
TAF1 Bromodomains, mafftlinsi (conservation> 70%: yellow - partial ; red - complete) 
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MK DVDLIHRNSVKYNGA . . DSP .. FTCTAEEVVRSCKETL . 
RE SVELIFKNSATYNGA .. KHP . . LTVVAQAMLSLCVEK . 
RE VE LIVKNSILYNGP .. KHS . . . . .. . . . . .... . . . . 
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TAF1 TAND, mafftlinsi (conservation> 70%: yellow - partial; red - complete) 

Arabidopsis thaliana HAFl 
Klebsormidium flaccidum 
Drosophila melanogaster Tafl - PE 
Branchiostoma floridae 
Branchiostoma floridae 
Danio rerio tafl 
Xenopus trop1cal1s tafl 
Mus musculus Tafl 
Callithrix jacchus 
Papio Anubis 
Papio Anubis 
Hylobates leucogenys 
Homo sapiens TAFl 
Hylobates leucogenys 
Homo sapiens TAFlL 
Mucor circin€lloides 
consensus>70 

Arabidopsis thaliana HAFl 
Klebsormidium flaccidum 
Drosophila melanogaster Tafl - PE 
Branchiostoma floridae 
Branchiostoma floridae 
Dania rerio tafl 
Xenopus trop1cal1s tafl 
Mus musculus Tafl 
Callithrix jacchus 
Papio Anubis 
Papio Anubis 
Hylobates leucogenys 
Homo sapiens TAFl 
Hylobates leucogenys 
Homo sapiens TAFlL 
Mucor circin€lloides 
consensus>70 

1 HNETSSD DDDEYEDN .. SR GFN.L DAD ..... . .. . YL 
1 EGGYTDE E EEKKE EG .. GG GNALG E EN ..... . .. . YL 
1 ... MEME SDNSDDEGSIGNGLDLT LQDDDGEGRGGTGF 
1 . DLSLEM DSGDEDDR .. EP P LS LT EDD . . OI L 
1 .. MDSGDEDDR . . EP P LS LT E DD . .OI L 
1 . .. . . MS DSDSDEDQ . . DR P FH LT E DD . .SV L 
1 . .. . . M . . SDSES DE . . ER P FS LT E DD . . SV L 
1 SPSVVMS DTDSDEESAGGGPFSLT E GE . . SV L 
1 SPTAIMS DTDSDEDSAGGGPFSLA E GE . . SV L 
1 TAAAIMS DTDSDEDSAGGGPFSLA EGE . . SV L 
1 TAAAIMS DTDSEEDSAGGGPFSLA E GE . . SV L 
1 TAAAIMS DTDSDEDSTGGGPFSLA E GE . .SV L 
1 TAAAIMS DTDSDEDSAGGGPFSLA E GE . . SV L 
1 VTAAIMS DTDSEEDSAGGGPFSLA E GE . . SV L 
1 VTAAIMS DSDSEEDSSGGGPFTLA E GE . . SV L 
1 . . .. . .. . .... . MS LA YF VDEQ GR E SD . 

5
• . d. d. ded. . . · I.;' .. l. ~flFG~ ! n .. '?'qLe. ! . 

i 1 0 1 5 2 0 2 5 30 35 40 45 50 

65 A . . . . .. . ... . 

75 KEAEPPSDDEE . 
68 TDNNGDDEQDSQ 
63 TDNNGDDEQDSQ 
63 EEETAEQEQDQS 
61 VDEGAETEGV . . 
70 EELSGSDGALVN 
70 EELAGTDGALVN 
70 EELTGTDGALVN 
70 EELTGTAGAVVN 
70 EELTGTDGALVN 
70 EELTGTDGALVN 
70 EELTRTGGALVN 
70 EELTGTGGALVN 
70 

. e. 
85 90 

55 60 65 70 

N 
N 
N 
N 
N 

. i.e. t . . 
75 80 
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TAF1 ubiquitin, mafftlinsi (conservation> 70%: yellow - partial; red - complete) 

Aquilegia coerulea Goldsmith 
Aquilegia coerulea Goldsmith 
Amborella trichopoda 
Arabidopsis thaliana TAFl 
Arabidopsis thaliana-HAFl 
Oryza sativa japonica 
Physcomitrella patens subsp . patens 
Physcomitrella patens subsp . patens 
Selaginella moellendorffii 
Selaginella moellendorffii 
Klebsormidium flaccidum 
Aquilegia coerulea Goldsmith 
Arab1dops1s thaliana TAFl 
consensus>70 

ILKSMG GKGSKLHVDAEETISSVKAKASKKL . DFKPS EKVKIIYS KEL E DSKSL 
.. . .. . GKGSRLHVDAEETISSVKAKASKRL . EYKPS ENLKIIYS KEL E DSKSL 
ILKSMG GKGSKLHVDAAETVASVKGKASKKL . DFKSS EKVKVFYSGKELEDDKSL 
VVKSLG GKGSLLTVGREESVSSLKAKASRKL . DFKET EAVKMFYM KELEDEKSL 
IVKSLG GKGSKLHVGIEESVSSLRAKASRKL . DFKET EAVKMFYK KELDDEKSL 
M . . TLG GKGVKFLVNAEETPLSVKSKASKKL . EFKPS EKIKLFCSGKELQDDISL 
IVKTLG GKGSKLTVDASETLDVLKAKTAKKLGDLIPFEKMKVFYS KEL VDGYTF 
IVKTLG GKGSKLTVDASETLDVLKAKAAKKLGDLKPSEKTKIFYS KEL VDGYTF 
. LKTLG GKGSRLHIDASDTLETFKMKASKKFGDLKPSENTKLMYS RELESNKSF 
. LKTLG GKGSRLHIDASDTLETFKMKASKKFGDLKPSENTKLMYSGRELESNKSF EQR P PNS VL 
I . . GKSVTVRVKGSEALEAVRGKVMSKW . KDVKK ETLRFLHA KEITDGAPLTDQSLR DSIV LI 

. . . . . . . . ESVEQTKKTIIKQF . VSTPQ PDGKVILKEHIITDPKE ....... . .... .. .. . 

. . . . . . . TSKSP KDKQVKEI .. GTPI CQMKKILKEN V 
; . gkg; .. v ... e .... k.k .. kk .. d .... e .. k ... ;g.el;d ... ;a.q.';".pns; . hlv~. 

i 5 10 15 2 0 25 3 0 35 40 4 5 50 55 60 6 5 70 
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TAF1 Zf CCHC, mafftlinsi (conservation> 70%: yellow - partial; red - complete) 

Klebsormidium flaccidum 
Acanthamoebe castellanii 
Nematostella vectensis 
Drosophila melanogaster Tafl - PE 
Branchiostoma floridae -
Branchiostoma floridae 
Danio rerio tafl 
Xenopus tropicalis tafl 
Mus musculus Tafl 
Callithrix jacchus 
Pap io Anubis 
Pap io Anubis 
Hylobates leucogenys 
Hylobates leucogenys 
Homo sapiens TAFlL 
Homo sapiens-TAFl 
Coemansia reVersa 
Mucor circinelloides 
Mortierella elongata 
Saccharomyces ce r e v isiae 
Kluyveromyces lactis 
Schizosaccharomyces pombe 
consensus>70 

. TDRV L K QV MS RA MYNADGVEGPSR . 

. NQLV GA MV MR RN YYTEDQAAGAGA . 
TASIKLK GA QI MR KN LYQEANPGSLS .. 
KPDLKLK GA QV MR KA LYSGMQSSLSQS . NPSL . 

. Q 

QPPLKLK GA QI MR KE LYERSHAPPSHP . VAMTEEQEEEVER 
QPPLKLK GA QI MR KE LYERSHAPPSHP . VAMTEEQEEEVER 
RPDLKLK GA AI MR KF LYYQTNAPPSNPVAMTEEQEEELEK . 
RPDLKLK GA AI MR KF LYYQTNAPPSNPVAMTEEQEEELEK . 
RPDLKLK GA AI MR KF LYYQTNAPPSNP . VAMTEEQEEELEK 
RPDL KLK GA AI MR KF LYYQTNAPPSNPVAMTEEQEEELEK . 
RPDLKLK GA AI MR KF LYYQTNAPPSNP . VAMTEEQEEELEK 
RPDLKLK GA AI MR KF LYYQTNVPPSNP . VAMTEEQEEELEK 
RPDLKLK GA AI MR KF LYYQTNAPPSNP . VAMTEEQEEELE K 
RPHLKLK GA AI MR KF LYYQTNVPPSKP . VAMTEEQEEELEK 
RPDLKLK GA AI MR KF LYYQTNVPPSKPVAMTEEQEEELEK . 
RPDLKLK GA AI MR KF LYYQTNAPPSNPVAMTEEQEEELEK . 
.. EVIRR GN EL MK KK RYFEFNP ........ . 
. EGAMRR GN QL MK KN KF YLNN .. .. . .. .. . 
. . KVVRQ S N AL MK KK KYVDPSGALPNLGVT . 
. . NTTRR AT QI IR KS MYSSKDNPASPK . 
. . NTTRR AT AI IR KS MYNGGVAANAA .. 
. KPTTRK S N QV MK KI L FGRPE . 

5
• . Cg ; CG. i<:HmrT':'k. CP~ % . . . n. 

10 15 20 25 30 35 4 0 4 5 50 
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TAF3 PHO, mafftlinsi (conservation> 70%: yellow - partial; red - complete) 

Drosophila melanogaster 1 .VDAE GNR WICPACGKV SA IG G DA y WI ITFAPKDN.DD F RV VTK.KRIHGSEKK 
Branchiostoma floridae 1 . VGPE GET WICPACSRP SP VG N DD y WP ITEEPTE . . DK F PR SVQ . PKAQGKKKT 
Dania rerio taf3 1 . RDEW GNQ WICPGCNKA SP IG E DD y WP LLAAPPED . QS F IK AGK . KKDKKTKK . 
Xenopus tropical is taf3 1 . RDEW GNQ WICPGCNKA SP IG L DD y WP INAAPPED . EQ F TK ESK . KKDKKHKKR 
Mus musculus Taf3 1 .RDEW GNQ WICPGCNKP SP IG D DD y WP IMAAPPEE.MQ F PK ANKIKKDKKHKK . 
Homo sapiens_ TAF3 1 .RDEW GNQ WICPGCNKP SP IG D DD y WP IMTAPPEE.MQ F PK ANK . KKDKKHKKR 
Allomyces macrogynus 1 GGKRA DE RCMCDHARN GF VA A HV F GK VALGVLQDGDQ V PR TRA . GRGFK . 
Allomyces macrogynus 1 PVARG P DE RCMCDHARN GF VA A HV F GK VALGVLQDGDR V PR TRA . GRGFK .... 
Mortierella elongata 1 . VDDS GEV NCICSNPTL LF IA R EV F GR VREGDAV . . KT F QR TSS . GNAR ..... 
consensus>70 . ; g#. I ; . . DDG . . M! .CD.Cd.W %H. . CVGi . . .. . ed . .. WfC . . C . .. . 

i 5 1 0 15 20 25 30 35 4 0 4 5 50 55 60 65 70 
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TAF4 NHR1 , mafftlinsi (conservation> 70%: yellow - partial; red - complete) 

Latirneria chalumnae 
Gallus gallus 
Pelodiscus sinensis 
Xenopus tropicalis taf4 
Homo sapiens TAF4 
Mus musculus-Taf4a 
Dania rerio Iaf4 
Takifugu rubripes 
Latimeria chalumnae 
Homo sapiens TAF4b 
Mus musculus-Taf4b 
Gallus gallus 
Pelodiscus sinensis 
Xenopus tropicalis taf4b 
Dania rerio taf4b 
Takifugu rubripes 
Takifugu rubripes 
Latimeria chalumnae 
Dania rerio taf4 
Latimeria chalumnae 
Strongylocentrotus purpuratus 
Saccoglossus kowalevskii 
Ciona intestinalis 
Saccoglossus kowalevskii 
Drosophila melanogaster Taf4-PE 
Anopheles gambiae str . PEST 
Brugia malayi 
Caenorhabditis elegans 
Nematostella vectensis 
Schistosoma mansoni 
Saccoglossus kowalevskii 
Pelodiscus sinensis 
Takifugu rubripes 
consensus>70 

Latimeria chalumnae 
Gallus gallus 
Pelodiscus sinensis 
Xenopus tropicalis taf4 
Homo sapiens TAF4 
Mus musculus-Taf4a 
Dania rerio Iaf4 
Takifugu rubripes 
Latimeria chalumnae 
Homo sapiens TAF4b 
Mus musculus-Taf4b 
Gallus gallus 
Pelodiscus sinensis 
Xenopus trop1cal1s taf4b 
Dania rerio taf4b 
Takifugu rubripes 
Takifugu rubripes 
Latimeria chalumnae 
Dania rerio taf4 
Latimeria chalumnae 
Strongylocentrotus purpuratus 
Saccoglossus kowale vskii 
Ciona intestinalis 
Saccoglossus kowalevskii 
Drosophila melanogaster Taf4-PE 
Anopheles gambiae str . PEST 
Brugia malayi 
Caenorhabditis elegans 
Nematostella vectensis 
Schistosoma rnansoni 
Saccoglossus kowalevskii 
Pelodiscus sinensis 
Takifugu rubripes 
consensus>70 

69 
69 
69 
69 
69 
69 
69 
69 
69 
69 
69 
70 
69 
69 
69 
69 
68 
69 
69 
16 
69 
42 
69 
2 
66 
66 
70 
70 
66 
66 
24 
30 
65 

EIMEN VKKCKNFLSTLIKLAS . . SGKQSTETAAN KE LV QN LLDGKMEAEDFTSRLYRELNSS.PQPYLV. 
ETMEN VKKCKNFLSTLIKLAS .. SGKQSSETAAN KE LV QN LLDGKIEAEDFTSRLYRELNSS . PQPYLV . 
ETMEN VKKCKNFLSTLIKLAS .. SGKQSSETTAN KE LV QN LLDGKIEAEDFTSRLYRELNSS . PQPYLV . 
ETMEN VKKCKNFLSTLIKLAS .. SGKQSSETAAN KE LV HN LLDGKIEAEDFTSRLYRELNSS . PQPYLV . 
ETMEN VKKCKNFLSTLIKLAS . . SGKQSTETAAN KE LVQNLLDGKIEAEDFTSRLYRELNSS.PQPYLV. 
ETMEN VKKCKSFLSTLIKLAS . . SGKQSTETAAN KD LVQNLLDGKIEAEDFTSRLYRELNSS.PQPYLV. 
ETMEN VKKCRNFLSTLIKLAT . . SGKQSSETVAN KE LV KN LLEGKIEAEEFTSRLYKELNSS.PQPYLV. 
ETLEN VKKCRSFLSTLIKLTS .. NGKQSSETTAN KE LI KK LLEAKIEAEDFTSRLYRELSSS . PQPYLV . 
ETLEN VKKCKNFFATLIKLAS .. GGTQSPEMAKN TD LV KN LLDSKIEAEEFTNKLYTELKSS . PQPYLV . 
TMLEN VKKCKNFLA MLIKLAC .. SGSQSPEMGQN KK LVEQLLDAKIEAEEFTRKLYVELKSS . PQPHLV . 
TVLEN VKKCKNFLSMLIKLAC .. SGSQSPEMGQN KR LVEQLLDAEIEAEEFTRKLYIELKSA . PQPHLV . 
EMLEN VKKCKNFLATLIKLASG.SGPQATEMGQN KN LVQNLLEAKIEP E FTKKLYVELKSS.PQPYLV. 
ETLEN VKKCKNFLATLIKLAS . . SGPQAPEMGQN KN LV QH LLEAKIEPEEFTKKLYVELKSS . PQPYLV. 
EILDN VKKCKNFLATLIKLAS .. SGPQSPTMGQN KN LV KS LLDSDIEPEEFTAKLYKELKSS . PQPYLV . 
ETLEN VKKCKNFLVTLMKLAS .. SGTRSANMAQN RA LV KG LLDGKLEAEEFTEKLYMELKSS . PQPYLV . 
ETIEN VKKCKNFLSTLMKLAS .. TGKQSPETAAL RE LVKDLLDGKLEAEEFTGRLYKELNSS . PQPYLV . 
. TLES VKKCKNFLVTLIKLAS . . SDSQAASMASN RG LVRALLEGKIEAEQFTERLYQELKST . PQPCLV. 
EMQEN VKKCKNFLATLIKLAS .. HNPPSPETSRN KS LVQDLLDAKINP E FTCRLQTELKSS . PQPYLV . 
EMQEN VKKCKNFLATLIKLAS .. HNSPSPETSRN KA LV QD LLDAKIEPEEFTNRLQTELKSS . PQPYLI . 
. . ... . .. . . . . .... . . . .... . .. . .. . . .. . .... . . . .. . .. . . . . . .. . . LQTELKSS . PQPYLV . 
SAMDN VKKCRNFLTTLIKLAS .. NANQPPETVQN KM LV QN LIDAKIEPEEFTLKLQKELNSS . PQPYLV . 
SAMEN VKKCRNFLTTLIKLAS .. . . NQPAETIRN KD LVQSLIRS . . . . . . . .. . .. . . . . . . . . .. . . . . 
DDIVN VNKCRNFLTTLIKLAS . . TGGQLQETVRN KA LVQNLIDDKICPEDFTKRLQVELNSS.PQPYLV. 

. QGNT KEKCRKFLANLIELST . .. . REPKPVEKN RT LI QE LVNANVEPEEFCDRLERLLN S. PQPCLI. 

. LDNT KEKCSKFLTNLIELSK .. . . REPAKVEQN RT LI QE LVDANVDP E FCERLERLLN S . PQPCLI . 

. QASM VSKCARFFKTLIHLSQQPDQQQGQQTAVR TE LVKLVIYGSMPPEVFTSRLQEALRSQ . QPHLL . 
SDDKN VTKCVRFLKTLINLSNN . DDPEMPDKAAR KE LI RG VIYLETTAEEFTRNLQQVLKSQ . QPHLL . 
. IKEH AAKLKNFFNNLIRLAS . . EKSPEVGPA KD LIQKVMEGKLSEEDFAAKLLTTLNSG.PQPNLV. 

.LGS STKLVGFFNQLLELSK . .. . NVSVSTHSS AT LIQALVNGELDASSFSAQLRSNLKSANPGMDLA. 
. .. ..... . .. .. . SE SN . .. . I I SHATQER L KT LV EK LA . .. .. . ......... . ... . . ...... . 
... . . . . . . . .... . . . KSTVAQSVHAQQAVR KQ LV VQ Q . . .. . . . . . . . . . .. . . .. . . . PSGSIV . 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

. P 

... . .. . .... . VL NLRTPAPSTIAISTGGG RP LG QQ VAPRLAQ PQ TTT SVQNIQ P . PGMVLVRSESGQLL 

. e 5; V . k C .. fl . . l i . l . . . . e . . . V . . l V .. l . d . . . . e e ft . . l. . e 7 . s . . I;' qp . l ': . . . p 
i 1 0 1 5 20 2 5 30 3 5 40 4 5 50 55 60 6 5 70 75 

FLKRSLPALRQLTPDS.AAFIQQSQLQQPTTQA 
FLKRSLPALRQLTPDS . AAFIQQSQQQQPTTQA 
FLKRSLPALRQLTPDS . AAFIQQSQQQQPTTQA 
FLKRSLPALRQLTPDA.AAFIQQSQQQQPPTQA 
FLKRSLPALRQLTPDS.AAFIQQSQQQPPPPTS 
FLKRSLPALRQLTPDS.AAFIQQSQQQQPPASQ 
FLKRSLPALRQLTPDS.TAFIQQSQALHSPT .. 
FLKRSLPALRQMTPDS.EAFIQQSLLPQTNTPA 
FLKRSLPALRQLMPNA.QTFIQQCIQQQPRSQP 
FLKKSVVALRQLLPNS.QSFIQQCVQQTSSDMV 
FLKKSVVALRQLLPNS.QSFIENCVKEVSGDV . 
FLKKSMLALRQLMPNA.QSFIQQCMQQPAPTQE 
FLKKSMLALRQLMPNA.QSFIQQCVQQQAPIQA 
FLKKSLPALRQLMPNS.QEFIMQCGQQTPQPPA 
FLKRSLPAVRQLTPNS.QLFIQQCDHLKPS . . . 
FLMVSATALTPAQKNQ . ...... . .. . .. . . . . 
FLKKSLPAVRHLTVDP.HLFIQQASAFTPTT .. 
FLKKSLPALRQTLLNS.QSFMQVQQ . QGQNSQ . 
FLKKSLPALRLTLLNSQQSLTQLSQ . TSATA .. 
FLKKSLPALRQTLLNS.QSFMQGQQHQPQQPQQ 
FLKRSLPLLRQTLQRG.TSGSNI .. 
. . . . . LPLL ... . .. . . ...... . . 
FLKKSLPLLRLTMMQQ.NQGGAS . .. . .. . . . . 
SLIRSLPLLRQTLHKS . .. PIQGL .. . .. . . . . 
FLKKSLPLLRQALYTK.ELVIEGIKPPPQHVLG 
FLKAQIRPVAPTIVSQ . NSMVGQTQIRMLTSQS 
FLQKTLPALRAALQKG . EVIIEGIDATASQ . .. 
FLQNTLPALRNAVRNG.TASVEGVNPPPGYVFN 
FLKK LPMLRHQAQLQ.ALPQQQQPLQITTVGG 
FIKDNIDLLRRDLANG.VCRLPNIQPPPKD. 
LIA QH .. . .. .. . .. .. .. . .. .. . 
... . ............ . .. . . KQV . . . . A 
FH QTL AQ MKAQSQSQ.SAIT . .. . . .. P 
flk.sl .. lr. . . .. ;q . . . 

8 0 85 90 9 5 1 0 0 1 0 5 11 0 

Supplemental Fig. S24



TAF4 RST, mafftlinsi (conservation> 70%: yellow - partial; red - complete) 

Oryza sativa japonica 1 
Aquilegia coerulea Goldsmith 1 
Aquilegia coerulea Goldsmith 1 
Oryza sativa japonica 1 
Arabidopsis thaliana TAF4 1 
Amborella trichopoda- 1 
Physcomitrella patens ssp. patens 1 
Aquilegia coerulea Goldsmith 1 
Arabidopsis thaliana TAF4 1 
Oryza sativa japonica 1 

. AQDARKRGYQPSIPFNMLIPILQAH . LDRDKDMQLQTVWAKLRRNEVHKDDFLRVIRNIVGDQMLKQAAHKVFAQMQAQ 

. TPTGDSENRNKQVSFATLLPVIVPH . LDKDRAMQLQTLYSKLRKNEIHKDGFLRHLRSIVGDQMLRQAVHKIQMQGQAK 

. SPAADSENRNKQVSFATLLPVIVPH . LDKDRAMQLQTLYSKLRKNEIHKDGFLRHLRSIVGDQMLRQAVHKIQMQGQAK 
QTNSAPTVGKPPVVTFHMLIPILRRH . LDKDKDMQVQSIFTKLRKNEVSKEHFLKVVRTIVGDKLLKQAAAQYQAQAAHG 
. MNVNPINRNPKQVPFAALLPTLMNQ . LDKDRALQLRTLYARLKKNEIPKEGFTRHMKDIVGDQMLRMAVSKLQQVNYNQ 
.. ASMRQFKSPSSIPFGLLMPILCSQ . LDKDRAMQLMTAFNRLKKAEINKGDFMRLIKGIVGEQTLKQAAQQLQQKHTQA 
..... . . . .. . . . . .. . .... . . . . .. . EPDK ..... FVVVAFQQNEITREDFVRGARAIVGDQVLVQTIRQMHKQHPQG 
QHISTTEQFSSSAIRLSILLQTVIPH . LDKSQLRQLQLLVLKHQRREIHRDKFLMCFRLLVGRQFLFRQIQELQKQTQPS 
..... PVNHNLRLARVTDLLRTVVDH .. QPGKKTHCLNLHYKLKRKELTMEEFMRQLRDLVGDQIIRSVISQLPQLKPGN 
FAASHP . KGPQRTISMKDVICVLERE . PQMTKSRLIYRLYERLPGDSTRD .. 

Aquilegia coerulea Goldsmith 1 ... IMPHTKVVRTISVKDVLAVLERE . PQMSKSTLVYRLYV . MCADG . .... . . 
Aquilegia coerulea Goldsmith 1 ... VMPHTKVVRSISVKDVLAVLERE . PQMSKSTLVYRLYVRMCSDGQTAE . . . 
Arabidopsis thaliana TAF4 1 KNQGLP . . KVVRSISVKDVIAVVEKE . PQMSRSTLLYRVYNRICSDV . .... . . 
Amborella trichopoda- 1 .. IHP . LKIMRRISVKDVIALLERE . PQMSKSTLMYRLYERMSMDGSNTPEK . 
Aquilegia coerulea Goldsmith 1 .. . .. . . KPVRHLSARDVIAFLERE . PQMSKSALLYRLYEDVHTK . . . .. . . . 
Physcomitrella patens ssp . patens 1 . IGAPGGRQPRSISMKDVIALLERE . PQMSKSTFLYRLYERDRKAESSRRI . . 
Oryza sativa japonica 1 
Aquilegia coerulea Goldsmith 1 

. RSSHVKVTRSITVKDVIAALERE . PQMLKSSLLFQLYGRSPAESSAK .. . . 
............. M. PTRGSCIQMEFIQHKYTDNHQEKVGFAK . 

Aquilegia coerulea Goldsmith 1 .. KQEVVIQSQEQHIPQISASS . ISAAFNSGKNNQ . .... . .. . 
consensus>70 . i .. . q;. . · r · ... n. 

5 10 15 2 0 25 3 0 3 5 4 0 4 5 50 55 

Oryza sativa japonica 79 AQR . 
Aquilegia coerulea Goldsmith 79 AQAA . 
Aquilegia coerulea Goldsmith 79 AQAP . 
Oryza sativa japonica 80 QRNP . 
Arab1dops1s thaliana TAF4 79 GKIGI 
Amborella trichopoda 78 I RN SA 
Physcomitrella patens ssp . patens 48 GPSP . 
Aquilegia coerulea Goldsmith 80 TAKT . 
Arabidopsis thaliana TAF4 74 MGIK . 
Oryza sativa japonica 
Aquilegia coerulea Goldsmith 
Aquilegia coerulea Goldsmith 
Arabidopsis thaliana TAF4 
Amborella trichopoda 
Aquilegia coerulea Goldsmith 
Physcomitrella patens ssp . patens 
Oryza sativa japonica 
Aquilegia coerulea Goldsmith 
Aquilegia coerulea Goldsmith 38 T GT N . 
consensus>70 

8 5 

. EQWLQL . 
. GNPTA 

6 0 65 7 0 75 8 0 
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TAF? protein, trimAL (conservation> 70%: yellow - partial; red - complete) 

Trichornonas vaginalis 
Acanthamoeba castellanii 
Capsaspora owczarzaki 
Drosophi l a me l anogaster 
Branchiostoma floridae 
Branchiostoma floridae 
Dania rerio taf7 
Latimeria chalumnae 
Xenopus tropicalis taf7 
Gallus gallus 
Ornithorhynchus anatinus 
Ornithorhynchus anatinus 
Mus musculus Taf7 
Mus musculus-Taf7 
Mus musculus-Taf7 
Homo sapiens-TAF7 
Homo sapiens-TAF7 
Font i cu l a a l ba 
Spizellomyces punctatus 
Allomyces macrogynus 
Allomyces macrogynus 
Mucor circinelloides 
Kluyveromyces lactis 
Neurospora crassa 
consensus>70 

Trichomonas vaginalis 
Acanthamoeba castellanii 
Capsaspora owczarzaki 
Drosophila melanogaster 
Branchiostoma floridae 
Branchiostoma floridae 
Danio rerio taf7 
Latimeria chalumnae 
Xenopus tropicalis taf7 
Gallus gallus 
Ornithorhynchus anatinus 
Ornithorhynchus anatinus 
Mus musculus Taf7 
Mus musculus-Taf7 
Mus musculus-Taf7 
Homo sapiens-TAF7 
Homo sapiens-TAF7 
Fonticula alba 
Spizellomyces punctatus 
Allomyces macrogynus 
Al l omyces macrogynus 
Mucor circinelloides 
Kluyveromyces lactis 
Neurospora crassa 
consensus>70 

Trichornonas vaginalis 
Acanthamoeba castellanii 
Capsaspora owczarzaki 
Drosophila melanogaster 
Branchiostoma floridae 
Branchiostoma floridae 
Dania rerio taf7 
Latirneria chalumnae 
Xenopus tropicalis taf7 
Gallus gallus 
Ornithorhynchus anatinus 
Ornithorhynchus anatinus 
Mus musculus Taf7 
Mus musculus-Taf7 
Mus musculus-Taf7 
Homo sapiens-TAF7 
Homo sapiens-TAF7 
Font i cu l a a l ba 
Spizellomyces punctatus 
Allomyces macrogynus 
Allomyces macrogynus 
Mucor circinelloides 
Kluyveromyces lactis 
Neurospora crassa 
consensus>70 

71 
34 
57 
71 
71 
71 
71 
71 
71 
71 
71 
71 
71 
71 
71 
71 
71 
71 
72 
71 
71 
72 
72 
72 

143 
105 
129 
143 
143 
143 
143 
143 
143 
143 
143 
143 
143 
143 
140 
143 
143 
1 43 
144 
143 
96 
144 
144 
144 

EEQIIVRF.PA . DIAQDL IAKMFEIVFVKIGQLSGILVNL T IV ES HRTV 
. ....... . ..... . ... . ... . ..... . .. . .... . .. M T VI ESYKTN 
. . .. . ... . . . . .. . . RL EYL L S ITYVTFDG MD TLVDL T II ESQKSV 
ESQFIMRV.PK . ELADTV HEAILT IQL RIDDLY TKLVDL T VV ESYKTI 
EQQFILRM.PQ.TQTETLRKAVLSIEF RFDGLS KLVDL CVL ESHKTI 
EQQFILRM . PQ . TQTETL RKAVLS IEFVRFDGLS KLVDL CVL ESHKTI 
ESQFILRL.PQ.EYASTVRRIALTIELVRVDRLACKLVDL C IL ESLKTV 
ENQYILRL.PS . EYASTV RRAVLT IELVRVDRLA KLVDM C IL ES L KT I 
ESQFILRL.PQ . EYASTV RRMVLS VELVRVDRLA KLVDI CVV ECLKTI 
ESQFVLRL.PP . EYASTV RRAVLT IEL RVDRLA KLVDL CII ESLKTI 
ESQYILRL.PP.ESAATVRRAVVTIEL RVDRLA KLVDL CSI GSLKTI 
ESQFILRL.PP.EHAATVRQIILTIEI QVEGLV KVVDL CNI ESLKTI 
EEQFILRL . PP . EQAYAV RKIILKIDFVQVDNLP KLVNL CVI GSLKTI 
ENQFILRL.PP . EQASAV RKIILK IDLVQVDGLS KLVDL CVI GS L KT H 
ESQFILRL.PP . EYAATV RRAVLS IELVRVDRLA KLVDL CVT ES L KT I 
ESQFILRL.PP . EYASTV RRAVLT IELVRVDRLASKLVDL CVM ESLKTI 
ENQFILRL . PL . EHACTV RNLALKIDL EVEDLA KLVDL CVI ESLRTL 
ESHFLLRL.PE.DLAGPLRESLYGIQFIQTPTVS RLVDL CII ESHRSL 
EEHFILRM.PSGEPAEKLREAVFNVTFFRLGAYR KLVDL CII ES HKT L 
EEHLILRM.PA . NAPEAL RQRVVK L TF F TVSGMR KLVDL CII EAQKSF 
. . .. . ... . PA . NAPEGL RQRVVK L TF F TVSGMR KLVDL CII EAQKSF 
EEHMIFRV.PEGDMCNRLHELVVKIHFFVFEGYD QLVDL T II ESQKTL 
EEGIILRVLPD.LSAEFVKNSIVSIKWVKVNGYG VLVNL SIIEVNKSV 
EEQLILRMMPG . EHCDYL RKAVVTMKFFVIQGYA ILVDL T IT EGMKTW KS V I C 
e . . ~lrl · I? .. e ... . r ; . v . . . . v . ';'d . 1. '!°klvd:Pcii';s . kt ; Dk . frK . aD ! . #ml';' . 
i 5 1 0 15 20 25 30 35 4 0 45 50 55 60 6 5 7 0 

P PTIDILERRNAQRQSMVEIQLA LL AK DKTAFFMEPDSYESENEKASPKKGDSSENITELINALRKENATR 
P PFKGIK . KRFRRTYPEVDNDLSRIKGGGMPGVVEEDEKRRRTKEKEGDELQTQEAALTTELANLNKSLAQA 
A PLKNVRKKRFRKSAAE QT VARLLRD MLALVDVTEQDSSSDSDSDSSRAAAIEAATAEVTRLE T RVAEV 
P PCKNVRKRRFRKTLKEIEKEVKHLLRIDNEAIINEEDRLSADDSRMSDQVQQKINQLTRQIRELKAQQVQK 
PALKNVRKRRFRKTMKDVEKEVKRLLKVDNEAVIADDEPAEEEEVNIMDGLQTQLQQLESDLARLREKRSLQ 
PALKNVRKRRFRKTMKDVEKEVKRLLKVDNEAVIADDEPAEEEEVNIMDGLQTQLQQLESDLARLREKRNLQ 
L PLKNTRKRRFRKTAKDVEKEVKR L LSTDAEAVIAEDERHDDEDLNIMDEYQMQINNLKAKLQETRARKKQQ 
L PLKNVRKRRFRKTARDVEKELKRLLSTDAEAVIAEDERHDDEDLNIMDEFQMQVNNLKAKLQETQEKKKRQ 
P PLKNVRKRRFRKTAKDVEKEVKRLLSTDAEAVIAEDERQEEEDLNIMEEMQKQLENLQKKLRETQERRKRQ 
L PLKNVRKRRFRKTAKDVEKEVKRLLSTDAEAVIAEDEHHDDEDLNIMDGIQKQIDNLKSKLQETQDRRKRQ 
L PLKNVRKRRFRKTAKDVEKEVKRLLSTDAEAVIAEDEHHDDEDINIIDGIQKQIESLKGKLQETQERAKRQ 
GPLKNVRKRRFRRTAKDIEKEVKRLLSTDAEALWPHSLEDEVDVVNIDDRIQEQIDKLKSKLQENEVRVRRQ 
P PLKNVRKKRFRKTTKSVEKEVKR L LYSDAEAVVDDDDGNEKEEEETDNAIQKLIFIKEKRLQMIYKKAQRQ 
P PLKNVRKKRFRKPTKDVEKEVKR L LRSDAEAVVVDDEEEEEEEEEEDDGIQKLIHSKERKLQEIQAKAQRQ 
L PLKNVRKRRFRKTAKDVEKEVKRLLSTDAEAIIAEDE ... EEDVNILDGIQKQIDNMKGKLQETQDRAKRQ 
L PLKNVRKRRFRKTAKDVEKEVKRLLSTDAEAIIAEDEHQDEEDINIIDGIQKQIDNMKGKLQETQDRAKRQ 
P PLKNVRKKRFRKTQKDVENEVKRLLRSDAEAVIAEDGEDEDEDEDEDEEIQKQIEKKEKKLHKIQNKAQRQ 
P PLRYIRERRLSDFPPD DAEVQRLLALDDESLLTERDPDSPAAVAASSSESSKLEKARMQLANLNTEYNAK 
P PLWNVRKRRFRKRISDVEREVVR L LEADAQAVDDGTDEDDDEEEDEDEQLQQQVDQLSAEIRDLESKIEDN 
P PLRRVRQRRFRQRTVQIEA VEN L LRADF AIVPEDEEDDEDDEDEDDELAEKVRLLNEEVATLEQRIHDL 
P P .. . ... . .. . . . . . . . . . . . . . .. .. . .. . . .. . . . EDEDEDEDEDDELAEKVRLLSEEVATLDQRIHDL 
P PLKHVRQRRFRKKLSEVEREVERLLEIDATAVVDNREDDDKDDEDEDEAQTGEIEQKRQEITEIKQAIQRK 
P PLYNARNRRFRHRMGYVERTVEKLLKLDAEALVNEDADDVEQDNGDDEEEEQHRELLLDELRELESTLELN 
P PMHDARNRRFRKRLSNKEAEVERLLAADREALVAEGGEDESDEDDEDDERHDEVAGVKAEIATLRKQLASY 
.p:knvr;rrfr~ .. dve.ev.rll .. d.eavi.e.e .. e.';d.n. ;d .. q; .ie.;. 

75 8 0 8 5 90 9 5 1 0 0 1 0 5 11 0 115 120 125 13 0 135 1 40 

QESLKT NVNYQKKLRDIIEKNNAKAELEAKLAAKH 
KEYAVK NQVIKGRFAKQ AGLSEKAAQEQALEQVQ 
RKQLAA NPLLSARVRASLRQAEEENSKTQALESLK 
STEIAS NATLKQRMQETLDNLYTQIERELELKDFE 
EEIVRG NEDLRQRFQADLNNIRAEARKEAEIARVK 
EEIVRG NED LR QRFQADLNNIRAEARKEAEIARVM 
EKLIME NQA LR DRFQGLLNGMIRQEQEMEQLASLQ 
EDLIMK NLALKTRFQAVLDEIKQQEREKSQLASLQ 
EELIMK NVALKTRLQAVLDEFRQQEREKQQLTSLQ 
EDLIMK NLALKTRLQAVLDEFKQQEREKQQMTSLQ 
EDLIMK NLALKTRLQAVLDEHKQQEREKQQLSSLQ 
EDLIKK NMA L KS RMHRVLALEEFSCRDTVQLNSLQ 
KELLRK NLT LK RHFQNVLGKLNIMKEKCEQIYHLQ 
KDLLRK NLTLKSHFQSVLDQLKLQKQKYEQILFLQ 
EDLIMK NLALKNRFQAVLDELKQKDREKEQLSSLQ 
EDLIMK NLALKNRFQAVLDELKQKDREKEQLSSLQ 
KDLIMK NLTLKNHFQSVLEQLELQKQKNEKLISLQ 
YQLASR N PV MRQRFLEDLDARRHEN NEHKRITDTI 
RAKLAV NPI MRKRFEDIVKRFTTQHSKRAELVDLQ 
QAKLAA NAVLKKRFEEALRQ MQSQEFKQQEIAGLE 
QAKLAA NAVLKKRFEEALRQMQSQEFKQQEIAGLE 
TRDLST NAMLKNRFETDINNLKKATLKEAHLAEMN 
RNKASR NPLLKTRFLESIKKLEKEELKRKQLGEPV 
EEQLSK SIIMKKRLEGSIKNIKSEKLKQSSIGEVS 
; d . . . ; n .. 1~. r. q; . 1 . . ; . . q. ; . . . q; ... q 

1 4 5 15 0 155 160 165 17 0 175 

Supplemental Fig. S29



TAF9 protein, gappyout (conservation> 70%: yellow - partial; red - complete) 

Trichomonas vaginalis 
Trichomonas v aginalis 
Arabidopsis thaliana TAF9 
Klebsormidium flaccidum 
Capsaspora owczarzaki 
Acanthamoeba castellanii 
Acanthamoeba castellanii 
Drosophila melanogaster 
Dania rerio taf9 
Xenopus tropicalis taf9 
Loxodonta africana-TAF9 
Loxodonta africana-TAF9B 
Ornithorhynchus anatinus 
Mus musculus Taf9 
Mus musculus-Taf9b 
Homo sapiens-TAF9 
Homo sapiens-TAF9b 
Fonticula alba 
Spizellomyces punctatus 
Allomyces macrogynus 
Allomyces macrogynus 
Mucor circinelloides 
Saccharomyces cerevisiae 
Kluyveromyces lactis 
Neurospora crassa 
Schizosaccharomyces pombe 
consensus>70 

Trichomonas vaginalis 
Trichomonas v aginalis 
Arabidopsis thaliana TAF9 
Klebsormidium flaccidum 
Capsaspora owczarzaki 
Acanthamoeba castellanii 
Acanthamoeba castellanii 
Drosophila melanogaster 
Dania rerio taf9 
Xenopus tropicalis taf9 
Loxodonta africana-TAF9 
Loxodonta africana-TAF9B 
Ornithorhynchus anatinus 
Mus musculus Taf9 
Mus musculus-Taf9b 
Homo sapiens-TAF9 
Homo sapiens-TAF9b 
Fonticula alba 
Spizellomyces punctatus 
Allomyces macrogynus 
Allomyces macrogynus 
Mucor circinelloides 
Saccharomyces cerevisiae 
Kluyveromyces lactis 
Neurospora crassa 
Schizosaccharomyces pombe 
consensus>70 

73 
73 
73 
73 
73 
73 
73 
73 
73 
73 
73 
73 
12 
73 
73 
73 
73 
73 
73 
73 
73 
73 
73 
72 
73 
73 

L LASM DIND YDPA V PH MLVEL FY RH VGDV L KQA RI S SQ KR GKSEIDE DD LK RGI SM T LSQSQ P SLAT 
MLARE GVTE YDDA V PD ML VEM FY RY IEDL I QTL KA KQR GEQIVVTP QI IR DAL NI LVASWS TT SSDQ 
L L KSM GVED YEPR VIH Q F LEL WY RY VVEV L T DA QV YSE ASKPNIDC DD VK LAI QS KVNFSQ PP PREV 
I L RSM GVEN YEPR VVN QL LEF MY RY FTDA L S DA RT YSE HA NKPAIDI DD VK LAI QS RVNFSQ PP PREV 
I L RAM GAEQ YDER VIQ QL LEF MH RY VASV DEA KR YAA HA SRDRINV DD VR LAA ST VSTGT PP PREF EL 
I L KSM G IDE VEGR VIP QL LEF MH RY VREV L E DAAI YAN HA GKASLDL DD VR LAI QS RVNYSQ PP PREF 
I L RSS GVSD CEPA VVN QL LEF MH RY VCEV L ADS LL F CE HA GRRDIQA DD VQ LAI KY RVDHAQ PP SIDF 
I L KEL NVQE YEPR VVN QL LEF TF RY VTCI L DDA KV YAN ARKKTIDL DD VR LAT EV T LDKSG PL ERHV 
I L KDM G ITE YEPR VVN QMLEF TY RY VTTI I E DA KI YSA HA KKSSVDA DD IR LAI QC RVDQSS PP PRDF 
I L KDM G ITE YEPR VIN QMLEF TY RY VTTI L E DA KI YSS HA KKSDVDA DD VR LAI QC RTDQSS PP PRDF 
I L KDM G ITE YEPR VIN QMLEF AF RY VTTI L DDA KI YSS HA KKATVDA DD VR LAI QC RADQSS PP PRDF LDI 
I L KDM G ITD YEPR VIN QMLEF AF RY VTTI L DDA KI YSS HA KKPNVDA DD VR LAI QC RADQSS PP PRDV F EDI 
. . . . . . . .. . ... . . . . . ... .. .. .... . . .. . . . . . ....... . . .. .. ... . . ... . . GPG RRQF LDI 
I L KDM G ITE YEPR VIN QMLEF AF RY VTTI L DDA KI YSS AKKATVDA DD VR LAI QC RADQSS PP PRDF LDI 
I L KDM G ITE YEPR VIN QMLEF AF RY VTTI L DDA KI YSS AKKPTVDA DD VR LAI QC RADQSS PP PRDF LDI 
I L KDM G ITE YEPR VIN QMLEF AF RY VTTI L DDA KI YSS HA KKATVDA DD VR LAI QC RADQSS PP PRDF LDI 
I L KDM G ITE YEPR VIN QMLEF AF RY VTTI L DDA KI YSS HA KKPNVDA DD VR LAI QC RADQSS PP PRDF 
L L QSM GVDE VEPR VIH QL TEL LH RM TGEL L E EA RE CAL HA GRAAVNV SD LR LAS DA RTGVQS PP STDV 
I L QAM GVED YEPR VIP QL LEF IH RY VLDV L ADA QI YAE HA SHNSISL DD VR LAI EG RAPHTT PP GREF 
ML QTA G IHD C DEQ VIP ML LEF GY RY VTDV L T EA LL F AD AGHADINT DD VK LAI QS RVNHSA PP PKDF 
ML QTA G I HDC DEQ VIP ML LEF GY RY VTDV L T EA LL F AD AGHADINT DD VK LAI QS RVNHSA PP PKDF 
I L QSL GVED YDPK VVH QL LEF AH RY TADV F QDS LI YAE HA GKSDLDL DD IQ LAI QG RVNHST PP PKEF 
L LASQ S IHQ YEDQ V PL QLMDF AH RY TQGV L KDA LV YND YA GSSGLGV ED IR LAI AA RTQYQP TA PKEL 
L L ASQ S VLQ YEDK V PL QLMDF AH RY TKGV L KDA IA YRE YV G . SDVSI ED IR LAI GA RTQYQP TA PKEL 
L L TAQ GVTA F EQR V PL L L LDF AY RH TSAV L S DA LP YTS AGAATITS AVQ LAI AS RLNFQG VSKEW MEM 
I L SSL GVPS YSQT V PL L LTF AH RY TQQL I QDS QV YAE HS RGQNISV ED VR LAV AS INHSG PP PKEF L LEL 
. l . . ;gi.eze . . v~ . qll<;f .. rz . . v~ . da. ;Y· .ha . . . id.ddv.lai . . r.d . . ·PP; .d.l;e. 
i 5 10 15 20 25 30 35 40 45 50 55 60 65 70 

AAKI NSQ KMP PIPDP E VVLPP EGV LL NE NYQV 
NVNI DAR QES DIAQ . .. . .. . .. . FS EP NFHV 
AASR NKI PLP KSIAP GV PLPP EQD LL SP NYQL 
AKQR NSI PLP EIEPP GL RLPP DVD LT AP NYQI 
AAQR NQF QLP TIRDH GL RLPP EKY LS NV NYQV 
AHTK NVV PLP F . .. . . . . . PP LRS LP SS S TSS 
AQDI NII RLP PINKF GV LPP DHF LN ET NYQV 
A DVR NSM PLP PIKPC GL RLPP DRY LT GV NYKL 
ARQK NQT PLP LIKPT GP RLPP DRY LT AP NYRL 
ARQK NQT PLP LIKPA GP RLPP DRY LT AP NYRL 
ARQR NQT PLP LIKPS GP RLPP DRY LT AP NYRL 
ARQK NQT PLP LIKPA GP RLPP DRY LT AP NYRL 
ARQK NQT PLP LIKPS GP RLPP DRY LT AP NYRL 
ARQR NQT PLP LIKPS GP RLPP DRY LT AP NYRL 
ARQK NQT PLP LIKPA GP RLPP DRY LT AP NYRL 
ARQR NQT PLP LIKPS GP RLPP DRY LT AP NYRL 
ARQK NQT PLP LIKPA GP RLPP DRY LT AP NYRL 
AASV NRR EIP ARRDN RVRLPD EAF LT MP S YEL 
AAKR NSV PLP LIPEF GVRLPP ERH LT ST NFQI 
AAKK NEQ PLP LVGEY GL RLPP QQF LT NV NYTI 
AAKK NEQ PLP LVGEY GL RLPP QQF LT N . . . .. 
AQEK NKQ PLP LIPEY GI RLPA DKH LT GI NFSI 
AAER NKK LP QVMGW GVRLPP EKY LT AK E WDL 
AAER NKK PLP NVVSW GVRLPP EKY LT AK EWSI 
AREK NKV LP KVSVW GVRLPS ERF LN GV S WGL 
AMER NRK PLP QIQPY GF RLPP EKY LT QP NWIV 
a . ; . # . · l;'lp . i; .. g . ~lppd;ylt . ;ny . 
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TAF10 protein, gappyout (conservation> 70%: yellow - partial ; red - complete) 

Trichomonas vaginalis 1 AAKE I EQF LQKLED y p P P I SV IK QIL SEC MHTN FMS DVM T KC CECA KL 
Trichomonas vaginalis 1 DSAD I ENF MIKLQD YP S P I SV IK HIC AES L NTT F IS EVL R CSDFA K 
Klebsormidium flaccidum 1 ASDE VEEF LASLAD YV P T I EL TG HYL QRS F QCP F IG DIV NOA LQYC KI 
Capsaspora owczarzaki 1 EIEA LVEL RDLGN F T PA I vv VQ YYL ARG F NTS F VT OVA NOA NHS I 
Drosophila melanogaster 1 EESE MOEL I KQLED YS P T I AL TM HIL KTA F CTV F IS DIA NOA LQHC KT 
Drosophila melanogaster 1 PSSH L SDF MSQLED YT P L I AV TS HYL NMG F QSD YMS DII DOA LQHS K 
Dania rerio taf9 1 STTP LADF LMQLED YT P T I AV TG YYL NRA F EAS F IS DIA NOA LQHC KM 
Xenopus tropicalis taflO 1 STTP LVDF LMQLED YT P T I AV TG YYL NRA F EAS F IS DIA NOA LQHC KM 
Mus musculus TaflO 1 SSTP LVDF LMQLED YT P T I AV TG YYL NRA F EAS F IS DIA NOA LQRC KM 
Mus musculus-TaflO 1 SSTP LVDF LMQLED YT P T I AV TG YYL NRA F EAS F IS DIA NOA LQHC KM 
Homo sapiens=TAFlO 1 SSTP LVDF LMQLED YT P T I AV TG YYL NRA F EAS F IS DIA NOA LQHC KM 
Fonticula alba 1 REQS L PEF YMSLRD T P T VI AI TT YYM QRA F ECS F LT DLA RDA FSHS L L 
Spizellomyces punctatus 1 KDRS LAEL L LMLDE YR P VT AV TD YYL ARS F ECD F VS DIA VOA LQYC KI 
Allomyces macrogynus 1 KELS LAEL I MLMDE YK P LV AV TD YYL GKS F QCD F IA OVA T OA LHFC KV 
Mucor circinelloides 1 KSKT MAEF LASMDN YA P I I AV TD YYL NKS F DCD F VA DIA T OA FQFC KV 
Mucor circinelloides 1 .... MAEL L ITMDN YT P I I AV ID YYL NKT F DCD F VA DIA T OA FQFN V 
Saccharomyces cerevisiae 1 KDKT L EEI LEMMDS T P P I I AV ID YYL TKN F NVA F VS DIA KDA YEYS R I 
Kluyveromyces lactis 1 KDKT LQEI L DLMED NP P I I AV ID YYM TKN F DCS VK VK RL LA LA T l F VS DIA ADA YEYS R I 
Neurospora crassa 1 KDVS L KEL L SKMDE YA P I I AV TS YYM TRA L PQT QR LA RL LA LA T F IA DIA ADA YQYS R I 
Schizosaccharomyces pombe 1 KDKT L ENF LAQMDD YS P L I VL LD YYL SLS F KCV P R LK KL LG LT A F IS OVA QDA YQYS KI 
consensus>70 -~-#.1; .$ed,.p.i~Dav. ;YYl. ;.Gfe; .D.r~.rl. ;la.Q~%i.#~a.da;q. 
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L KA LET R I HVNR PEFI 
L KQ LAK R I HVNR PEFI 
LAA LKE Y VNISK QEYY 
VAA LRR Y VDVRK P PNI 
LVP LAD H I TMRK PQYF 
LQP LAD Y I NVRK VDYS 
LTP LAE Y I NVKK P HYF 
LTP LAE Y I NVKK P HYF 
LTP L SE Y I NVKK P HYF 
LTP L SE Y I NVKK P HYF 
LTP L SE Y I NVKK P HYF 
LSA L SE E VR LRR P EHL 
LSA LAD H VNMKK P EYF 
LSS LAE Y VT VKK P EYL 
LTA LAD Y VNIKK P DYY 
LSS LTE Y L NVKK P EYY 
LSS VAE Y L NIGR P DFY 
LSS VAE Y L NISR P DFY 
L GM AGE F VNVKR S EFY 

RKTV LT VD LSA L NE Y I NLKR P DFF 
. k; . lt . ~Dl. -~l . ey~inv . ;peyf 
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TAF12 protein, gappyout (conservation> 70%: yellow - partial; red - complete) 
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LIDVKPDIAREYTITDLLHKIDPSASIDPLAESL I LDI DD F IDTIVTLSAD AKLNNKQTLTAE D HYTIG 
PNSQSTKVFTPGAIQGMIKKIDKDAIISPDAEVL QKI EI F INDVCTAAFE EC KLEESDSLKPN DIHVILD 
. AERPRSVLEIDDFKEIMNSIDPNMKLPDKSNDL LNLI SE LTYQIINQSAN KT RARDDNKINLA DVEATLQ 
LRHK KRAETFSSYIFKVL KQVHPDIGISNKAMMV NSF VTD I FERIAQEGAR LV DMNERNTLGSR EVQTAVR 
PAAAPAQLLGKRTLQDLLAQVDPGAVLDPEVEDV L LEV DD F IESVTNFSCS LA RHRKSPVLEAK DVLLHLH 
PIDDDARSITRTNLANIAHQIDPYERLDDDVQEL L LDM DE F IESVASFACR LA RHRQSNTLDVK DVASHLN 
TAPEPTELISKHKMSELLRH . SSSHRMEPEVEEV L LEL DD F LENLISAGSV LA KHRGSDVLEVR DVALHMD 
KGSKKNYQSYSTFIYKVLKQVHPDTGISNKAMAI NSF VND I FERIALEAGR LA RYNKRNTISSR E IQTAVR 
AGSENTPMLTKPRLTELVREVDTTTQLDEDVEEL L LQI I DD F VEDTVKSTSA FA KHRKSNKIEVR DVQLHFN 
VPGGSYDIISKTNMLQFVQKIDANSSLDDQGCDM ARI DA FVNDISMRIVK LA KYRKSD . VSVL DLKFILN 
KRRKTRKESYAIYVYKVLKQVHPDTGISSKAMGI NSF ND I FERIAGEASR LA HYNKRSTITSR IQTAVR 
LSPEGPQVLSKKKLQDLVREIDPNEQLDEDVEEM L LQI DD F IESVVTAACQ LA RHRKSSTLEVK DVQLHLN 
ASPDANQVLTKKKLHDLVREVDPNEQLDEDVEEM L LQI DD F IESVVSAACQ LA RHRKSNTLEVK DVQLHLN 
LSPENNQVLTKKKLQDLVREVDPNEQLDEDVEEM L LQI DD F IESVVTAACQ LA RHRKSSTLEVK DVQLHLN 
LSPENNQVLTKKKLQDLVREVDPNEQLDEDVEEM L LQI DD F IESVVTAACQ LA RHRKSSTLEVK DVQLHLN 
PRPAPRALISKTKLQEIVQSAHPNATLDRVVEEA LGSL ED F LVQVITQSCR LA RHRGSLTLTAK DVLRPLN 
PMLTLDSVLGKRKLSELVEQIDPSERLEPETEEF L LHL DD F ILEVTKRACK AKHRGATALGIK DLQLELN 
VDPSTLPILTKDRIRHMVAQVDPLQRLENDVEEM LEI ND F IARVTEKACK LA RHRGSDSVAVR D RIPLG 
................................. MLMEL DE F IESVTTFGAQ LA RHRRGNTLEVR DLQLYLQ 
TAADATSVVTKRKLTELIAQIDPHQRVDPDVHDM LMEL DE F IESVTTFGAQ LA RHRRGNTLEVR DLQLYLQ 
KRKISRRETYSSYIYKVL KQVHPDTGISNKAMSI L NSF VND I FERIASEASK LA YNKRSTISSR E IQTAVR 
KRKISRRETYSSYIYKVLKQVHPDTGISNKAMSI L NSF VND I FERIASEASK LA AYNKRSTISSR E IQTAVR 
KRKISRRETYSSYIYKVLKQVHPDTGISNKAMSI L NSF ND I FERIASEASK LA AYNKRSTISSR IQTAVR 
DSDGVNRVLTKRKIQELVSQIDPSERLEPEVEDI L LEI DE F IESVTTFACQ LA KHRKSDTLEVK DVQLHLN 
YEMDTQRVMSKRKLRELVKTVDGETVIDGDVEEL L LDL DD FVTNVTAFSCR LA KHRKSDNLEAR DIQLHLN 
KRSKARKETYSSYIYKVLKQTHPDTGISQKSMSI L NSF VND I FERIATEASK LA YNKKSTISAR E IQTAVR 
YEVDTERVMSKRKLRELVKTVDGETTIDGDVEEL L LDL DD F ITNVTNFACK LA KHRKSDSLDVR DIQMHLN 
LEGEGERVLNKKKLDELVRQVQDGNLLTPEVEES LGL DS F TESVLHAASR AKERGSKVLEIR DIQLVLN 
ELDNGNRLLSKRKLHDLLQQIDSEEKIEPEVEEL L LEI DE FVESVTNFACR LA KHRKSDTLDVR DVQLHLN 
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