 355 360 365 370 375 380 385 390 395
Trichomonas vaginalis 188 [FLILVRS............ LDEPVFYLRNIDACYCA[GLLERRTK . VMRP|GTKDAQKFNLNFIKAILINIFRG. ..TKQYP
Trichomonas vaginalis 195 |FLILIRDM. . .EDNRKFYIRHIDATYCA|SLLEARVK.VMRPNKKVTQTFITNFITAILVNIFRG...NKQYK
Trichomonas vaginalis 1 coloeoocoonocoocooooocanaoocao|lloccnoooo 28
Trichomonas vaginalis 168 |Fbc o cocoocoocooccoocoocooooocoooloooocoooo ollo o o ollolfo olle
Trichomonas vaginalis 170 |FILCISGN. . v v v v v e e e SCTLHRLP. .... .. | KL . L V[YAlS
Naegleria gruberi 19¢ |[FLILCTRKAS. ...GGKTKFYIREIPREYVV|GHTOQ|P|QVE .[V[TPPRTRASESYTNNRLTLFIYRSFLD...QM. ..
Naegleria gruberi 185 |FLILCQRTTT. ... ..... DGRSTWFIREIPNEYLV(GHIQPIQIE.V[YPIPIRTRSLDSYINNALSYHICKFFKD...KI...
Blastocystis hominis 103 [YLLTIQIESLREPFSPA.SQVYEASIRKADTLYLAGKMEPNMR.[V[FLP[GDKDYLSTMQQLEEYLLQKYIQK. .......
Bigelowiella natans 1©3 | |coococoooooocooooonococoooo looococoooo looo| [oolDo| |co| poooocooooooococooooococoo000000000O0
Oxytricha trifallax 247 [EEMCVLHRDK......... QONASIVVRELSELYVMGQEEPKLE .|VIYNPOQOSROQYQHFIKRRTFQELNKFFLY. . ... ...
Arabidopsis thaliana HAF1 294 [YLILVRS............ PKG.KLSLRRIDKIVVVGQQEPRME .VMSPGSKNLQTYLVNRMLVYVYREFFK...RG. ..
Arabidopsis thaliana TAF1 294 |YLILVRS. .. ...AKG.KLSLRRINKIVAVGQQE|PRME . IMSPASKNLHAYLVNRMMAYVYREFKH...R. ...
Klebsormidium flaccidum 292 [FV[LIRS... . .NHG.KLSLRKATGLHLVGQEE[P|SKE . VMV|PNSKAALKYSEARLQLHVFREFTAQLRKK. . .
Micromonas species 120 [YLILIRS... . .PHG.AMTMREVTEYFMC|GQQEPHIE .[V[FQPNTDRLRDFEERAVNSAVIHTLLKQRDEKV. .
Cyanophora paradoxa 283 |FLILVRS. .. ...KDGNGFVIREMPAIYVVGQEEP[SVE.VLAPNTREASKESRDRVAVWIMRALLE. ..QGSLD
Porphyridium purpureum 16 |FLIVVKKQD. .. ' o' nnn. VMYVR[EIDMVLSVGQCEPRVE .[VMAPNTDRCKKYTKERVLLWMLRQFSN. ..QK. ..
Porphyridium purpureum 224 |. - BHVI..... looo| lboool - [E:|coccocoococococoococoo0c00c00000000000G00
it hemenhe cas-@llama 199 [FL| REIPAVYAV/GQEQP|VAE .VIPAPNSRSANNFIKARLQTFIYRLFKK...RA. ..
Capsaspora owczarzaki 214 |FL RPIDGLFVLGQTLPKIE.V/PAPNSKKASDFMRNRVQAFIYRQLKQ...SKL. .
e tosielils vectonsis 212 |FL REIGTIFTI|GIQQC|PKFE .[V[PGPNSKKANIHARDFLQIFIYRLFWK...SQ. ..
Drosophila melanogaster Tafl-PE 208 |FL RISVNSIYTV|GIQEC|PILYE .[V[PGPNSKRANNFTRDFLQVFIYRLFWK...SR. ..
Caenorhabditis elegans taf-1 206 |FL RPLPSIFVA[GIQQC|PILYE . [V[PSPNSKRATVFVRDFLFAFIYRLFWA...SD. ..
Pramchiositons Fleoricas 211 |FL REFQGLFCVGQECP|LYE .[VIPGPNSKRANNHVRDFLQVFIYRLFWK. . .SK. ..
B estone Fleoriche 207 |FL REFQGLFCV/GQECPLYE .VIPGPNSKRANNHVRDFLQVFIYRLFWK. . .SK. ..
Pemie rerile Earl 207 |FL RELVDIFVV/GQECPLYE.V/PGPNSKRANTHIRDFLQVFIYRLFWK. ..SK. ..
Xenopus tropicalis tafl 207 |FL RDIVDIFVV/GQQCPLFE .VIPGPNSKRANTHIRDFLQVFIYRLFWK. ..SK. ..
its moscuilne Takl 207 |FL RELVDIFVV|GIQQC|PILFE .[V[PGPNSKRANTHIRDFLQVFIYRLFWK. ..SK. ..
Papio Anubis 207 |FLi RELVDIFVVIGQOCPLFE.VIPGPNSKRANTHIRDFLOQVFIYRLFWK...SK. ..
Papio Anubis 207 |FLj PETFCLFFCV[YFCSILLKSVWLWERIRKDENTLELSKVFIYRLFWK...SK. ..
Hylobates leucogenys 207 |FL RELVDIFVV/GQQCPLFE.VIPGPNSKRANTHIRDFLQVFIYRLFWK. ..SK. ..
Hylobates leucogenys 207 |FL RELVDIFVV|GIQQC|PILFE . [VPGPNXXXXXXXXXXXXXXXXXXXFWK...SK. ..
Homo sapiens TAF1 207 |FL RELVDIFVV/GQQCPLFE.V/PGPNSKRANTHIRDFLOQVFIYRLFWK. ..SK. ..
Homo sapiens TAFIL 207 |FL .. . RELVDIFVVGQQCP|LFE.VIPGPNSRRANMHIRDFLQVFIYRLFWK. . .SK. ..
Fonticula alba 61 |FL| e e e e e RTIPHVWLV|GQTLIPTMR . [V[PTIPlGSRDNQEYLRERIESWAVLEFLK. . .AKM. .
Fonticula alba 152 |- JJjoocoocooocoooccoococcoocoocooo Jecoocooooo lo o oo 00 ofP@& .| 0 cococooocoocooo00c0000000000000 0
Fonticula alba 7 csloocoocooococooocoo olho coocoocoollocoocoooo lo o ofFlle 0D o|s]oofcloocoocoocoocoocooococoooocooco00000o0 0
Spizellomyces punctatus 202 |[FLVIRHTL. .. .KGQSKYYIREIPHLFAVGQTFPLQE.VIPRPQSRRITQTIKGRLQVVTFRHMRR. . . ... ..
Allomyces macrogynus 199 [FLILIRHTH. .. .KNVTRYYLREIPTIFTVGQIMPALE.|IAPPTSRIYTEYKRNRIRIAVYRLLKK...RP. ..
Allomyces macrogynus o sloococococooococo0o0c00000000a|llooooaoool|loolloosaolloollloococeococccoccococococcocncoconocooooc
Allomyces macrogynus o slooocoocooococoooccooo00000600lcooooocol- 6 o olls|lo 0 6 a|l|lo oo c o000 000000000000 000000c0000G
Coemansia reversa 200 |[FLVIKHVS.......... KSDTKWYVRGIKYQYVC|GQT Y|P[LQE .[VIPAPHSRKVTTTIKHRLQVAAYRLMSR. . . .. ...
iteor clreineliloides 203 |[FLLLKSTY. ...KDHTKYYLREIPAIFTIGQSY[PVQE.[V[PGPHSRKVTTTIKNRLQVVAYRLIKR. . ......
Mortierella elongata 202 [FIVIRTTY. . .KNETKYYIRHIPHMYVV[GQTY[PVQD.[V[PGPHSRKITTMIKNRLQISSFRFMRK. .......
Saccharomyces cerevisiae TAF1 204 |[FLLTKSSGF. . .GISNRFYLRNINHLFTVGQTFPVEE .|[I[PGPNSRKVTSMKATRLKMIIYRILNH........
Kluyveromyces lactis - 204 |[FLLVKSLGN. . .GSGNRFYL[RIQINHLFAV|GQTF|P[VVE .|[V[PGPNSRKVTAMGKNRLRMVVYRILNK. . ......
Neurospora crassa 204 |FLIIGRSSTG. . .QKGSTWYIRNIDHLYVV|GQTL|P[SME .[V[PGIPHSRRVTNIAKNRLKMVSYRLLRK. .. .....
Schizosaccharomyces pombe 202 [FILIRNSS. . .SYGSKYYLKNINHMFVSGQTF[PVTD.VPGPHSRKVTTASKNRLKMLVFRLIRR. . ... ...
Ustilago maydis 205 |[FLLIRSTT. .KNEIRYYLREIRNLFVVGQTYPVQP.[I/PGPHARLITNNIKYRLOMIAYKLIQK. .. .....
consensus>70 fl..:..........;........‘....r ..... 9. Ee‘:p.....
400 405 410 415 420 425 430 435 440 445 450 455 460 465 470
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TAF1 DUF3591, mafftlinsi (conservation > 70%:
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Trichomonas
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Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Naegleria gruberi
Naegleria gruberi
Blastocystis hominis
Bigelowiella natans
Oxytricha trifallax
Arabidopsis thaliana HAF1
Arabidopsis thaliana_ TAF1
Klebsormidium flaccidum
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Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
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Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
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Trichomonas vaginalis
Naegleria gruberi
Arabidopsis thaliana TAF2
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Caenorhabditis elegans
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Mucor circinelloides
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70
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TAF2 protein, trimAL (conservation > 70%: yellow - partial; red - complete) - page 2

Trichomonas vaginalis
Naegleria gruberi
Arabidopsis thaliana_ TAF2
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Drosophila melanogaster Taf2-PA
Caenorhabditis elegans
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf2

Danio rerio_taf2

Xenopus tropicalis_taf2
Mus musculus_Taf2

Homo sapiens_TAF2
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

Trichomonas vaginalis
Naegleria gruberi
Arabidopsis thaliana_ TAF2
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Drosophila melanogaster Taf2-PA
Caenorhabditis elegans
Branchiostoma floridae
Branchiostoma floridae
Danio rerio_taf2

Danio rerio taf2

Xenopus tropicalis_taf2
Mus musculus_Taf2

Homo sapiens_TAF2
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

Trichomonas vaginalis
Naegleria gruberi
Arabidopsis thaliana_ TAF2
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Drosophila melanogaster Taf2-PA
Caenorhabditis elegans
Branchiostoma floridae
Branchiostoma floridae
Danio rerio_taf2

Danio rerio_taf2

Xenopus tropicalis taf2
Mus musculus_Taf2

Homo sapiens_ TAF2
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

230
231
230
230
231
230
222
192
230
230
230
230
230
230
230
230
230
230
230
230
230
230
230
230
231
230
229
230
230

307
308
307
307
309
307
299
269
307
307
307
307
307
307
307

307
307
307
307
307
307
307
307
308
307
306
307
307

383
379
384
383
386
383
375
321
383
383
383
383
383
384
383

383
383
383
384
383
384
384
384
385
384
383
384
384

HHEHEHE<BHEmJIuZHtHne

o i el S W e )

TSMNND
RQISTS
KQMGSD
KQVGPD
RKLGEE
RRVGAE
KLLGLD
GRIGIE
IRIGQE
NRIGQE
RRIGLE
QKIGFE
QKIGFE
NRISME
NRISME
NRISME
NRISME
NRISME
RRMGKG
KKMTKV
KKMTKV
RRMLKG
KRMCKG
KRMSKG
RRMTKT
RRMTKT
QORMSKI
RRLTKT
RRLRKM

EG
D G|
D G|
D 1|
D G|
D G|
D G|

KDPQQWKI
EPVITISY|
FSIVNAKYV
FAAMNAR.
TSAVNAKT
KEGCSARIL|
AAAVAARM
LATWTTRYV]
APTRDAEC
NATRLARC
AHSRSVKEF]
PASRLASC
PASRLASC
PPSRRAQC
PPSRRAQC
PASRLAQC
PASRLAQC
QGTCAVTA
LQCAQLHI
LQCAQLHTI
AAASTTRYV]
LPTSTSKC
PAASTSRC
LVYSSIRY
LIYSSIKY
HAVHSTRY|
QQVSTVRY]
LVTCSMKY
........ fy.vr..

dE<S<<<<I<<<OORISII<<I<SI<SISI<<S<SI<S<S<QHEH]

EQ

IR EEEL]

el el e el sl vl el D

)
. 2
AFEFRORRRERRNNRNRNKNRNRNNKNKRNRNDNXRAOEHXNE NN T

[FlooMKYYA
FIFEFHINS
HLELPCHS
HAELQCHS
HMPLQLVT
HVELQCHS
HTDLPCYS
HMELPLVT
HELPCHS
SDITCHS
AEISCHS
HELVCHS
HELVCHS
HDIPCHS
HDIPCHS

el il el sl vl

HDIPCHS
HDIPCHS
YDIQYHT
FEVRENS
FEVRFENS
FEVQENT
FEVQENT
FEVQENT
IDIQYNT
LDVQYNT
LQIAYNT
LDIQYNT
YEVPENT

YGV]
YOI
WRI

GH
VC
IA

|
]|

AL
E A
ALl
LA
QFE
CE
Y R|
ME
ME
M H|
M H|

CRYV]
YRV
YRI
HRL
YRV
YQV
YRI
YRV
YRV
YKV
YKV

L T T T T s L s I D

MS
M S
ME
AD|
AD|
VD
ME
ME
LA
LA
VM
QE
TE

YRV
YRV
YGL
YRL
YRL
YRV
YKI
FRYV]
FGI
HG V]|
HG V]|
YGI
YRV

R e e e N R W e W s e e S s

| I e s s s M M s Ml M

400 405

TLKNSLSG
FLKNAHTI
TISRAKDL
LVTQARDYV
LASLQGKL
ALHVSSTL
LIAPPEAL
VFTRLKQL
LLSLANTL
OLALASSI
VLTVELDT
LLSLATSL
LLSLATSL
LLSLASTV
LLSLASTV
LLSLASTV
LLSLASTV
LLSLASTV
ILLSAAAL
MLAAGTRL
MLAAGTRL
LLVTAMGV
ILVSAMSI
ILVSVMSI
IFLQAMSL
IYLQAMSL
MVSAANIL
LLLQVMSL
VFLQAMTL

EKSVQQFCSFKAQWLAKN
IKTIGKTFAFSSYWIYGT
ROQFANKIGNFFQRWVASY
QAILRKVGGFFARWVKSP
LNLCROQNATFNARWIEGC
FKMVRSLGGIVRQWVYAA
LKLIAKLTGFDKRWIHGS
FKVVKKVSGFAEQLIVYES
LKSISTVSGFIDQWICHS
IKAIFTVTGFMDQWVRTG
FRSVISVTGFLSQEF|VRTG
VKLISTVSGLLDQWVYQG
VKLISTVSGLLDQWVYQG
LKSISNVSGLIK|QWVDQS
LKSISNVSGLIKQWVDQS
LKSISNVSGLIKIQWV. ..
LKSISNVSGLIKQWVDQS
LKSISNVSGLIKQWVDQS
LRVARKLTGFADQWIYGS
QRWIRKESAFWTQWIESA
QRWIRKESAFWTQWIESA
LRMCRRVSGFADQWVEGT
LRLCRKVSGFAEQWIYRS
VKTCRKVSGFADIQWIYNS
QHVCERVNKFENEWVYGS
QRVCERVNKFFKQWVYGS
RRWCEKRSQLWN|QYVEFGA
LKTCEKASHFAQQWIYGY
LRTCRKVSGFTEHWIRGS

NN HONONH N HhnnnnnnHEKKKnnnDHEnnH
. =]

n

@
Y o T T T T P O WP P W e W M W M

PK.KKKTKYEFVNGEQVEISHHSIL
IK.KHHKKVQGGQG...... IIPLK
KRYQKPKKGGKPDGAEDNVDESPLA
KP.TKKKKGAPAEIEDGELGDSAVYV
KD.RRRQQQAMEAGNPDNLDECPVS

SK.AKTSQGAGGSGGKSDPSHATVRJY

RK.NRRKKGQPGEGEDEKPDDTPIL

GR.ARKKRYVLETGEDIELD.....|. o

RR.NKKKKIPLMTGEEVDMNDSPVL
RR.NKKKKIPLCTGEEVDMDDSPVL
RK.QRKKKVPLLTGEEIEIDESPIL
RR.NKKKKIPLVNGEEVDMDDSPVL
RR.NKKKKIPLVNGEEVDMDDSPVL
RRWNKKKKIPLMNGEEVDMDDSPLL
RR.NKKKKIPLMNGEEVDMDDSPLL
RR.NKKKKIPLMNGEEVDMDDSPLL
RR.NKKKKIPLMNGEEVDMDDSPLL
KR.IRSKKGTEAGGDVTRTERLTFE
KY.KKTNDASAPSGDEEEWLHRWIQ
KY.KKTNDA.APSGDEEEWLHRWIQ
KR.IRLRQMAAAAEDAREKRSATFE
KR.IRAKQAAAAAADATQKKSAMED
KR.IRMKQAAAAQADEKEKDSATFE
RR.LRKRGGGANDESPEECSNEAFE
KR.LKVTKEAKEEISKDDCNNEAFE
KR.LKKKAMAAAANSQKDMEQESYE
KR.ISVKRDGDHNGSDEDIETEAFE
KR.VRARQAAAAAADEKARESAPYE

w
w
o
w
w
(&)
w
ES
o
w
ES
&
w
w
o
w
(&)

ALFANMSTLISWYKAEF.PKQ
SKIPALNVLIGFFKTQFYLKP
AKTAGLQHLIKFYKSRRLPKP
...|-GLDMLLKFYRSRRQPKP
GACAALSSVTRTYRRRRKPKP
SGRAGAQLLMLYLSSKYAAKL
GSIRALEALLRYFRSAYQMRP
ASMAGIRYLMDEFRKRFLVEP
AKVAGQTAMLNIFKNMFIIRY
TKVAGPPAMLNIFRKFFIIKL
TFVQGTPVLINMFRESFIPRS
SKVAGPPAMMSMFKRMFLIKC
SKVAGPPAMMSMFKRMFLIKC
AKIAGPPAMKSLFTRMFIVKT
AKIAGPPAMKSLFTRMFIVKT

ART
AHA
AFA

[SH=N=|

AMA
AFA
AEA
V FA
CMC
AHS
AFV
AFC|
AFC
CIEHE
CEC

Elsislslsl=lslslsl=lmnh

AKIAGPPAMKSLFTRMFIVKT
AKIAGPPAMKSLFTRMFIVKT
ARCITGVRSLLDTFREKFLPKS
AACAGLEMLHGLLAQYTVPLP
SACAGLEMLHGLLAQYTVPLP
ARFAGLHHLVKIYKRRYLPRP
ASCAGLHQLNKMFQKRYIPKP
ARCAGLLHLTKTFQHKYMPKP
SKYVGVKHLIQIFQILFIPKS
SKEFTGPRHLVQIFRELFIPKN
AKQAGMVHLILCFRKFFPIAP
ARCAGYYHLRMAYLEKFIPKS

CHE
CIEE
ACA
ALA
ALA
ALA
AYG]
AYA
CEA|
CRA|
LED
ARA
VHA

P T I PP DD e D e

VHCAGLFHLLKLFRTQFIPRA
..ag...1.. . £...£....

415 420 425 430

[N ol [l e e Il s e

N
[N

VOOOOOOOOOOOOO: OO Q

HHI ISP A

HH<<HBEH-

R<EPHHEEEI<BHHH:

R[50 000000 == 000 05000000 00000 N

e HHHH H HH H < < H H H «

o F Fg R R Ry g Ry Ry R e A )

A=A A A -A il A=A A A Al WA=
» BOUOUOUOUZUZZPPUZZ Z222Z2Z22000W000Z2Z2

[OO I Y s T s s M s B = o s M I

IPYFTFNFQ
IPQFAISFK
CPVLRIGLS
CPRISVAFN
CPRLTAAYT
VPDFECGYR
CVEVECGEW
SALLEISML
IAKFHGSFV
HAKFSLTSV
HAAFAVKFED
VVHEFSGSFV
VVQFSGSFV
VVKFFGSFA
VVKFFGSFA

VVKFYGSFA
VVKEFYGSFA
CPRFSFKYN
VPRIEFSYS
VPRIEFSYS
CPVFHFSYA
CPKFSFSFL
CPIFYFSYH
VPILRVTQR
VPIFRITQR
CPRLDIHQK
YPIFRVVQR
CPRFICSAN

YF
YF
YF
AT
Y F
YH
YH
Y F
YF
YF
Y F
Y F
YF
YF
Y F
Y F
Y F
B
ERE]
Y F
Y F
Yy
YF
Y F
Y A
Yy

[HE]

SRR R R R I = R B B Wav)|

A . K] QT FTGHLLVQLRD
D. D QIFRGKVTVRILE
K. £ REWPG|IMSIRVYE
R. E RITWPG|SLPIRVQE
K L LIDPK[V[SVTVRIQE
P E OKYSG|SVVVRVAE
R E QIGESNKLAVRVHE
K £ QHKTGAINFHLHE
R E ODYVGPLTVCVQE
R E QD YNGPLMVQLQE
R E ODYTGPLSVVVQE
R E OKYVGPLTVTIQE
R E OKYVGPLTVTIQE
R £ ODYVGPIKVTVQE
R E ODYVGPIKVTVQE
E QDYVGPLKVTVQE
£ ODYVGPLKVTVQE
E OEFTGPFTIRIHE
E OEFTGISISVTVEE
E OEFTG|ISISVTVEE
I OEFRGQMTARIRE
E QEFTGNLTVRIHE
£ OISFTGITMTARIHE
E OVETGISMTIRIHE
£ OVETGISMTIRIHE
D OYFTGIPFTVRIHE
I OVFSGPMTIRIHE
E| QEFEGOMTVRIHE]
e....q.f.qg. v.i.e

285 é 306 30% 316
PDHTWLQFMYV] Y[SQHETLSSLEN
PEQDWIQEMW VAQIYESIKAL|TT
PEMEYILQMW VAQRQAIASLES
PDLDVLEHMW VAQVEAITALGT
PEGEWLEGMI AAQMWAIRFLRS
PDLEWPQPAW VISQFEACVALRT
PEFEMLEKMW VRAQIYEGVQGVGS
........... NVQHEAIKKLAS
PEVTWLDYMW MAQVQSLVALET
PEMILLDFQW TRAQFQAIQALQT
PDYLLIMFHW IAQMEALER(IQS
PQLTLVDFMW IAQHDSIMALET
PQLTLVDEFMW IAQHDSIMALET
PDMSILDFMW VAQEEAILALET
PDMSILDFMW VAQEEAILALET
PDMSVLDFMW VAQQESILALET
PDMSVLDFMW VAQQESILALET
PDNQWLDYMW NRAQYEAIEALDS
QDVEWPDFKW, LAQIFDIVSHLRS
ODVEWPDFKW, LAQIFDIVSHLRS
SDIEWADFMW VAQILEAVDALIQS
AEFEWLDYMW VAQHEAIDALKS
AEFEWLDFMW VAQIYEAILALIGS
SDLEWIDYMF ERQILEAIRY[Y[ES
SDFEWIDYMF EAQVESVRFE[FES
ANMEWLEYMY VAHQDAMLA[FKR
ADFEWIEHMY VAQILETIRH[F|TS
ADFEWLDYMW VAQVSAVHALAS
.d....d.mw..ql..drdv.aqg.e.i..1l..
365; 5 . 380. 385 39(;

REIAELLIQILD
PEVVLLLLELIK
REAVEFILQLLK
LEAVEFLLEVLK
TECVDLLVDALN
MYALQVLLQLLV
DEVLEFLLHLLK
WGVVRFLLDVLE
REVVLFLMDLLK
PEVMRFLFDLFK
EDVQPFLLDLIK
KDVLQFILQLIK
KDVLQFILQLIK
REVLSFILDLIK
REVLSFILDLIK
KEVLTFILDLIK
KEVLTFILDLIK
IQCRRFLLALLK
HQVKRLFIHLLR
HQVKRLFIHLLR
RAARALVAGALR
VRIRQFLLDLLK
LKVRQFLLDLLR
KLVKQFLLDILV
AFVKEFLLDVVR
KRARQFIMEMLL
SSVKKLLLDLLC
POQVKRFLINLLR

v 5

PR P PP DD . oy 0|

o~
[
Oes

[ NN R R R R R e R R R R R R R R R R R R e |

L
[+
LA ECEZ2EEEECECECEECECECE

.v....1dl. .
460 465



TAF2 protein, trimAL (conservation > 70%: yellow - partial; red - complete) - page 3

Trichomonas vaginalis 460 QNDNNY[SDDNFRVIEIALA[L|GRVFSKRVEQILV[SRVRGSH.LF[SAFYTAI[TSVLEKKYDPENPMIIFDDCKGTLIFKCLL
Naegleria gruberi 457  Y|NDD|SF|SGNFYIRANLIKS[I[SLLNTQKIEKILYKYLVIDSDLI|P[ISYHYIK[TVTSLESIANLQSFYRYLDVR|FS[SWRCVM
Arabidopsis thaliana TAF2 462  Y|NDN|SY|SDVFWLRAVLVQSVGDLEFAPLLKRIDRLLQFDR.LMP|SYNGIL[TISC[IRTLAQTALIEPFRNIR[IEGISRALL
Klebsormidium flaccidum 444  Y|NDN|SF|SDIGNWLRAVVIEAVGAAKYPKLLKQLDKHLQYDR.LL|P[SHGHVV[TISCLRTLARLACLLQHTSVR[VAR[FRSLM
Micromonas species 464  H|TES|DH|DS|SSLIRTAIHALGRARPRRITRAIAGRMRENR.AHEGGRRVMVAGMLALRTLLERIRAANERRRSRAVTSLG
Porphyridium purpureum 461 S|NNNDF|SDEHYVRADLLCS[T[VSYMELDAMRFAVHCIRLHECTR|C[SLRGVLVAAALISCLGRLHRYRSMTMTRKARMRALL
Acanthamoebe castellanii 453  QINDN|TY|SD|YSYLR|ITVIEALGNTQPDSILKQVQR[FMHLER . LLIP[SYHNRV[TVACLKVMKKMQAFTSYTSVR|IVALKALG
Capsaspora owczarzaki 399 MNDN|SY|TDAHYIRAIIDGLAETVTHVILAEFTRLLSLEK.LN|P[SYRHVVAVSCLINGMSLIQAFSSHARVRLARMRGLW
Nematostella vectensis 461  Y|NDNRY|SD|SYHLRAALIEALSATITQLVLAEVIRRLNLEK.LQ|P[ISYRYCV[TVSCLKALRNLQVFEFYAGVR|CSRA[IECLA
Drosophila melanogaster Taf2-PA 461 YNEN|SY|TDAYYRAALVEALGETLTKLVLDEVTRLLNMEK.HL[P[SYKYMV[SVSCLIKVIRKLQKYRSYAELR|IARMECLV
Caenorhabditis elegans 461 FNDN|SY|SDDFYRAALYNSLASSVFRVLIKEFT[YALNMDT.VS|P[SWGRVVGRAAALITGLYQLQKLWTFSHMRRCRA[ITLII
Branchiostoma floridae 461  Y|NDN|GF|SDNYYRA|ISLIDALAATVTKAVLEDVVRHLNLEK.LLPCYQFTI[TVSCLIKAIRTLQKFKSYADVRLVAMEILT
Branchiostoma floridae 461  Y|NDN|GF|SDNYYRAISLIDALAATVTKAVLEDVVRLLNLEK.LLPCYQFTI[TVSCLKAIRTLQKFKSYADVRLVAMEILT
Danio rerio taf2 462  YNDNRF|SDNYYRAIELIDALTNSLTRLILEEITR[FLNMEK.LLP[SYRNTI[TVSCLRAIRMLQKFKSYAEVR|IARLEAVI
Danio rerio taf2 461  YNDNRF|SDNYYRAELIDALTNSLTRLILEEITRFLNMEK.LL[P[SYRNTI[TVSCLRAIRMLQKFKSYAEVR|IARLEAVI
Xenopus tropicalis_taf2 268 e rlee- - - -8 - - - - loeceoccocoococooo loocococoooo leeocooo looo| poocccccocoocoao -lleel-lleeac s
Mus musculus_Taf2 461  YNDNRF|SDNYYRAEMIDALANSVTRLILEEITR[FLNMEK.LLP[SYRHTI[TVSCLRAIRVLQKFKSYAEIR|IARLEAVV
Homo sapiens TAF2 461  YNDNRF|SDNYYRAEMIDALANSVTRLILEEITRFLNMEK.LLP[SYRHTI[TVSCLRAIRVLQKFKSYAEIR|IARLEAVV
Spizellomyces punctatus 461 FNDN|TF|SDNYFVRAINLIVAVGNSFLREALREVHR[YRNLDR.LM[P[SYHNAV[TAACLETLLKWMLFLQHARVR|IIAIDALL
Allomyces macrogynus 462  YHDRISVHEREVV[TMLLKFLCQAMLEQALQQIERVRVMD. .MS|PDGDGDT[T|SACLISTLCQWMLFLEYTDVRQTA[FQCLF
Allomyces macrogynus 461  YHDRISVHEREVV|SMLLRFLICQAMLEQALQQVERVRVMD. .MS|SIDGDNDT[T|SACLISTLCQWMLFLEYTDVRQTA[FQCLF
Coemansia reversa 462  Y|NDN|SY|SD|SYFLRALVRALANGVIGTALAEIERLRKLDV.LV[P[SYRNVITAACLDALLRLSLFAAMAAVRVAR[IGGLL
Mucor circinelloides 462  Y|NDN|IF|SDICYYVRITLVSS[LGDSLIAAAKAEIERFRTLDY.VIP[TYHNII[TVTCLRTMTKLMLFMQYTRVRLARIDSLF
Mortierella elongata 462 FINDN|TF|SD[NYYV|S[TLVSA[LGHSLIEQAVREIDRYRTLDY . LI|PITYHNTV|[TVSCLQATARLMLYMMHTRVR|LA[S[FDSLL
Saccharomyces cerevisiae 463  YNEN|GY|SDDAYV[RISLIENV[VKVALEKVKTQLLR[YENLVN.WL|S|SYESLIKTTIMYAKYKLHK. .. ... E[F[LMVLKIML
Kluyveromyces lactis 462  Y|NDN|TY|SDITFYI|TELLES[LVDCSIDEVMNEIQR[FYNLDQ.WM|S|SYQFLTTKTIQKQRLKLAVVICHARIALQALKILL
Neurospora crassa 461  FNDN|SF|SDQFYIAKLLDALTTSVIEKTIEEIDKFRRMDE . WT|LTYQONIWTTTALHCKMRLMKFVQYLQVR|IKAFECLV
Schizosaccharomyces pombe 462  Y|NDNAF|SDAYFIICILLIDSLVEGLINQVINEIDRYMRIDA.CMPSFKNII[TICKSLKAKLRLAQLLPYTQVRICIAFNLML
Ustilago maydis 462  YNDNISFVDDFYLR|IGAINALASAFIAHAVAEVERLQELDR.LV[P[SYHNVITLASLDFQVAMMLFFTYTRVR|IARLNCLL
consensus>70 yndn.fsd..y.a.li..1l.......... ei.r...1d....p.y. [ R N 1........ vr..a...l.
470 475 480 485 490 495 500 505 510 515 520 525 530 535 540 545
Trichomonas vaginalis 537 FFVLN.TLAKDKFETRKEEVIKRMTMEIAETMWSIMTVHSVLR|SEALTTLYG
Naegleria gruberi 535 NIIFNRFIDENETSAKYEITKIITQKLVDLIWNYLHDDFKLR[SIIMKSIWS
Arabidopsis thaliana TAF2 539 DIFMK.YLVEESSLGQVKLCVHTMRVTLLDLLHLFKSNELLR[YYLFQILAG
Klebsormidium flaccidum 521 DLALK.VADNREPAV|VTKLLTYASRAGGGRLQGLVTSDVRLRHVAFQQMHG
Micromonas species 541 DAVAD.RVGIDPCPVRRAAVALQFGVARALAFATLACSGGVRAAILRAM. .
Porphyridium purpureum 539 DVMLR...SQEALTVRRAVLRSWSTRAASELRRALQSDPEIRARLSSAILYG
Acanthamoebe castellanii 530 ELVMS.IIESDPDPVRYKAAHLLTSQACNRIWSYLNGDLRVRLALMRVNLG
Capsaspora owczarzaki 476 AMLLK.LAERDPEPVRICHAVLLLLEDMMTRVWELATAFKRLRHLAFVTLVQ
Nematostella vectensis 538 DYLME .IVEKDPVPIRHHTLRVLSDVLVERLWHFMWSDWRLRICDAVSALFG
Drosophila melanogaster Taf2-PA 538 DFLIT.LLETDPDPARHALAQLLIDNLVDRLWFSINRDTKLR|CDIVYALYG
Caenorhabditis elegans 538 DRILE.LAELEQDPIRRMIPRLLAQETAERLWKLCTNDSCIR|SGFLYSLYA
Branchiostoma floridae 538 DFLLD.YVENDPIPVRHKLLQLLLKSLVERLWTTLNTDARLR|ICDLVYTMFG
Branchiostoma floridae 538 DFLLD.YVEIDPIPVRHKLLQLLLKSLVERLWTTLNTDARLRICDLVYTMFG
Danio rerio taf2 539 DYLLD.LVQNDPVHVRHEILSMLAKALVDQLWKLMNSDWRLRICDAVYTLFG
Danio rerio taf2 538 DYLLD.LVQNDPVHVRHEILSMLAKALVDQLWKLMNSDWRLRICDAVYTLFG
Xenopus tropicalis_taf2z ... . ..., S N
Mus musculus_Taf2 538 DYLLN.MIQTDPVPVRHKILNMLTKALVDQLWKLMNSDWRLR|CGAVETLFG
Homo sapiens_TAF2 538 DYLLN.MIQNDPVPVRHKILNMLTKALVDQLWKLMNSDWRLR|ICGAVFTLFG
Spizellomyces punctatus 538 VLLLR.LVADDPAPIRYHVAKALTEDIAKTVWHLMNSDHRVR[TYLLEYLYD
Allomyces macrogynus 538 LLLLH.TMMVDASPIRVSLAQYFVNRALPTLQKMLGNPLEIHQAIMALVLT
Allomyces macrogynus 537 LLLLH.TMMVDASPIRVSLAQYFVNRALPTLQKMLGNPREIHQAIMALALT
Coemansia reversa 539 LHFAA.VAADACAPVATATARNVMQELQTIFGSVVYDPRESRMLLGMLVYQ
Mucor circinelloides 539 ILLLD.VVKEDPCVV|SHYVARAMLAALQENLWNLLNSDHCIRKYLLEYMFK
Mortierella elongata 539 LLICN.VIEQDPSPIRFHVAQGLAEVLRREVWRILTSEHRILKYLLDVLYP
Saccharomyces cerevisiae 534 LEFTE.ILCFHEDSIRDKSVDVLSEPLKILLWDVLNLSLYQRKQIHRVMYT
Kluyveromyces lactis 539 VIYFE.TLCFHPDVIRTKLVDTFAGPLKMIMWDVLHSNVYQRKRLEFNVIYQ
Neurospora crassa 538 ELLLS.YMSTDSSPIRDRLFKVFCREMQISIWKAFNSGLQEKRQLLSAMFE
Schizosaccharomyces pombe 539 QAIFY.ILTNDLSPVRRSLLYSVQDDFATEIWNAINNDLLTKRNLLRVLYK
Ustilago maydis 539 LVCFA.LLRLDENRVKRALARAMCEGVREGFLSALLADVEARWALLELLFR
consensus>70 oL L., eV e e e e e e e e e e r...... .
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TAF4 HFD, mafftlinsi (conservation > 70%: yellow - partial; red - complete) - page 2
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TAF4 HFD, mafftlinsi (conservation > 70%: yellow - partial; red - complete) -

Naegleria gruberi
Oxytricha trifallax
Arabidopsis thaliana TAF4
Arabidopsis thaliana TAF4
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis
Drosophila melanogaster Taf4
Caenorhabditis elegans_taf-4
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf4

Danio rerio taf4

Danio rerio taf4

Danio rerio taf4

Danio rerio taféb
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Xenopus tropicalis_tafédb
Xenopus tropicalis_taf4
Mus musculus_Taf4b

Mus musculus Tafda

Homo sapiens_TAF4b

Homo sapiens_TAF4
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

Naegleria gruberi
Oxytricha trifallax
Arabidopsis thaliana_ TAF4
Arabidopsis thaliana_ TAF4
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis
Drosophila melanogaster_ Taf4
Caenorhabditis elegans_taf-4
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf4

Danio rerio taf4

Danio rerio_taf4

Danio rerio_ taf4

Danio rerio tafdb
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Xenopus tropicalis_tafdb
Xenopus tropicalis taf4
Mus musculus_Taf4b

Mus musculus_Taf4a

Homo sapiens TAF4b

Homo sapiens_TAF4
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

125
198
158
149
157
154
118
157
163
178
149

97
148
113

87
87
148
149

60

149
149
149
149
101
149
149
149
149
149
149
183
101

122

148
118
176
149
149
144
160
175

144
274
184
173
185
180
137
187
193
195
171

123
174
134

113
113

175
35

86

175
151
175
175
127
175
175
175
175
175
131
215
107

153

177
145
202
162
162
177
187
206

30

page 3

..................................... SCEEBCEc o 0o o0c oo oo o000 o KRKRN o oo o OSSIKE DI
AGAESIIPIPLPSTQIDSSLNKALSQPDKQPTLQONTSQFEDDTTADDGSILGPGGIRKRQKKKHLDSKQLQIKEQ

..................................... GGVDSEK. .D KEDNRSKGVK. ....GNKEDDDK
................ KENDT. .E. .KEDQRSNEVK. ....ANKKDEDK
KNKGPLTDP. .E. .LEKRRQDALK. . ... LKEKDEEK
.............. KRRTRAG. .D. .DSHLKEKVAR.....IRQEEEER
............. SKNVHSRE.AS. ......EKARI.........LKHD
.............. RTPRPDD. .N. .AKRAENKAVI.....EKKRQDES
.............. RTPIPDD..N. .AKRAENKVVI.....EKKRQDES
................... DP..E. .KKKSDQ.....ARLEEEEK
.............. RKNLDDE. .Q. .RERAKR.....LQADADIR
..................................... RSRQEDP. . QARLKEKAKQ.....LQQEEEEI
.............. RSRVEDP. .E. .QAKMKARAKE.....MQRAEMEE
.............. KNSGKET. . . .IEKAKE.....MQRQDAEA
.............. RSRQEDP. . .QLKLKQKAKE. ....LQQQELEK
.............. RSRQEDP. . .QLKLKQKAKE.....LQQQELEK
............... VSKPPP. . ILALS e et e e e e
RSRQEDP. . .QARLKQKAKE..... MQQQELAQ
RSRQEDP. . QLRLKQKAKE. . ... MQQQELAQ
RSRQEDP. . QARLKQKAKE. . . .. MQQQELAQ
RSNSEDP. . .QQRLKQRAKE. . ... MQQLELAQ
S e e e e e e e
RTNKEDP. . QOMRLKQKAKE. . . .. MQQLELAQ
RSRQEDP. . .QARLKQKAKE. . ... MQQQELAQ
RSRQEDP. . .QARLKQKAKE. . ... MQQQELAQ
RSNREDP. . .QLRLKQKAKE. . ... LQOMELEQ
RSRQEDP. . .QLRLKQKAKE. . ... MQQQELAQ
RSNKEDP. . .QLRLKQKAKE. . ... LQQLELAQ
RSRQEDP. . .QLRLKQKAKE. . ... MQQQELAQ
RSNKEDP. . .QLRLKQKAKE. . ... LQQLELAQ
RSRQEDP. . .QLRLKQKAKE. . ... MQQQELAQ
............................... TAGASKDK EEGVKKKKKS....VKEKDMPEE
..................................... ASTHRD ¢ o v e et e et e et e et e e e e
............................. ERKERA.N......IAEE
.............. QTSKRS RKKDDATEP.PTYNSKNMPED
.............. DAGDDDR .PSKKKKKKEMG.PGVTARYMSDD
.............. KAKKRVSFGD .DAKVKEPKLVL........KKEK
................. KKS. ... ....KKQKEGG.PGVSARNMTEE
............................ EKEDY.....ENKIDSEE
............................. EKQTT.....DARLDTEE
............................... PTTADADG KLPSKKELKRG...AAAAKLAET
..................................... ASTNEEG SRRRKEQSSS....AAAKNISED
.RKRPKKVGPGVAARNMSED
325 330 335 340 345 350 355 360 365 370 375 380
VAIDV...AL..... GKKS..... STA. v e NI e o e et et et e eeeens
TLSTLEYFTI..... (12
VAARA. .. .KWQLMAE .ARQK.........
VAVRA. .. KWKLMAE .ARQR. . .......
STAMA...AL..... GKSSL e v e e et et e ARFTANYGKGVAK........ G
DAARS. ..
ESLVV. ..
ATLTN. ..
ATLTN. ..
LTALQ. ..
QALAQ. ..
NTALA
LTALQ
AAATA
MTALM
MTALM
LTALA
LTALA
LTALA
LAALA
LTALA
LTALA
LTALA
LTALA
LTALA
LTALA
LTALA
LTALA
LTALA
QAVMA .
..LA.
TTAFL
LTALR
ETALM
QTALK...FA.....GNRG..... .YAWMAGSGGVLRQPRDSD.LIV

ATANL.

OTLNA. ..
ATAST...
STAMR. . .

GlcesT. . ..

. YSWMMGSGGAGGGGGLG. .. ..
o UMEWILTES o coccocooooooo0o



TAF4 HFD, mafftlinsi (conservation > 70%: yellow - partial; red - complete) - page 4

Naegleria gruberi
Oxytricha trifallax
Arabidopsis thaliana TAF4
Arabidopsis thaliana TAF4
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis
Drosophila melanogaster Taf4
Caenorhabditis elegans_taf-4
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf4

Danio rerio taf4

Danio rerio taf4

Danio rerio taf4

Danio rerio taféb
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Xenopus tropicalis_tafédb
Xenopus tropicalis_taf4
Mus musculus_Taf4b

Mus musculus Tafda

Homo sapiens_TAF4b

Homo sapiens_TAF4
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

Naegleria gruberi
Oxytricha trifallax
Arabidopsis thaliana_ TAF4
Arabidopsis thaliana_ TAF4
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis
Drosophila melanogaster_ Taf4
Caenorhabditis elegans_taf-4
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf4

Danio rerio taf4

Danio rerio_taf4

Danio rerio_ taf4

Danio rerio tafdb
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Xenopus tropicalis_tafdb
Xenopus tropicalis taf4
Mus musculus_Taf4b

Mus musculus_Taf4a

Homo sapiens TAF4b

Homo sapiens_TAF4
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

167
304
216
205
218
212
201
206
212
217
193

144
195
155

134
134

196
56

107
196

196
196
148
196
196
196
196
196
196
244

52
184

212
188
239
188
190
217
221
233

194
352
254
215
228
227
241
269
275
276
229

158
214
161

156
153

222
79

206

220
172
215
219
214
219
214
219
282

82
215

241
207
269
211
212
251
244
287

o SOSNIKISEM o ¢ o o c 000000000000 ILIKIKIIDEASN o o o o 0 00 000000000000 000000000000 VTNSTKQNN
PNGSGATQQODGSQODEFIRPOQDILPHKKTGGASAGGGOGS . & & v v i i ittt it e e ettt et e ee e e SSTGHLKTM
0000 SVEBAGKDEN: c coooo00000000 QKTTSGGGKNSK. .. ....... DREODEGRIRIT 6 6 6 6000000 SGTESSC
........................... SSPGPGRNSK. 9000000000000 C0C000000800000G00
PRACEESAKPIEIT 5 ¢ 6 6060000000000006000000000000000000000000600000000030600000S8006060006O0
REISIORIK S o e e e s s s s PSRELTCKQ
QHTPKKIGVAQETDNVI......... EUWYTTIBREEDE 6 6 6 6 0600000000000 00000060000 GTTGNDTGRTEV
KSAPSAGAPPSLAA. .. .. ... cu ... GGSSSLGAGSVAPAAGSVGGDGNDGKPPRLFSDAGSTGAMSDDSATASV
KSAPSAGAPPSLAA. .. ... ... ... GGTSPVGAGSVASAVGTVGGYGIDGKPPRLSLDAGFTGAISDDSATASV
MQGGTPTAPGGAAG. . . .« v oo . .. GAGRGGAPGLGLPPDLRA....PLFNKQMLDQLT..ALQKLKAASQLTPQQ
LDSARSSNPLGDSG........... DGDEFVPVGAD GTAQAGANPDV
LIDI/AILL o ATIR 5 6 6 0 s 0000000000000 15 5 6 o €)Y 6 6 6 6 0000000000000 000000CB0A000000000000
LIDEIETY o $8C o coocoocooooooooooocooo AC88coooooocoocoooococoocoo0cooon0000a0o00 GGGVLS.

.NKWENT. ...

VDSPGP.GSS.
VDSPGP.GSS.

SSFTPGASVQVGA
SSFTPGASVQ. ..

LDSPGA.SAG.
PDSPSL.GID
VDSPGATTTS
LEAPGL.GAN.

LDSLLL.GNG

.................... GSATGSTSS
Wiho o cG686cccccooccococooocooooooboooob000o0 LCASASGGL

LDILEPEEWANG c ccococoooooo0000o0 0 GE cEG8Gcoc0000c0c0cc00000000000c000000 VSNGAQAGP
LDLEPERPWANEG ccccscccccocoooooo GE c€8Ccccoco0ococccocoo0o0o0ccccococco0000o0 VSNGAQAGP
DS ILCh o FINEW 6 6 6 0 c06060000000000000000000000000C800000000000A00030000060G DETIPSGST
VIE'S PIGIPRS GISIGRcc R e a i S o SE SSISIS LS s s s s TSTATASSS
LiBSc oo oo Gocoococoooooo00o00o0 NE oSG 6600000080000 0000000000G006006060 DNPSTSGTS
VIDCTGP EG8EGcccococooooo0000000 AE cEG8Gccc0c00c0ccccoo000000cooc00000o0 PGAAVPGGS
LS o 60000 Cccooccocooooooooaooo IE 0oBIhX 6 660000000006000000000006000606000 DNLLASGTS
VIDCIPEER @860 ccooo0coo0o00000000a Allc 6 cC8Ccoccoocooccocooocococonoonoonaocoo PGSVVPGSS
GNASNIGAGGTS LKV R ASISISKKRE Y DIGDE S S i s o GTNRSGGLVGTI
.GGPPTSSAAIAAV.. PEAAPEAG: 6 6000000060 0000000060006000006006060 VSLATAAAK
PDAPESPAPLAHRR. . SESSQEMANA G 6 6 6000006000000 0000000000600060 SDDDVPTPT
KEKGSSISSAARAAPT . .o ooo ... oo SRONEN 6 6 c ccooccocoocococooonooooococaonoao AVSGAPAAT
LDPEEEESIPE 5 o 0 0000000000000600000600000600000000660000606000000606060060050500 SSDFLLGAT
GGAASPSPLAGPP. . TYVASTEWE 6 6 06060600000606000000000006006000000 STAGSPSAS
WINIKR T SIhEAKSEEK 6 6 0 6 000000600000000000000006006066060000060006000006600600060 VASDITARG
5 SKEEEMDILIKNOEN ¢ o c 6 s cpoccocoo0cc00000600000006000000c000006060000606009000 VSSAVAARG
GGGSGASTPRTSLG CDELSTEPAGKE s c ccooo0o00c00c0coccooco0o0ccocoooo GAAGVADNK

DSNSLKPSS
SSAGAADTN

EO 6 6 6 650060 060000000060000060600660606000060006060000300000 11'DID) 6 6 6 5 6 0002600060000 0 DSSQLG
DLSMGAHRLHHKKVLNLN. . ... LY soocoo0o0o0o000 S8R0 000000000000000000000000000000000 EIE
GVGIVYRVSSSRFWFAMM. ... o
................................. KLSGEGEM 6 0 o cooccoococoooooo0o000000000000o00 o0 oc@E

SPT

LSK

NS 600000000000000000000600000000000000000000000000GCGC0000000000000000GO00C0 HMK




TAF4 HFD, mafftlinsi (conservation > 70%: yellow - partial; red - complete) - page 5

Naegleria gruberi
Oxytricha trifallax
Arabidopsis thaliana TAF4
Arabidopsis thaliana TAF4
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis

Drosophila melanogaster Taf4
Caenorhabditis elegans_taf-4

Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf4

Danio rerio taf4

Danio rerio taf4

Danio rerio taf4

Danio rerio taféb
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Xenopus tropicalis_tafédb
Xenopus tropicalis_taf4
Mus musculus_Taf4b

Mus musculus Tafda

Homo sapiens_TAF4b

Homo sapiens_TAF4
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa
Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

Naegleria gruberi
Oxytricha trifallax
Arabidopsis thaliana_ TAF4
Arabidopsis thaliana_ TAF4
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis

Drosophila melanogaster_ Taf4
Caenorhabditis elegans_taf-4

Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf4

Danio rerio taf4

Danio rerio_taf4

Danio rerio_ taf4

Danio rerio tafdb
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Xenopus tropicalis_tafdb
Xenopus tropicalis taf4
Mus musculus_Taf4b

Mus musculus_Taf4a

Homo sapiens TAF4b

Homo sapiens_TAF4
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

378
285
224

239
247
286
292
314
285
66

223
168

162
153

230
88

119
215
153

229
181
224
228
222
228
223
228
294

102
218

213
323
220
221
262
252
310

231
407
317
253

300
338
344
352
266

247

186
179

254
112

239
154

253
205
248
252
246
252
247
252
324

149
256

243
375
242
243
292
284
345

............................ SSIVITPQDV.ILYLETEPLLR.........K
..................................... TKYDENYQKRVDMKEL . IFFMQRDPHLR.........K
................................. NQGSSLQPK.VVRTISVKDV.VAVLEREPQMS.........K

............... QGLPK.VVRSISVKDV.IAVVEKEPQMS.........R

..................... ANWTVSLKDC......RDVIGDEYK.......
VPGGSLL..KRNRMSIPFSVSELGPITMRDF .LFFMERDPNMR. ... ..... S

@cccocooooo00000 PPLLPVRATVPAGLGGPL.PLRQTQPQLQMQRDPISIRDIC.IFLMERDRHMN. ... ..... K
©ccoococoocoonos PPKLPVHVAMPAGLGDLL.PLRQAQPQLQOMQRDPISIRDIC.IFLMERDRHMN. ... ..... K
TGALQPRSRFDTRVITMKDLEFYLLHKDPHTK......... Y

..................... YPHTVTIKDL.LMYMNGDARTK.........R
.......................................... K.KIMKVMFE .. . ... 0.0 000,
................... P.RIKRVNLRDM.LFYMEQEREFC.........R

................... PoRMTWR: 5 ool [cooocoocoooonocooonoooo

................... P.RTKRANLRDIL.IFLLEQEKETC.........K

................... P.RTKRANLRD|L.IFLLEQEKETC.........K

................... Q.RITRVNLRDL.IFCLEQERTTA.........R
......................................... Q.RITRVNLRPDL.LFCLENEKSTS.........H
.................................................. WO oL 66000000 00000000000 0
.APVRVTMRDIL.TFYMEQDPTFR......... H
.......................................................................... S
................... Q.RITRVNLRDIF.IFCLEQEQNTS.........H

................... Q.RITRVNLRDIF.IFCLEQEQNTS.........H

................... P.RITRVSLRDIL.IFCMEQERESK.........H

................... Q.RITRVNLRPDL.ILCLESERETS.........H

................... P.RITRICLRPDL.IFCMEQEREMK.........Y

................... Q.RITRVNLRPDL.IFCLENERETS.........H

................... P.RITRICLRPDL.IFCMEQEREMK.........Y

................... Q.RITRVNLRPD|L.IFCLENERETS.........H
................................... TAAEQ.AMRRVTLRDA.LFCLEADHAMT.........K
Ko@ocooooooo0o0000o0 PAAGVAAAAGAGVP....VPGTAAAQA.RHKRLHVRDV.LLALQGELHTG......... A
PLRTAAFS.APLLVTVRDIC.LFSLERERLGSVRV.ARGGGE

..................... SLGKVNIKPDA.LFCLEHDWGGK......GTGL
STLGRPTNLRD.SSRKVNVRDA.LFCLERDRGGGG. ..GEGSGQ

..................... EEPGIVMRD|IL . LFALENRRNSV..........

..................... EEPGIVMRDIL.LLALENRRVGV..........
.................................. QGKNIQLRDW.LVALEMD..........GI.E
............................. EKGIITIRDA.LAVLEMDREGAGRIFGRGA.K

DA .LFALEYERRAGV...GHGSGE

d. . e e

S IRl 1o 518 1 Y I R TR 6 6 6 6 0 0 6 0 6 0 0 6660006 000060000600060C0060060000000600S500000600000000000.0
SQIILYOQIPMITNIK 0 6 0 0 000000000000000000000000000000000C000000000C0000000000000000000
STLMYRLIQ
STILILYIRVYNIRECSDV 6 0 0 0 0 0600000000000000000000000000000600600GCC000000000000CG6000OGOGODO

SILIHIGYVFLGSL. ..
SARLMLMMCKLG. ....
SARLMRMMCNLERRP. .
SKLVWRLEKRKRSAS. .
BP0 Y 1IN RIROANRNEIN 6 6 6 0 00000000000000006000000000000600000006600600000000G6000000000

SLMLYRALLK
SLMLYRALLK
SLSLYRALLK
SLLLYKAFLK
SRALYLALLK
SLLLYKAFLK
SRALYLALLK
SLLLYKAFLK

B G 6 66 6000000000
QTIISKGYAKIRD. ...
IR I G SR ILIRID 6 6 6 6 6 0 0 6 0 0660606006 00000000060666060060060606606000C000066000000060G0G0G6G0
WIRAILQIAYIIRIL 6 6 0 c 0 0 600 0000000000000000006000006000006000000000060000000060000006000G0a
AMMR




TAF4 HFD, mafftlinsi (conservation > 70%: yellow - partial; red - complete) - page 6

Naegleria gruberi
Oxytricha trifallax
Arabidopsis thaliana TAF4
Arabidopsis thaliana TAF4
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis
Drosophila melanogaster Taf4
Caenorhabditis elegans_taf-4
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf4

Danio rerio_taf4

Danio rerio taf4

Danio rerio taf4

Danio rerio taféb
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Xenopus tropicalis_tafédb
Xenopus tropicalis_taf4
Mus musculus_Taf4b

Mus musculus Tafda 322
Homo sapiens TAF4b

Homo sapiens_TAF4
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

Naegleria gruberi
Oxytricha trifallax
Arabidopsis thaliana_ TAF4
Arabidopsis thaliana_ TAF4
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis
Drosophila melanogaster_ Taf4
Caenorhabditis elegans_taf-4
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf4

Danio rerio taf4

Danio rerio_taf4

Danio rerio_ taf4

Danio rerio tafdb
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Xenopus tropicalis_tafdb
Xenopus tropicalis taf4
Mus musculus_Taf4b

Mus musculus_Tafda 398
Homo sapiens TAF4b

Homo sapiens_TAF4
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70




TAF4 HFD, mafftlinsi (conservation > 70%: yellow - partial; red - complete) - page 7

Naegleria gruberi
Oxytricha trifallax
Arabidopsis thaliana TAF4
Arabidopsis thaliana TAF4
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis
Drosophila melanogaster Taf4
Caenorhabditis elegans_taf-4
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf4

Danio rerio_taf4

Danio rerio taf4

Danio rerio taf4

Danio rerio taféb
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Xenopus tropicalis_tafédb
Xenopus tropicalis_taf4
Mus musculus_Taf4b

Mus musculus Tafda 474
Homo sapiens TAF4b

Homo sapiens_TAF4
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

Naegleria gruberi
Oxytricha trifallax
Arabidopsis thaliana_ TAF4
Arabidopsis thaliana_ TAF4
Klebsormidium flaccidum
Micromonas species
Porphyridium purpureum
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis
Drosophila melanogaster_ Taf4
Caenorhabditis elegans_taf-4
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio taf4

Danio rerio taf4

Danio rerio_taf4

Danio rerio_ taf4

Danio rerio tafdb
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Latimeria chalumnae
Xenopus tropicalis_tafdb
Xenopus tropicalis taf4
Mus musculus_Taf4b

Mus musculus_Tafda 550
Homo sapiens TAF4b

Homo sapiens_TAF4
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

. . . . . . . . . .
990 995 1000 1005 1010 1015 1020 1025 1030 1035



Supplemental Fig. S24



Supplemental Fig. S25



TAF5 NTD2, mafftlinsi (conservation > 70%: yellow - partial; red - complete) - page 1

Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Naegleria gruberi
Naegleria gruberi
Naegleria gruberi
Naegleria gruberi
Naegleria gruberi
Blastocystis hominis
Blastocystis hominis
Bigelowiella natans
Oxytricha trifallax
Oxytricha trifallax
Arabidopsis thaliana
Klebsormidium flaccidum
Klebsormidium flaccidum
Micromonas species
Cyanophora paradoxa
Porphyridium purpureum
Acanthamoebe castellanii
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis
Drosophila melanogaster
Drosophila melanogaster
Drosophila melanogaster
Drosophila melanogaster
Caenorhabditis elegans
Caenorhabditis elegans
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
Danio rerio

Danio rerio

Xenopus tropicalis
Xenopus tropicalis

Mus musculus_Taf51

Mus musculus_Taf5

Homo sapiens_TAF5

Homo sapiens_TAF5L
Fonticula alba
Fonticula alba
Spizellomyces punctatus
Spizellomyces punctatus
Allomyces macrogynus
Allomyces macrogynus
Coemansia reversa
Coemansia reversa

Mucor circinelloides
Mucor circinelloides
Mucor circinelloides
Mucor circinelloides
Mortierella elongata
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Kluyveromyces lactis
Kluyveromyces lactis
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Schizosaccharomyces pombe
Ustilago maydis
consensus>70

e e = N e

PR RRPRPRRRRRERRRRRRRR R RRRRRRRRRRRRRRRRRRRRRERRRRRRRR R R R

PRR e

Supplemental Fig

..................... IKNQNMNNIPNEIPKYYSDLKMW.VN.SLS..N....ISKPE.VFSLL.Y
............. AL.......REMIKNEDVSKLPEQYDAVKNW.II.TSFPPE. .LYKIL.Y
............................................. MN B 5000 oo o N@ITE SN
.................... SLRLFDSSRTPHKIDYAYNYFTQNIVL.NSP..P. -YKQLL.F
......................... ISSPEPKRIMEALEIFLQK.VA.ECS..A. -.LNQFI.F
......................... NPSPNALTESKKYKKLLDF.VN.....VH. .LOQLL.V
M 6 6 6 0 0 KN. .LRSVL.Y
ING o oo o Soocooccococcoooooo 5

........................ LSEAPSGKGFLQAYQSLTDW.

..................... IPSNS.....VDLITCFIGLHHY.

i o 6 6 6000000000000 00000000005 000000000000 00000
....................... NTSGVDSSEILCREFERLWNF S B .CYTAE.LFDFF.S
A it e it e e it e e e e et et e e e e et e e e hRo 00000 E. .YCRPDRLEKLL.Y
.......... IINPF.........RREESSPSHYVEAYRKLQAW.IE.TSI..D. .IYRYE.MQKIL.W
FNGDSPDHYTESFKLLKKY.IE.QSL..D. o @QYIKIEID 6 Ih@) 6 6 6 o o o
........................ Q8L oD, .QYKED.LQ.....[S
......... KLIRSF.........SQQEDDPTRYREGYSKLRSW.AY.NSL..D. .LYKHE.LLRVM.Y
......... NHVYLY.........VKGENSPSRYGESYSKLQAW.VH.DSL..D. .LYKNE.LSRIL.Y
.......................................... NVKII.EEL......IRLRHE.LATLLGY
.......... HILYY.........NEEDADPNSLVQGYRLLRDW.VN.HSL. . ..MYKPE.LMRIL.W
.......... QILSF.........NNMDNDPARYQQSYGEVREW.IH.QSL.. .IYKGE.LLAIL.Y
.............. QR.....SANAAAELDPQVIEHAYFVLQKW.VD.SSL. . .LYKGE.LHSVL.Y
..................... EAKQALEHDYEQKMDHLAMLNEC.LA.SQP. . .ATYPE.LQRVL.F
.......... LISSF.........GTIDRSPERYDEAYIALRDW.IY.ASL.. .RYKFE.LMGVL.Y
........... IQLY........PAAETTTPQKYFEMYDQLVRW.AH.QSL. . .LYKSE.LKIVL.Y
.................... ILSLSVNHLDSSTFDEQFGNLKSF.IL.DVN.. .AYRSE.LAKLL.F
........ SSVLSAY..........NSEADPTRYEDYYTSLQAF.VE.KSL. . .LYKPE.LAMIL.Y
............ AKF........IDDDSFDAQHYEQAYKELRTF.VE.DSL. . .IYKHE.LSMVL.Y
.......... TESNV.........QVITNNQHTVDQQFGRFSQF.VE.AQA. . ..PLRLE.MKRFY.G
...................... LVIKEDSVFADYEFAVKKLIKL.IQ.STP.. .HYKYE.IYILL.Y

................. .ESEGDLARYCEYYSSLSSF.
ML 5 o o o MKCVCo o 000000000000 0000 FARYCEYYSSLSSF.
......... SVLSAY ESEGDLARYCEYYSSLSSF.
.................... SFTFSSCDPDPTLYEDQYSGLKVL.
.................. ANVVSAAPCQADPQQYENQYSRLRSF.
........ SVVLSAY..........SQOGDPSLYKVYYSDLKKF.
.................... AVSSVPCSPDAHQYEVQFARLRNEF .
........ SAVLSAY..........TQOGDPALYEEYYSGLKRF.
................... NAVSAAPCQAEPQQYEVQFGRLRSF.
........ SAVLSAY..........NOOGDPTMYEEYYSGLKHF.
........ SAVLSAY..........NOQOGDPTMYEEYYSGLKHF.
................... NIVSAAPCQAEPQQYEVQFGRLRNFEF.
...................... YDPQEAMNDRLHLDAYNHLRQW.
olXoocooooo00000000000000000080000000 0 NRNCTECLRW.CT...... DNR.SSLEKI.QSTLE.F
........... ILFY........NEAEASNPNAYERGYSRLRKW.VD.DSI..D....KYKVE.LRGIL.F
..................... ARFSADNFSAAAYDSSYSKLRRW.IE.ESL..D. .VFKTE.LKDIL.F
..................... ARYSADNFSAAAYDSSYSKLRRW.IE.ESL..D....VFKTE.LKDIL.F
................................................ DRICSS....AYLKD.KKHIL.Y
........... ILFY........NEAEQGNPDAYRQSYRELRRW.ID.SSL..D. .AYKHE.LYAAS .Y
........................... GGDLDAPFLEYRSLREW.IH.NAL..D....LYKND.LSALL.Y
BEPEILL s 6 s cc 00000000 LKLKSFSFRTYRSAMPQQIKDIKQF.LEIARR.KDAQSARIKKN.ADSVK.F
WEICRIGIHIL 5 6 6 c cco0000000060000000 STQQPQQIKDIKQF.LEIARR.KDAQSARIKKN.ADSVK.F
.......... H.EQS........DQASGGDPDVYDISYKSLREW.IE.NSL..D....WYKPE.LRSVL.F
........... QPTH........DKNEMGDPDAYDQAYSSLRRW.IE.NSL..D. .LYKPE.LMSVL.F
........................................... WSLNGEKL.RG. «......FRSNF.N
.................... SSGRLEGLNAPENYIRAYSMLKNW.VD.SSL..E. IYKPE.LSYIM.Y
.................... GQLIKPQQVTPLHYFRAYSMLKNW.ID.SSL..E....LYKPE.LSRII.Y

.................. DGRPAQRNEENGPRKYLKAFILLRDW. 8
.................. SVEEKLKSIEETPDAYTHTYTILRDW.VD.SSL. .
..................... EQQDWHIGASETYVQVYILLRDW.ID.GTL. .
.................... AAATQALLLDPTDRARGFAMLKSW.CH.GSL. .

. 526

RFFYNSIV
AFFFHSII
PIFFVEEYL
PLFINLAQ
PLFIHFAS
PlVFCTSVM
PILFCQLVI
. .IVQHL
PLWVTNFE

PVEFVHCYL

PNGIFI. .
TALEKSIL
FIIYKQEYL
PLLVHVFL

PVFIHCYM
PIFVHCFL
PTHAAYVL
PMFVYCHL
PIFAHCFL
PMLVHCFL
.[FHAHCYF
PVEVHLYL
PLFVHCYL
PMFAVCYL
PLFIHMYL
PILVQIYF
PMLCHFYL
PLLVLTYL

MFT....
VEIHMYL
VEIHMYL
MFVHLHL
LFLYLHL
LFEVHMYL
LEVYLHL
LEVHMYL
LEVYLHL
LFEVHMYL
LEVHMYL
LEVYLHL
LEVYLYT
IRLQEYT
IFVHAYL
LFEHCYL
LFEHSYL
VYKQQYL
IFVHSYL
SFVHTFL
VRCSRYL
VRCSRYL
IFVHSYL
LFLHSYL
AHIHDSN
IFIYLFL
IFIYVFL

gy g o fo o g g g g o Q3 o e

ECECESEC T L S

VEVYSYI
IFVHSYL
IFVHSYL
LFVHSFL




TAF5 NTD2, mafftlinsi (conservation > 70%: yellow - partial; red - complete) - page 2

Trichomonas vaginalis 49 ..VMMLS.QTKR........ SILlcooocoocoooo IKSFINDYSTDFVKD...... FAEEISSLT.......... KLV

Trichomonas vaginalis 53 o o LMSHR c EVIDKo c 000000 QV. ... VITKFMNRNTGDHHRY...... EIDO) 5 o SIKILIEKK 6 6 0 0000 o AVA

Trichomonas vaginalis 17 ..LL.KK.QQTK........ IN. e cKHLEND . & ot ot et e e e e e e e e e e e e e e e e e e e e e e e e e e e
Trichomonas vaginalis 51 6 0 QLIFILS c QDYQ 6 0 0 0 00 a o AP. .. LDFIEKYRYEQPPO. ... .. CORKIOBILIN . cccoocooococoonooo
Trichomonas vaginalis 45 . .SLIIR.GYEF........ YF. . .SNFINSYKTNLTHY...... ONIZILILEON ¢ 6 o 6 0000006 a LIENP. .
Trichomonas vaginalis 43 . .ALKEK.GNVD........ EL. . . NAFVEDFKDQIPNS...... ROPAVNRFLKD. . ... ¢ oo
Trichomonas vaginalis 25 ..YFRRY.EETD ....KEFVEKYLSTIPQE...... YLQEVTQFVEN. ... ...
Trichomonas vaginalis 12 ..DFFQQ.PKSS........8A. .. cuuueueueno. TLLRQFQVKKAAM...... HQRALESLK. . .ttt v i et e oo oo
Trichomonas vaginalis 45 B 0 G V0 1 N QVIDPEL
Naegleria gruberi 1 ....GSQFGVKG N.FQKEVFEHFLEYKKGI...... ANNDLKKLN.......... KVCTSRV
Naegleria gruberi 9 RNPNIIKFS.......... SLVKCQE
Naegleria gruberi 46 ..ELVSK.NHSE RKFLNKYKTQHSHF...... EYDDILTIE® o ¢ c 0 0 000 0 a SLQTPEI
Naegleria gruberi 42 ...LREH.DVDNEHMESMVHVA HNIFNALTGLTFED. ... .. NEKEFRHFR.......... Soo0oc00o0
Naegleria gruberi 8  L....... NSNN s NLNEIEKFT.......... PHMERQT
Blastocystis hominis 47 ...YLAK.DRRE .. YRLFKKFQSLFYLP...... HEGRYYEIV.......... NLLSSDK
Blastocystis hominis 25 ..EFISR.NENQ . .LHFLFKYIKPLESVCE..SLHAGEFKELC.......... YLLSLKS
Bigelowiella natans 51 ..DMVQK.NFIH . .QKLMEANIRVFKKK...... HVQEITKLQ. « o v v v v v QISSQAD
Oxytricha trifallax I  ocoooo SN.NFID c oI’ 6 0000000000000060000C000C0000C000CC00000O0GCEGDO D0
Oxytricha trifallax 2  ocoooo SN.NFID .RDFFNEEKFMFIAT...... ERENLNILE.......... QVDSIAK
Arabidopsis thaliana 52 . .DLVGK.GHTQ RAFFNSFRKDHEMV...... HLRDLQKLE.......... GVLSPSH
Klebsormidium flaccidum 52 . .QLVAK.GYPT........ EAREFFQAFKVETREFFQAFKADHQSA. ... .. HGRDLQKLE.......... GVSNPQH
Klebsormidium flaccidum 30 00 o IKWIPA G 6 o000 oMW oooocooo0o00o0o0 RKFLEDVSDKMTSL...... ADKELQQLK.......... ALKR..A
Micromonas species 51 oo cDIBEE 6 6 6 000 oW RAooooooocoooo REFHRRFGPDHLLL...... HEEDVRALA.......... GLATPAH
Cyanophora paradoxa 51 5 50 ....HDFLAKCREEHEHG...... HGIELHALQ. ... ... ... AVNDRQH
Porphyridium purpureum 5il oo o ©0000000000 KTFLERAGAELKMSGTLNASNLDELLHLA.......... GVASIQH
Acanthamoebe castellanii 48 .LTRAFRENVIEAHKDT...... REVEVHTLY....... ®oocoocooo
Acanthamoebe castellanii 51 o o o 50000000000 MGFLQKHLVEHEDL...... UL IDIBLORILO) o 6 6 6 660000 AVTSKQQ
Capsaspora owczarzaki 51 ....KKFFGIHRGLFEA....... QAFHMARLE. ......... MLSTPQQ
Nematostella vectensis 50 ....QONFFSKYSGDLALE...... HKEDIQHLQ. ... .¢..... AITDSER
Nematostella vectensis 52 ....Q0SFFNKFRQSQEDY...... HEEDIKKLS.......... AMTRREH
Drosophila melanogaster 50 . ....KEFIEKYKCDLDGY...... YIEGLENLL.......... LLSKPEE
Drosophila melanogaster 51 oo cIRIBIPIR 6 6 ccco00c@Pcoocooooooo W/ 10 10 LRI AL W AIPY 6 6 6 s 000000 0000000000000000600060600
Drosophila melanogaster 48 .. .DKIQ........KA........... RMLLVRFQDHLDDS...... YISRIIKLR.......... EISKPAE
Drosophila melanogaster 2 5 0 0 GDTBILo o 6 cocoooo0o0000 0 DYFMRLVQTLS.......... GYTRLEA
Caenorhabditis elegans 6 ....NSYLRQFSNDF......... EKNFMQLLR. ... ...... TSYGTKR
Caenorhabditis elegans 45 5 «....RIFFNRFKIFIPEC...... FSEFVYQLS.....000.. LIEDAMT
Branchiostoma floridae 12 ©00000000000000000000A300000GD0OO RUKIDINILSINITS 5 6 6 6 6 0 0 0 0 a EVSQSEE
Eeenenlegeenes ElemEileE 000 5 650000000000000000000000000000000000000000GCO00O0O0O000GCO0O000O0OCGCOO0D0A00000030006060GCOO0D0
Branchiostoma floridae 48 . .OKFFNRFSVEQEDW...... HQEDLRTLSTGLVNVTSTCTLKTREQ
Branchiostoma floridae 51 . .QKFFNRFSVEQEDW. ... .. HQEDLRTLS.......... TVKTREQ
Branchiostoma floridae 50 .EAFFTRHHGNFLVD...NMEWYELIEELA.......... GVMCKQD
Danio rerio 52 DSFYSRFHSLFQQD....PEQKAIVDLLR.......... GALTLQD
Danio rerio 52 KAFFDKFSGDQECY...... WIEDIDILRWYILC 5 ¢ o 6 6000 0 o GLTKKEH
Xenopus tropicalis 50 ..DSFYSRFHGMFMQH....PGQRDIVEQLQ.......... TTMTMQD
Xenopus tropicalis 52 . . KSFFEKFHGDQECY. ... .. YEDDLRILA.......... SLSKKGH
Mus musculus_Taf51 51 .. ESFYSRFHGMFLQN....ASQKDVIEQLQ.......... TTQTIQD
Mus musculus_Taf5 52 . . KSFFEKFHGDQECY. ... .. YQ@IDBILRYIES 6 6 6 6 0 0 0 0 6 o SLTKKEH
Homo sapiens_TAF5 52 . . KSFFEKFHGDQECY. ... .. YOIDDILRYIES 6 6 0 0 0 0 0 0 0 a SLTKKEH
Homo sapiens_TAF5L 51 ..ESFYSRFHGMFLQN....ASQKDVIEQLQ. ... ... ... TTQTIQD
Fonticula alba 48 . e OQFLONFESVDFEFARP . & v v v ittt e e e e e e e e e e P.o.o.o.oooo..
Fonticula alba A e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e TSVP.. ... DL.....
Spizellomyces punctatus 37 IKYSRKYLTAWHVT...... HMKEIQQAM. ......... ALLAFSP
Spizellomyces punctatus 51 KHFMELFRVDHSEL. ... .. HGQDIARLS.......... AILEPQH
Allomyces macrogynus 49 .RQFFDSYKSDHVAF...... ESNBILEOLD 6 ¢ 6 0 0 0 0 0 0 a MIHFPTQ
Allomyces macrogynus 49 RQFFDSYKSDHVAF...... HSNDLHQLD.......... MIHFPTQ
Coemansia reversa 26 FSMLNKYIKPLESQQS....FQGEFRDLC.......... YLLTTKS
Coemansia reversa 51 . . AEFMELYSGDHTEH...... HGQDIGVLK.......... TLTTKAH
Mucor circinelloides 43 o ....VDFFQEYKDDHIEN...... ESKDLDOLE 6 0 6 0 0 0 00 0 a QIKAASD
Mucor circinelloides 63 oo o 50 0000000000000000000000000GGOOOEDJ DO WIKLR 6 6 0 c cooooooo0oc0000o0
Mucor circinelloides 54 oo o ©00000000000000000000C00000C00GO0O0COG TIRILIR 6 6 0 0 000 000000000000
Mucor circinelloides 51 ....KEEMDTYRRDHVEL... ... BT I2DILNTILIT 5 ¢ 6 6 0 000 0 o TVTEVQH
Mortierella elongata 51 0 5 ....SKFMASYKSDHLEM...... HSQODIARLS.......... IITDAQH
Mortierella elongata 25 oo o o c o DSKKL 5 6 ccooocooooo000o0 IGHAGPVEGAS . . . . ¢ oo v e eerooens
Saccharomyces cerevisiae 50 .. .RRFFDRFSPDFKDF...... HGSEINRLF.......... SVNSIDH
Kluyveromyces lactis 50 RRFFDKYSVDYKAL. ... .. HGSEINRLF.......... SVNSVDH
Kluyveromyces lactis 1 HKDIEEYTVQF......... EKDFLRLLR. ......... LMHGEKK
Kluyveromyces lactis 13 o ....SEILSIFEEKVEEY...... YSDELNAMN.......... SASPDGS
Kluyveromyces lactis 8 PHDLRKR ....TRFVQKLTPITDSCHA....SMEELAKLC.......... ERVLPQH
Neurospora crassa 52 ..ELVST. 5 ....KHYLATLRPHFDAV...... HREALDLFT.......... TVTLPQH
Schizosaccharomyces pombe 52 ..NLLSQ. . ....KQFYELFKDDHTDL...... HDFDVKNLK.......... SLSLPSH
Schizosaccharomyces pombe 49 . .DLLQK. . ....IYFFESFRIEHEVL...... HGYDIRALA. ... ... ... QLKIASD
Ustilago maydis 50 ..DLVLM. o ....SALYTAHAPSFFPT...... HTALLSQIR.......... SLALPSH
consensus>70 e 1. e




TAF5 NTD2, mafftlinsi (conservation > 70%: yellow - partial; red - complete) - page 3

Trichomonas vaginalis 87 oco0ococococoo NTKSTA..... VN..... YRKFNVLMTKQSLLILI. .. LLLFLLNQYVNVK.TI
Trichomonas vaginalis U ocooooooo NNACPK..... LA. . .DNGFSLKITKTSENTLT. - .. TFLGIIQDRLHVTYI
Trichomonas vaginalis 55 KGPKLTETE . KL & it i e e e e e e e oo e e e e e e e e oeaeeeenes
Trichomonas vaginalis 86  ........ NRRIPK . & i ittt it e e e e e e e e e e e e e e e eeeee e BV e e
Trichomonas vaginalis L= 32 RAFKL P S . it i it e e e e e e e e ettt e e e e e e et et e
Trichomonas vaginalis 79 L. EKVFTH.NACLFS.....TOQNMNIEVTYEEAELIK. oo . .DLRRQITSHVELI.P
Trichomonas vaginalis 61 ... ..... EEFYER.YASIFN.....MQHFILYCDEKTANVLV.DFIN..... EQ...YNS...QLRALLTDSITIR.I
Trichomonas vaginalis 3 ..NYNISVDQAETAAEKLK.

Trichomonas vaginalis 3 20
Naegleria gruberi 44 ....LTOQLKRDSRH NSEKYQIELTTNSKPKVVHSFIL

Naegleria gruberi 25 ....IEN.YQVVPN . .HHNETVIIYSVSVKNLI.QFLR.. ... EA...MNQ...TGL...... EQIQ.TI
Naegleria gruberi 87 ....VNQ.NEFSKR.....LL..... SHKFIIRLSEASFHLLM.KFLQ..... DS...SEL...RLLSILNRFVNFK.T
Naegleria gruberi 84 ....MKEWNSICKS..... FGF..YNLENYQLQHGDSTIDLMT.AYVN..... EKDG.DH........... ASTNVTNP
Naegleria gruberi 31 «-.-LEN.GEIIYN..... QKQFGVDMCIYTREQFL.NQLK. .. .. KH...QFS...ELLGLFLERSDED. .
Blastocystis hominis 87 oco0ocoococoo RSGDRQ..... «e...YMOKLITMHKMTYIVLH.SFLN..... DY 1PCE 6 6 0 0 0 o TILDIENKFIRYD.I
Blastocystis hominis 70 ....VRS.SPYFEHW. . 5000000000060 C0000000000000000000 X810 0000000000000000000CG 00
Bigelowiella natans 92 ....LKT.NSMAKY..... oo .EKKTKVTMSQFSHQLLF.SFLE..... QS...SFM...LLLRLLNEHVQIS.A
OFAeEalEys EEdEedlles: 0000 5 5500000000000 00000C00000000000C0000000000000C00000000000C0000000000C000000O0GGOD0
Oxytricha trifallax 50 ....LA..NAEVQN..... .....NNKFMVKMSVYASQLLM.HFVK..... LN...QFI...LIMHILNQNITFOQ..
Arabidopsis thaliana 93 ....LEE.MEFARS..... .....KSKVNIKFCQYSYELLL.QYLH..... ST...VST...LMLGIINEHINFQ.V
Klebsormidium flaccidum 104 ....LLD.NDLAKS..... «.....ENKFSVKLCQYSCELLI.SFLH..... DS...EMM...LMLSLVNEHLNLE.V
Klebsormidium flaccidum 69 ....EEG.EAALSM........... ADIFRYYMEQO c 6 c cocoocoocoooooocoo Bl o o o RE 6 cocooocoooooooco0o00o0o0
Micromonas species 92 ....AES.DATARK..... DNRIPISCCQYTFDLLV.KYLH..... HA...NQM...ALLAILNAHISVT.V
Cyanophora paradoxa 91 ....LEE.NEIAYN..... .. TEKASVRMCQYSYNLLL. ..LIVSILNQHVDIR. .
Porphyridium purpureum 98 ... . MEE.NEVSSR..... .. KERYEIYLTPFAFELLI. .. ILLRILNQRCRVK.F
Acanthamoebe castellanii B8 ococoococooc BYAWE125E 6 0 6 00 00000000006000000C000000000030C000D0OO 50000000 0CC000000G000OO0O
Acanthamoebe castellanii 92 ... IEE.NQVAQK..... . . KFKSPVRMCRYSANLLV. .. LLLGLANQYLDIK.V
Capsaspora owczarzaki 91 ....VLD.SEVGTL..... . .RNKYTMRLSAYSFDLLI. ..LLIGLINHYINIS.V
Nematostella vectensis 91 ....LKS.SDIAAN..... . .RSKYVLRLSSKVFTYFM. .. LLLOQLLSRNFSIE.TI
Nematostella vectensis 93 ....MGN.NDFIAT..... . .SNKFVIRMSRDTYQILK. o .. TLLSIIQQHLHFD.V
Drosophila melanogaster 91 ....LLE.NDLVVA..... . .QDKFVIRMSRDSHSLFK.RHIQ..... DR...RQE...VVADIVSKYLHFD.T
Drosophila melanogaster 76 ... DM Y D i i it e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
Drosophila melanogaster 89 5000 WEN KARKLL 6 6 0 o LEKVKIEMSEGAFRQLL.LCTEEWTRGQQ

Drosophila melanogaster 31 ....AES.DDTVAH..... .....SSKYELHTTAVVVNRIC.AYLQ

Caenorhabditis elegans 40 ....VRA.NEVYNA..... .....KDKGHVHMNSTVWHSLT .GFVQYL. .

Caenorhabditis elegans 85 ....LRA.NEHVHI..... ....ENKFLVRLSRPTLKHLE.SIQT

Branchiostoma floridae 34 .FLTLSG.QELLDL..... ....DKKLQVSGEENIVDAVI.RWLD. ...

Branchiostoma floridae 7 6000000000000 0000GO0OOD 00 oNEEWoo0oo000000 G oIR¥E 6 6 000000000000 000000000000060060GD
Branchiostoma floridae 99 ....MEV.NDLMDT..... ....SSKFVLRMSRDSYQSLR.RYLK..... ON...EHR...ELLSILQDHLFID.V
Branchiostoma floridae 92 ....MEV.NDLMDT..... ....SSKFVLRMSRDSYQSLR.RYLK..... QN...EHR...ELLSILQDHLFID.V
Branchiostoma floridae 94 o 00 o LIPS IKRIKWVIKA G o 6 6 o ....ETKYAISLSDKAFQYLL.RYLQ..... SD...DNL...ILLRLEFNTYLHVN.V
Danio rerio 95 6 oo o WVIW NPKILCA 6 ¢ 0 o DHKYVVYLTDQAYSYLL.RYLQ..... SE...DNS...AICWVLTAHLQVE.V
Danio rerio 93 ....MKG.NEALLD..... TSRFVLRISRDSYQLLK.RHLQ.. ... ER...QNN...QIWNIIQEHLYID.I
Xenopus tropicalis 93 ....IHS.NCKLRA..... ....DNKYVVCLQEDSYHYLL.RFLQ..... SD...NNT...ALCKALALHIQLD.V
Xenopus tropicalis 93 «...MMG.NETILD..... «....TSKFVLRISRDSYQLLK.RHLQ. .. .. ER...QNN...QIWSIVQEHLYID.I
Mus musculus_Taf51 94 0000l o NIPOLRAG 6 6 0 o .....DNKYVVRLQEDSYNYLI.RYLQ..... SD...NNT...ALCKVLAVHIHLD.V
Mus musculus_Taf5 93 ....MKG.NETMLD..... ....TSKFVLRISRDSYQLLK.RHLQ.. ... EK...QNN...QIWNIVQEHLYID.I
Homo sapiens_TAF5 93 ....MKG.NETMLD..... «....TSKFVLRISRDSYQLLK.RHLQ..... EK...QNN...QIWNIVQEHLYID.I
Homo sapiens_TAF5L 94 ... ILS.NFKLRA..... «....DNKYVVRLQEDSYNYLI.RYLQ..... SD...NNT...ALCKVLTLHIHLD.V
Fonticula alba U S = N
Fonticula alba 10 oo AA.. ... PRRFTVQLSSLTQNLIL.SFME..... DN. ...LLIRMVNNYLDLK.A
Spizellomyces punctatus 78 L. DTSCDA.....YRDLFD.......... ESRWDALIEQFHA..... Do oco0o00c0c0006000000000006G6GO
Spizellomyces punctatus 92 ....VSE.NDLAQN..... SNRYGLRMSRYSFELLL. .. LLLRIVNEHISIL.V
Allomyces macrogynus 90 ....IQE.NEYARM..... ....TNRFTVPMTSTTFQLLI. . .ALLRILNTYVNID.V
Allomyces macrogynus 90 ....IQE.NEYARM..... SNRFTVSMTSTTFQLLTI. o o ..ALLRILNTHVKID.V
Coemansia reversa 69 .. ..IQOD.APAFRNW. .DGIA. . . .. ¢ttt vttt veeueeennneeeeeaaaSSRE. .. i,
Coemansia reversa 92 ....VEE.NELAKV..... ....ENKYGVRMTRVGLELLL . . .LLMRAVNQHLNIR.T
Mucor circinelloides 84 ....IQN.NTIAKL..... Yo o .NNKYSIRMPSIPFELFF. .NLIRIVNQYLNIH.I
Lineers ealEchlipallilele®® 20900 5650000000000 0G000000GC0000000000000000GCO0GCD0O600O00GC000GCO0GCO00O0O0GCO00000000000DO0OOGO0G0OODO
Mineer e@lreilmellede®® =000 6000000000000 000000000000000600000000000000600600GOO00OCOGO6OC0G000000006O06O00G6GCGC DO
Mucor circinelloides 92 ....IQE.NELAQM..... YR.....SNKYNLRMSGVPFELFL. ...LLLRIVNQYLNIQ.V
Mortierella elongata 92 ....IKE.NELAQM..... YK.....SNKYNLRMAPVSFELLI. 5 ... VLLRIVNQHVNIQ.V
Mortierella elongata 92 ococcocoocooocoboooo00o00o0 FS....PDNKYLITCSEDKSARLW..........ST........ STLTNIL 6 c s 0500000
Saccharomyces cerevisiae 90 ....IKE.NEVASA..... ....SHKYRITMSKTTLNLLL.YFLN..... EN...ESIGGSLIISVINQHLDPN.TI
Kluyveromyces lactis 90 ....IKE.NELAQG TNKYKITISRTTLNLLL.YFLN..... EN...ESVGGSLLISIINQNLDPN.TI
Kluyveromyces lactis 31 ....VEA.NKFYNE ODKDHVHMNATRFTSLT.RFIQHL..SQG...GKVR................ I
Kluyveromyces lactis 54 L

Kluyveromyces lactis 47 ....FHK.EEMVPV ... KFAVEINKRNFSTMD

Neurospora crassa 93 ....IRE.NQTIKL . .ENKYRIPLNQSLSGNLF.HFLE.. ... RE...ADAGGSTITFILQTFCQVD.V
Schizosaccharomyces pombe 93 ....VAE.DRTAQQ . .ONKYQLHFSRITFDLLL.HFLF..... EN...VSNGGSIIIKLINQHIDIH.TI
Schizosaccharomyces pombe 90 ....VEE.IEIAQL . .KNKYRINFTRSTFDLLV.QFLF..... EN...EVNGSGIIIRLLNQYIDIK.TI
Ustilago maydis 91 ....I0S.DPLAQR .SERYVVKMSSTVFSLLL.GWLT..... DEEEP 6 6 6 0000000000000000600
consensuUS>T0 e e e e e e e et e e e e e e e et e ettt et et
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Trichomonas vaginalis 135 ....ISQEA..
Trichomonas vaginalis LSO 125 o o MIHIK & o

Trichomonas vaginalis ... ......
Trichomonas vaginalis ... ......
Trichomonas vaginalis L.,
Trichomonas vaginalis 131 KYEV.......
Trichomonas vaginalis 113 KRDV.......
Trichomonas vaginalis ... ......
Trichomonas vaginalis ... ..
Naegleria gruberi L. .L.....

Naegleria gruberi 70 HDF........
Naegleria gruberi L3 o600 UKEQP ;
Naegleria gruberi L. .........
Naegleria gruberi 81 o 0¥l o 000000
Blastocystis hominis 135 ....VDTPI..
Blastocystis hominis ...,
Bigelowiella natans 143 ....TTRAPL.
Oxytricha trifallax ...,
Oxytricha trifallax 99 ....LSGEKNI
Arabidopsis thaliana 144 ....YSGQPT.
Klebsormidium flaccidum 155 ....VPGQPS.
Klebsormidium flaccidum ... ..
Micromonas species 143 ....VKGDPA.
Cyanophora paradoxa 141 ....YPGFPSA
Porphyridium purpureum 150 ....EVPRAP.
Acanthamoebe castellanii ... ...0.. ..
Acanthamoebe castellanii 143 ....FSGEPD.
Capsaspora owczarzaki 142 ....FFGSPL.
Nematostella vectensis 142 ....SNRK. ..
Nematostella vectensis 144 ....FEGRPR.
Drosophila melanogaster 142 ....YEGMAR.

Drosophila melanogaster ...,
Drosophila melanogaster ... ......

Drosophila melanogaster 83 BN ¢ cocoooo0o0
Caenorhabditis elegans L.l
Caenorhabditis elegans 122 ®oocooocooooo

Branchiostoma floridae ...,
Branchiostoma floridae ...,

Branchiostoma floridae 150 ....FDGVPR.
Branchiostoma floridae 143 ....FDGVPR.
Branchiostoma floridae 145 ....KPTQNG.
Danio rerio 146 ....TAAQRT.
Danio rerio 144 ....FDGMPR.
Xenopus tropicalis 144 ....QPVKRT.
Xenopus tropicalis 144 ....FDGMPR.
Mus musculus_Taf51 145 ....QPAKRT.
Mus musculus_Taf5 144 ....FDGMPR.
Homo sapiens_TAF5 144 ....FDGMPR.
Homo sapiens_TAF5L 145 ....QPAKRT.
Fonticula alba L. .0..
Fonticula alba 54 ....YPGRPL.
Spizellomyces punctatus ... .......
Spizellomyces punctatus 143 ....VSTEPE.
Allomyces macrogynus 141 ....TNSKA..
Allomyces macrogynus 141 ....TNSKAK.
Coemansia reversa L.
Coemansia reversa 143 ....VDGAVP.
Mucor circinelloides 135 ....VTGKLS.

Mucor circinelloides L L........ ..
Miueee ealeeslmellenledles 00 L coocao0so00

Mucor circinelloides 143 ....VHGKLL.
Mortierella elongata 143 ....GAAAAG.
Mortierella elongata ... .......
Saccharomyces cerevisiae 144 ....VESVTA.
Kluyveromyces lactis 144 ....VDVVKS.
Kluyveromyces lactis 73 HG.........

Kluyveromyces lactis ... ..0....
Kluyveromyces lactis ... .......

Neurospora crassa 147 o000 IRARER, o
Schizosaccharomyces pombe 147 ....VPGRPT.
Schizosaccharomyces pombe 144 ....TMPQVE.
Ustilago maydis 128 ....VSSASN.
consensus>70 L.l
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Supplemental Fig. S27
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Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
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Xenopus tropicalis_ taf6l
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Trichomonas vaginalis O S s o6 caco0o0a0oo TVISIPV[D LDLSEI.VNT.P .LRETP|TE . KFFSFHWLAVIRGRQ. .. ......
Trichomonas vaginalis 67 e e QEVYIPE|D IDLNTF.INK.P .LPPPTIPIIE.KFFSFHWQACLKGVQ|. . . ... ...
Trichomonas vaginalis ¥ cooccccoooccoo0000 DVLLSERE ..TSIDDI.LRS.N....SV|SVIPEE.ENFTFHWQL .IKGET|.........
Trichomonas vaginalis 94 e e LLVYD|D . .AQLEQY.ARR.E....LPAYPLA.THFDVVWIA.LNGIGl. ... .....
Trichomonas vaginalis 94  cococooocococoococo0o00o000 LLAYDD ..VQIDQY.GRR.E .LPAYPLA.TSYDIDWIA.LNGVG.........
Trichomonas vaginalis 99 cococooococcoocoooooo TTFYAYID ..VELSQI.CNE.T....TQTQNRP.REIKTSYKL.INGQIT........
Trichomonas vaginalis &8 ocococooocococoooooo SIIYFAED .. VPLONI.TQE...... VQKEPQRASHFKFQWKM . VNGRAKIF . .. .....
Naegleria gruberi 989  ocoocoocooco0000000000 LYFLE|D o0 6 o o o DILKDE o LRI o 12 .LPKIPIIG.PSIFTHWLA.IQGIIQ. .-+« . ...
Blastocystis hominis Bl ocooooocococococcooo0o0o SLMVLADKSNTSNIVSVNHI.IES.E .VPELIPLE. TSFKVNWFV.VEGNQ|. . . . .. ...
Blastocystis hominis B, cococooococcoooooooooao SFMLLSDKSNDSKIVSVNHI.IES.E .VPELPME . TSFKVNWEFV.VEGNQ. . . ... ...
Bigelowiella natans Y 5060000000000 0000 3 LEFIK|D VSFQSL.IEE.E . IPKCIPIPE. PTFSIHWLA.VEGQQ. « « « « « v« .
Oxytricha trifallax &4 coooococoooccoooo0o0o0 LWEF VK|S INLKELAIDH.K .L|.HTPLDSTTYKIYIQA.LDGNQ. .. ... ...
Arabidopsis thaliana 8 ocooco0o0co0o0o00c000000O0 LFEYTD|[D .. VDFKDV.IEA.P . LPKAPLD. TEIVCHWLA.IEGVRQ. . . ... ...
Arabidopsis thaliana TAF6b il 5 0cc00c0000000000 00 LYFFDD .. VELKNV.IEA.P . LP[NAPIPD.ASVFLHWLA.IDGIQ|. .+« ¢« ...
Klebsormidium flaccidum ©8 ocoocooocooococcocoooooo LFYLD|[D ..LDFSEI.IDA.P .LPPKPPPIID.TTVIAHWLA.VDGVRQ. . . ... ...
Micromonas species 9l  ocoocooococooocccoooooo LYIPEN ..LDLKDI.LAA.K....LPRPPIA.VNVVPHWLA.VEGVQ[. .. ......
Cyanophora paradoxa 9% ocoocooocococococcoooooo LFVIED ..LDLNDV.INA.P....LPVCPRE.MTLAAHWLA.VEGVQ[. .. ......
Porphyridium purpureum 49 e e e LEFYVR|D ..LLIADL.VQA.D .LPPLPNA.ATLSMHWLA.VEGTQ[. « « « « « ...
Porphyridium purpureum 989 ocoocooooocococcoooooao GLFIVK[E . .VHLAQV.LDE.P .LPITERWCIPSVRAEWLA.LEGSGl. . « « «« ...
Acanthamoebe castellanii 4B 0 o00000000000000000 LEFIDD .IDFTEI.IAS.P .LPEVIPRE.SSLSAHWLA.VEGVQ|. . . ... ...
Capsaspora owczarzaki B6 e e e e e e e e e e QFE|D VDLAAL.VAA.P .LPIKVAPP.VSYAAHWLA.IEGVLQ. .- .. ....
Nematostella vectensis @ S S8 8000 c0c0000a00 DVFFVDIE IGIRELALST.A .VP[TDPIGK.VSVRGKYEM.YFTVH|. ........
Nematostella vectensis 3 Gcoco0o0000000000000 EVFFYD|D IDLNDV.INT.Q....LPRIPVD.VSLKAHWLS.IEGLQ. .. .. ....
Drosophila melanogaster &7  ocococoooococoooooooo EAVTAEKKD. .ELLVSYPES.VQE.SVPEPVPETISLEPPPMHTGWLK.VEQ|VL|. . . ... ...
Drosophila melanogaster 96 e e e e e e e e e e e e e ELHFTEDKE .. ... IDLGEI.TST.N....SVKIPLD.LTLRSHWFV.VEGVQ[.........
Caenorhabditis elegans 70 ... ... MYWGRKLTKEHYTIDANS..KEMVSHERF.CDS....... e ofe]- - -IMIKDHWLV.VDGIIQ. « -+« .« ...
Caenorhabditis elegans ) o co0oocoocococcoon GIYSFLKS|S VDVDKE.DTE.T. .FIKIPRD.LRVIS[YPILV.NEGQIPVQSEYTVNV
Branchiostoma floridae 98 cococooooccocoocoooooo ELHFYEE ..VELGDI.INA.P. .LPRIPLD.VNLKAHWLA.IEGVQ.........
Branchiostoma floridae 8 ocococooocoocococooooooo ELHFYEE ..VELGDI.INA.P. .LPRIPLD.VNLKAHWLA.IEGVQ. . .-.......
Branchiostoma floridae S 5 50000000 C000000 ELYFYED .INLTEFAMET.TI. . LPRNIPIGE . TTVKAQW|LV.VEGRD|. . . . .. ...
Branchiostoma floridae Y 5000000000 C000000 ELYFYE|D INLTEFAMET.I. . LPRNPGE . TTVKGKGIFH . FK|[.|.|-]- « ¢ « «c v ..
Danio rerio tafé6 S5 toocoococcocococooo0oo ELHFYEE VDLSDI.INT.P. .LPRVIPILD.VSLKAHWLS .IDGVRQ|. . « .« .« ...
Danio rerio tafél 8 Gcooocoooooooco000D0O0 ELFYVE|D .. INLVELALAT.N. . IPKGCRE . TMVRVHV|SY . LDGKG|. « « « « v « . .
Xenopus tropicalis_tafé6l 98 cococooococcooooooooo DCHYTED, ..INLVELALAT.N. . IPKG[T|PE . TAVRVHVISY . LDIGKG|. = - « « « . . .
Xenopus tropicalis taf6 98 cococooocoococooooo0o0o0 ELHFYE[E ..VDLSDI.IST.P. .LPRV[PILD.VSIKAHWLS .IEGVQ. .. ... ...
Mus musculus_Taf6l 98 ocoocooocococococcooooo DLYFPE|D .. VSLVELALAT.N. . IPKGICAE. TAVRVHV|SY.LDGKG|. . . . . . ...
Mus musculus_Tafé6 ®3 ocooocoocoococooco0000o0 ELYFYEE ..VDLSDI.INT.P. . LPRVPLD.VCLKAHWLS .IEGCQ|. « « ¢« v ...
Homo sapiens TAF6 ®3 ocooocoooooo000000D0OG ELYFYE[E ..VDLSDI.INT.P. . LPRVPLD.VCLKAHWLS .IEGCQ|. « « ¢« v ...
Homo sapiens_ TAF6L 98 5 o0000000000000000 ELYFPE|D .. VNLVELALAT.N. . IPKGICAE . TAVRVHV|ISY.LDGKG|. . . « .« . ...
Fonticula alba 105 PGTSSTGGASAAPPGTYEVYSVED .VNLSEL.LSI.P. .LPPLIPIIE.ISYTAHWLA.VEGVQ. . . ... ...
Spizellomyces punctatus 2  ocoocooocooooccooooo QIYYVE|D LDLEDI.LNA.P. .LPPVIPLE . VTYTAHWLA.IDGVQ. . . « .« . ...
Allomyces macrogynus L SVFEYIE|D LDFDKV.LSA.P. .LPKLIPLD.VALSAHWLA.IDGVRQ. ...« ....
Coemansia reversa 92  ocoocooooocoooccoooo0o DVYYVD|D .IDLDKL.LDE.P. .LPP[SVIPILD.VVYTAHWLA.IEGVQ. . . ... ...
Mucor circinelloides 8 ocooooocooooocoooooao DIYFDDPD VDFDSV.LNK.P. .LPKIPPLD.VTFTAHWLA.IEGVQ. .. ... ...
Mortierella elongata 95 L. GMTELFFVE|D LDFETI.LSA.P. .LPPKV[PILD.VTYTAHWLA.IEGVQ. .. ... ...
Saccharomyces cerevisiae 100 ... QSVYYLD|E . .VDFDRL.INE.P. .LPIQVPRL.PTFTTHWLA.VEGVQ|. « « « « . ...
Kluyveromyces lactis 100 occcooocoococooooooo QTLYYLD|D .. IDFEKL.INT.P. .LPEVIPRL.PTFTAHWLA.VEGIQ. .. ... ...
Neurospora crassa 8 ocococooococoocoooooo QPLFYIE|D ..VDFEKV.INA.P. .LPKVPRD.MSFTAHWLA.IDGVQ. .- ......
Schizosaccharomyces pombe 8 506000000000 000 QNSLYYLDD| ..VDFEKI.INA.P. .LPPKVPRN.ISYSAHWLA.IEGVQ. .-+« ....
Ustilago maydis 110 e e e e VPLHYVE[D) .IDFDKI.LEAGP....R[IGIGRG.VGWGAHWLA.IEGVQ[. .. ......
consensus>70 e e e e e e ed. vd. ..o P..p.d...... hw .ieg.qg.. ...
166 165 176 175 186 19(‘) 195 206 205; 216 215 220 225.) 230 235;
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Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Naegleria gruberi
Blastocystis hominis
Blastocystis hominis
Bigelowiella natans
Oxytricha trifallax
Arabidopsis thaliana
Arabidopsis thaliana_TAF6b
Klebsormidium flaccidum
Micromonas species
Cyanophora paradoxa
Porphyridium purpureum
Porphyridium purpureum
Acanthamoebe castellanii
Capsaspora owczarzaki
Nematostella vectensis
Nematostella vectensis
Drosophila melanogaster
Drosophila melanogaster
Caenorhabditis elegans
Caenorhabditis elegans
Branchiostoma floridae
Branchiostoma floridae
Branchiostoma floridae
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Danio rerio tafé6
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Xenopus tropicalis taf6
Mus musculus_Taf6l
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Fonticula alba
Spizellomyces punctatus
Allomyces macrogynus
Coemansia reversa

Mucor circinelloides
Mortierella elongata
Saccharomyces cerevisiae
Kluyveromyces lactis
Neurospora crassa
Schizosaccharomyces pombe
Ustilago maydis
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Trichomonas
Trichomonas
Trichomonas
Trichomonas
Trichomonas
Trichomonas vaginalis
Trichomonas vaginalis
Naegleria gruberi
Blastocystis hominis
Blastocystis hominis
Bigelowiella natans
Oxytricha trifallax
Arabidopsis thaliana
Arabidopsis thaliana_TAF6b
Klebsormidium flaccidum
Micromonas species
Cyanophora paradoxa
Porphyridium purpureum
Porphyridium purpureum
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Drosophila melanogaster
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Spizellomyces punctatus
Allomyces macrogynus
Coemansia reversa
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Mortierella elongata
Saccharomyces cerevisiae
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Schizosaccharomyces pombe
Ustilago maydis
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Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis
Trichomonas vaginalis

Trichomonas vaginalis 199 EL
Trichomonas vaginalis 201 V.
Trichomonas vaginalis 203 EF

Naegleria gruberi 204 EL
Blastocystis hominis oo
Blastocystis hominis oo
Bigelowiella natans 186 HR
Oxytricha trifallax

Arabidopsis thaliana

Arabidopsis thaliana TAF6b -
Klebsormidium flaccidum 202 L.

Micromonas species 198 A.
Cyanophora paradoxa 221 LP
Porphyridium purpureum 180 DA
Porphyridium purpureum a0
Acanthamoebe castellanii 148 TA
Capsaspora owczarzaki 221 QA
Nematostella vectensis 172 RM
Nematostella vectensis 237 TE
Drosophila melanogaster 177 VL
Drosophila melanogaster 221 GE
Caenorhabditis elegans 186 QK
Caenorhabditis elegans 232 HE
Branchiostoma floridae 224 AE
Branchiostoma floridae 224 AV
Branchiostoma floridae 167 KT
Branchiostoma floridae 164 KT
Danio rerio tafé6 223 AE
Danio rerio tafé6l 172 KV
Xenopus tropicalis_tafé6l 172 KV
Xenopus tropicalis taf6 231 AE
Mus musculus_Taf6l 172 KV
Mus musculus_Taf6 233 AE
Homo sapiens TAF6 233 AE
Homo sapiens_ TAF6L 172 KV
Fonticula alba ..
Spizellomyces punctatus 205 SL
Allomyces macrogynus 204 ET
Coemansia reversa 196 ST
Mucor circinelloides 201 SQ
Mortierella elongata 236 AT
Saccharomyces cerevisiae 238 A.
Kluyveromyces lactis 237 SQ
Neurospora crassa 206 KT
Schizosaccharomyces pombe 216 RD
Ustilago maydis 233 ED

consensus>70
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