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Supplementary Figure 1 

Construction of the Y1HGold-MM strain 

See Online Methods for details.  (a-c) Magic marker MMa is a his5 gene from S. pombe under the 

control of the STE2 promoter (blue) and is expressed specifically in MATa cells.  It was 

chromosomally (Chr) integrated into the commercial Y1HGold strain (light green stands for MATα) 

(a) at the CAN1 locus (b).  Magic marker MMα is a LEU2 gene placed under the control of the 

STE3 promoter (green) and is expressed specifically in MATα cells.  It was chromosomally (Chr) 

integrated into (b) strain at the LYP1 locus (c).  The (c) strain’s mating type was switched into 

MATa by replacing the MATα locus with the MATa cassette, resulting in Y1HGold-MM strain (d) 

(light blue stands for MATa). 

 

 

 

 

 



 

 

 

Supplementary Figure 2 

Diagram of the high-throughput Y1H screening procedure.  

(A) The HDA rotor (Singer) was used to transfer cells by pinning. (B) PhenoBooth Colony Counter (Singer) 

was used to capture the images of the grown colonies on AbA-2 plates and for data processing. 

 

 

 



 

Supplementary Figure 3 

Experimental arrangement of 4 batches of TFs 

TF-batch1 (TF#01 to TF#23), TF-batch1 (TF#24 to TF#46), TF-batch1 (TF#47 to TF#69), TF-batch1 

(TF#70 to TF#92). N (negative control) was arranged randomly in each of the batches. 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure 4 

Diagram of data processing and scoring 

See Online Methods for details.  (a) A representative master plate.  (b) An example of the AbA-2 

plate illustrating the negative controls (blue colonies) and a hypothetical TF-DNA interacting 

events (red colonies). (c) The colony-size values of the negative controls were first ranked.  Values 

from the 5th to the 12th ranks were averaged as the threshold value [blue bars in (d)].  (d) The two-

fold threshold-value was taken as a cut off (horizontal dash line) to judge whether other colonies 

(red bars) on the same plate grew or not.  In this example, the second technical replicate from the 

second biological replicate (Bio2-Tech2) was evaluated as a negative event (highlighted in grey 

background). 

 

 

 



 

Supplementary Figure 5 

Defining the positive TF-DNA interactions   

See Online Methods for details. (a-c) Scenarios classified as positive interactions.  (d) A scenario 

of no-interaction assignment, because less than 8 colonies grown on the AbA-2 plate. 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure 6 

Reproducibility test of the meiosis-directed and diploid-mating systems  

Five independent experiments were performed to examine the reproducibility of the meiosis-

directed and diploid-mating systems using PtrCCoAOMT1 and PtrCesA7 promoters against 46 

TFs, which represents a total of 92 possibilities.  A color block represents a single TF-DNA 

interaction event identified by either system.  For example, meiosis_experiment1 identified six 

interaction events, among them five were also uncovered in meiosis_experiment3. 

 

 

 

 



 

Supplementary Figure 7 

ChIP validation of TF-DNA interactions scored in all Y1H systems   

(a) Each DNA-bait was divided into three regions, namely, -1 to -600, -600 to -1300, -1300 to -

2000 (counted from the translational start codon) for ChIP validation.  Primer sets are shown (black 

arrows). (b) ChIP-qPCR was done initially within the range of -1 to -600.  In this hypothetical 

scenario, qPCR enrichment of the PtrSCW (Secondary Cell Wall genes) is more than 3 folds over 

that of the PtrActin (control) in all three biological replicates (Bio1–3), thus classified as a positive 

validation.  (c-d) Should (b) yield a negative result, the same process was repeated in the range of 

-600 to -1300.  Likewise, the process was repeated, if necessary, in the range of -1300 to -2000.  

(e) A scenario in which a Y1H scored interaction could not be validated by ChIP. 



 

Supplementary Figure 8 

ChIP-qPCR validation  

ChIP-qPCR was used to validate the TF-DNA interactions identified in (a) meiosis-directed 

system, (b) haploid-transformation system, (c) diploid-mating system, (d) both meiosis-directed 

and haploid-transformation systems, (e) all three Y1H systems, (f) haploid-transformation and 

diploid-mating systems.  ChIP positive TF-DNA interactions (text boxes in yellow, red, and 

brown); ChIP negative interactions (grey text boxes). 



 

 

Supplementary Figure 8 

Continued 
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Continued 
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Continued 
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Continued 
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Continued 

 

 

 



 

Supplementary Figure 9 

ChIP data selection for statistical analyses. 

The scheme of ChIP data selection from ChIP-positives and ChIP-negatives. (A) In ChIP-positives, only 

the enrichment values (ex. 4, 5, 6) from the positive regions were selected (ex. -1300 to -2000).  (B) In 

ChIP-negatives, the enrichment values from each of the three regions (light green, light blue, light pink) 

were selected. (C) to (H) The enrichment values of ChIP-positives were grouped with that of ChIP-

negatives in each region, (C, F) region -1300 to -2000, (D, G) region -600 to -1300, and (E, H) region -1 to 

-600. 

 

 

 

 

 



 

Supplementary Figure 10 

ChIP data selection for statistical analyses among three Y1H systems. 

The scheme of an example of ChIP data selection from three Y1H systems. (A) to (C) The enrichment 

values were grouped using data from ChIP-positives and ChIP-negative (region -1300 to -2000) of (A) 

diploid-mating, (B) haploid-transformation, and (C) meiosis-directed Y1H systems. 

 

 



 

 

 

 

 

 

Supplementary Figure 11 

Mann-Whitney U test for the ChIP-PCR enrichment of all three Y1H systems 

The ChIP relative enrichment values were statistically analyzed using Mann-Whitney U test for all ChIP-

PCR validated data with three biological replicates from three Y1H systems. (A) to (C) All enrichment 

values were analyzed using Mann-Whitney U test, including ChIP-positives together with each region of 

the ChIP-negatives from regions (A) -1300 to -2000, (B) -600 to -1300, (C) -1 to -600, respectively. Blue 

dots in the box plots represent the mean values. 

 

 

 

 



Supplementary Table 1 

Comparison among three kinds of Y1H systems 

 

 

aTime required for constructing 644 yeast strains in this study. 

bThe TF-DNA interaction discovery rate of haploid-transformation assay was set as 100% for 

comparison. 

cBased on our experience, a well-trained postdoctoral fellow can generate ~200 yeast strains per 

month for Y1H screening. 

The estimate is based on building a TRN of secondary cell wall (SCW) in P. trichocarpa using 

all 1301 wood-forming related TFs and 50 secondary cell wall related promoters. In Haploid 

transformation assay, total 1301 × 50 = 65,050 strains are required, and 1301 + 50 = 1351 strains 

are required for mating and meiosis-directed assays.  The estimated time using haploid 

transformation, for example, is 65,050/200 = 325 months = 27 years. 

 

 

Supplementary Table 2 

See Supplementary Spread Sheet 

 

Supplementary Table 3 

See Supplementary Spread Sheet 

 

 

 

 

 



Supplementary Table 4.  

Sequence of 92 TFs 

Yellow highlighted sequence represents translational start or stop codons 

Red highlighted sequence represents the sequence which is different from Phytozome (v3) due to 

SNPs, insertions, deletions, synonymous mutations caused by PCR. 

 

Potri.001G033200.1    (NF-YC family) 

ATGAGGAAGAAGCTTGATACTCGTTTTCCAGCTGCTCGCATAAAAAAAATTATGCAA

GCTGATGAGGATGTTGGGAAGATAGCACTGGCAGTGCCTGTTTTAGTTTCCAAAGCG

TTGGAGTTGTTTCTTCAAGACCTTTGTGACCGTACATATGAGATCACCCTTCAGCGA

GGAGCAAAGACTATGAATTCACTGCATCTAAAACACTGTGTACAGAGCTATAACGT

GTTTGATTTTCTAAGAGAAATTGTCAGCAAGGTTCCTGATTATAGTCATGGTCACTCT

GATGCTGCTGCAGATCATAGACCTCTTCAAAAGAGAAAGCCCACTGTAGATGAATG

CAATGACAGTGATGAGGAGCTGAAGAGAAGCAGGATGCATGAGACGAGCCATGCT

GGCAGCAGCGGCAGAGGGAGAGGTCGAGGACGGGGGAGGGGTCGTGGACGAGGTG

CTCGAAATATAGAAAGAGAGACTTCTAGTCGTGACCTTGAATCCGAATCCTCCACAA

CCATTCCGCAGAGTGTTAAAAATAACTCGAATCCTGAAGTGGTGATGGACAATGGCT

CAGAGTCAAAGGAATATGTGATGGAAAATAACATAGCCAGTGATGCTGCCAGTCAA

GCAGAACGAAACTTTGATCTTAATGCAGAGGTTAATGATAGTGAGGATGCAAAAGC

TGCAGCAGCACCAGCTGCCGCCACCACTTCTGCCACCGCTGCAGCAGCAGCACCAG

CTGCCGCCACCGCTGCAGCAGCACCAGCTGCCGCCACCGCTACAGCCCCTAGCTTAT

CAGCAGAGCCTGCTGCAGAAACTAATCATGAAGAATATCCAGGTTGGTCACTTTCTG

AGATGGACAAGATGGCTATTGACCCTCTTCAGCTTGCACAACTCAGCACAAGAGTA

GATGAGGAGGAGGAAGATTATGATGAAGAAGGATGATCATGCTATTAGCTGAGGCT

CTTAG 

 

Potri.001G055000.1    (NF-YC family) 

ATGGTAGAATCAGAGGAGAACAAGACAGAAACAACAACAACCCGACCCGAATTCC

CAACAGGCCGGATCAAGAGAATCATGAAACTTGACAAAGACACCAACAAGGTCAAT

GCAGATGCTCTATTCCTCGTTTCCAGCTCCACCGAGTTGTTTCTCCGGTTCCTCGCGG

AGAAATCAGCAGAAGTTGCAATCGAGAAGAAGCGAAAGATTGTGAAACTCGATCAC

ATCCGAGCCGCTGTTAAAAGACACCACCCTACCAGTGATTTTCTCTTAGATTCGCTTC

CTTTGCCAGCTCAGTCATCAGAGAAGCCTGCAAGTGATAATACCAGTGCTCGCACCG

TGACTGATAAACCAGCCCCGGCTGGCACGCGCCGGATTGATCAGTTTTTCGCTAAGG

CGGCAAGTGAAGAAGTTCCGGTTCTGATAAATGAGTCCTAAAC 

 

 



Potri.001G103600.1    (bHLH family) 

AGGAGCTGAACTTCCTCTTTGGTTAATTCTCCAAGCTTCATTACTAATCTCACAAGTT

CCAACCTTGAGTTTCTAGTCTCTGTTGTTTTCTTGAACAAACCTACTTTTGGTATTCA

GGAATCAAGATTTTAAGCATATGGTTCTTAAGATAGCATGGTTCTTAAGATACTGAA

TATTCCATCGTCGAAGTTTCTGGTATTTAGAAATGCAGAATAAAGTTTAAAGCAAGA

TTCTTGTTTTGTGACTGATCTGATAAAAGTGGTGGGTTTTATCCTTCTGATCTTAAAA

TATGGCTACTAAGCTCCACAACCAAGAGAGACTACCAGGGAACCTCAAGAAACAGC

TTGCTATTGCTGTCAGGAGCATTCAGTGGAGCTACGCAATCTTCTGGTCCATGTCAG

CAAGACAACCAGGAGTGTTGGAGTGGGGTGATGGGTACTACAACGGAGATATTAAA

ACAAGGAAGACAATTCAATCCATAGAGCTTGATGAAGATGAATTGGGTTTACAGAG

AAGTGAGCAGTTAAGAGAACTCTACGAGTCACTTTCAGTTGGTGAAGCCAGTCCAC

AAGCTAGAAGACCTTCAGCTGCATTATCTCCAGAAGATCTCACTGATACAGAGTGGT

ATTATTTGGTTTGCATGTCCTTCATATTCGACATTGGCCAAGGCTTGCCAGGAACAA

CATTAGCAAATGGTCATCCTACTTGGCTATGCAATGCTCATTCTGCAGATAGTAAAG

TATTCAGTCGCTCTCTGCTAGCTAAGAGTGCATCAATTCAGACCGTGGTTTGCTTTCC

ATTTATGAGAGGTGTGATTGAGCTGGGTGTGACTGAGCAGGTTTTGGAGGACCCAA

GTCTCATTAATCACATAAAAACATCATTCTTGGAGATCCCATACGCAGTAGCTGCCA

AGAATTCTAGTGCAAGAAGTGAAAAAGAGCTTGCATGTGCCACCTTCAATCGTGAA

ACACTTGACACCAAACCGATTCCAGTTATAGGATGTGGAGAACTAGACATAACTTCC

CCTAACCGCAATTCAAATGATCAGCCGGCTGCAGATTTGATTATGGTTGAAGGGCTA

AATGGAGGAGCTTCCCAAATGCAAAGTTTGCAGTTCATGGATGATGACCACAGTGTC

CATCATTCCTTGAATTCTAGTGACTGCATATCTCAAACCATTGTAGATCCTGTGAAG

GTTGTTCCTATTTTGAAGAATGTGAAGGTAAATAACCAGAATCTTCTGGATGTTCAA

GACTGCAATCACACGAAGCTGACTTCGTTGGACCTTCAAAAGGAAGATTTTCATTAT

CAAAGTGTTCTCTCATGTCTCTTAAAGACCTCCAATCCATTGATTTTAGGACCCGATG

TCCAGAATTGTCACCAGGAATCGAGCTTTGTCAGTTGGAAGAAAGCAGGATCGGTG

CATACTCACAAATTGAAAAGTGGAACTCGACAAAAAGTACTAAAGAAGATACTACT

TGAAGTTCCTCGGATGCATGTTGATGGCTTGCTTGACTCCCCAGAATATAATAGCAA

TAAAGTTGTAGTGGGGAGGCCAGAGGCTGATGAAAATGGTGCAAGCCATGCATTAT

CTGAGAGGAAGCAAAGAGAAAAGCTGAATAAAAGGTTTATGATTCTGAAATCAATT

GTCCCTTCAATCAGCAAGGT(deletion:AGT)TGATAAAGTATCTATACTAGATGAGACC

ATCGAATACCTTCAAGAGCTTGAAAGAAAGGTTGAAGAGTTGGGATCTAACAGGGA

GCTATTGGAGGTTCTTACCAAAAGAAAACCCCAAGATACTGCGGAGAGGACATCTG

ATAACTATGGCAGCAATAAGATTGGAAATGGAAAACATTCGTTGACAAATAAGAGG

AAGGCTCCAGACATTGATGAAATGGAGCCAGATATCAACCATAATGTATCAAAAGA

TGGTTCAGCTGAAAGTATAACTGTCAGCGTGAATAAAGAGGATGTTCTAATCGAGAT

CAAGTGTCGTTGGAGGGAGGGAATATTGCTGGAGATAATGGATGTAGCTAGTCATC

TCCATTTAGATTCTCACTCGGTTCAATCATCTACCATGGACGGGATCCTTTCTCTGAC

TATCAAATCAAAGCACAAGGGATTGAATGCTACATCAATTGGCACAATCAAACAAG

CCCTTCGAAGAGTTGCTGGGAAATGTTGAAACTTATTCTCAAATCGATGACAGTATG

GTTAGAATTCACTGCTTCAGTTGTAAAATTCCGTGTCG 

 



Potri.001G118800.1    (MYB family) 

CTCTTTCTCTCCCTCCATACATGGCTGTGCATATTTATTTATATATAAGCACTTGGGG

TGGGAAATATAAAGGTGGTTGTGGGGCTTTGAGTCTTTACAAGTAATAATATTGGCG

AGGTTTAATTTGTTTTAGTGGTGTAAACTTAGCTATAGTCAGCGAGCTAGCTAGTAC

TGTGTGCAGTATGGGAAGGCAACCTTGCTGTGACAAACTTGGGGTCAAGAAAGGTC

CATGGACAGCCGAGGAGGATAAAAAACTCATCAATTTCATCCTCACCAATGGCCAG

TGCTGTTGGAGAGCTGTCCCTAAGCTTGCAGGACTCCGACGATGCGGCAAGAGTTGC

CGGCTTCGTTGGACTAATTATCTTCGCCCTGACTTGAAGAGAGGGCTTCTTACTGAA

GCAGAAGAACAGCTGGTTATCGATCTTCATGCTCGTCTTGGCAATAGGTGGTCCAAG

ATTGCAGCTAGATTGCCTGGAAGGACAGACAATGAGATTAAGAATCACTGGAACAC

TCATATCAAGAAAAAGCTACTCAAGAGGGGAATCGATCCTGTTACACATGAACCCTT

GCACAAAGAAGCCAGGCCTGAAGAAAGTTCATCGTCTCATGCTGATATTTTGCCGGA

ATCTAGTAACAACAATGTTATGCAAGAAAATGATGGCATCGTTATTAATTCGGACGA

TAATCCAAGATCACCTACTGAAAATTCTTCTAGTCCAGAGGATTCGATCTTGTTAGA

TAGTATTTGCAATGATGAAATGTTACTGAACAGCTTGTGGATGGAAGAGCCTCCGCT

AGTTGATGCATCATGGAACAATATAATTCCTCCGGCTGCGGCGAATACTAACGACGA

CACGGGTTATCCTTCATGGGAGGAAAATTACACATGGTTATCGGACTGTCAAGATTT

TGGCGTTCACGACTTCGGGCTCGAATGTTTCGACAGCATGGAATTGAGCGCACTTAG

CACATTAGAGATGGAACACAAGCACTAG 

 

Potri.001G157700.1    (C2H2 family) 

CCTTCTTCTCTGCAAAGCAAGCTTTATAGAAAGAGGCTAGAGAGAGAAAGACAGCT

AAAAAAAGAAAGCTTTGATCTTTGCTTGCTAACTGCTTCAATGGAGAGGCATAAATG

CAGGCTCTGCGTTAGAACTTTTCCGAATGGCAGAGCTTTAGGTGGTCACATGAAGGC

CCACTTGGCAGCAACTCGGCCGCAACTCGGCCTTGATCGTAATGAGTCGTCCTCTTC

CTCGTATTCTTCTTCTGCTGGTGAAGAAGAAGTGCAAGAAGAGCAAGAAATCATCA

AGATCAAAGAAGCAGTTGAAGAGAAGTCTCTGGCTTATGGATTGAGAGAGAATCCC

AAGAAAAGTTGCAGGCTTGCAGATCCTGAGTTCTCTTTTGCTGTTGATACTGGGTCT

GTTGTTGTGCAAGATAGGGAGAGTGAGACCGAGTCAAGAAACCCAACTCGAAGACG

ATCCAAGAGGATCCGTAAATCATGTGGTTTTGGAGAGAGTCAGAAGCAGGATTTTG

ATGTCAAGAAAGTAGTAGACTTCAAGAATCCGAGTTGGGGCGAGTCATCATCACCA

GCTGAGCCGGAACCGGTGAGTTCTGTTTCTGATACCTCTCCTGAAGAAGATGTTGCT

AGGTGCCTTATGATGTTGTCAAGAGACGTTTGGATGAGAAATGATGAAGAAGAAGT

TCAAGAACAAGGCGGGAAAGATGGAGAAAAGTCGGTCGATATGTTGGAAGAAGCA

GAGGAGATCAAAGTCAACAAGATTCGCGGGAAGTTTAGATGTGAGAAATGCATGAA

ACTGTTTCGATCTTCAAGAGCATTGAGCGGTCATAAGAGGATTTGCTCGTTAAATGC

AACTGAAGCAAGAAATATTGCCGCTGCAGGTGATGCTAATGACAGAATTTTTGAGT

GCCCCTATTGTCTCAGAGTGTTTGGGTCTGGGCAAGCACTTGGTGGACACAAAAGAT

CGCATCTTATAGGTTCTTCAACTAGTACTAATGCTGTTGCTGAAGTATCAACTAAACT

CGAGAACAATATGATAGATCTTAACTTGCCTGCTCCAGTGGAAGATGATGAATTCAG

TGTGGTGTCTGATGCATAATCCATTAATAGTACTCAAGCACACCTCTG 



Potri.001G235500.3    (MYB family) 

GAAAATGATGCAAGACGAGATCCGAAAGGGTCCATGGACAGAAAAGGAGGACATA

CTACTGATCAACTTTGTGCACTTATTTGGAGATCGACGATGGGATTTTATAGCAAAA

GTATCAGGTTTGAAGGTGGCGGGAGACACGTAATAGGTATGAATGTATGGCGATGG

GTGGTTTTGTAAAGGAACTACCTTTAACAACCAAGTTTTGTTGTAGGTTTGAACAGG

ACAGGAAAAAGCTGCAGGTTGCGATGGGTTAATTATCTCCACCCTGGTCTTAAGAGA

GGGAAGATGACACCTCAGGAAGAAAGACTTGTGCTGGAACTTCACGCCAAATGGGG

AAATAGGTTTGAGATATGATCAGAAGTTTGCTTCTTTTTTTCTTCTCTCTTAATTTAAT

CATAATCCAACCACTTATATATTTACTGTTTATTTCCTCCATGATGATTCTTAGATAT

TACTGAGAATTTTCCCAATTCTGATTTACAAACTTCCCTTTAATTTACTATGCCTGTTT

TAGTATAAAGCTTATATAACCATCATCTCTTTTGCCCTCATAATTTCTCAGATTGTGT

TGATCTTCACTGAGTATTTGGTGGTAAAAAATTTATCATGTGCAGATGGTCAAGAAT

TGCTCGCAAATTACCTGGACGTACTGATAATGAAATAAAGAACTATTGGAGGACTC

ATATGCGGAAGAAGGCTCAAGAGAGGAAAGGGGCCATGTCCCCTTCACTGTCATCT

TCAAACTGTTCCTCTTCATCCAATACCACTACAGTGAATTCATCACCTCTTCCACGAA

CTGGAGAAACAAGTTTCTATGACACAGGAGGGCTCGAACAAGTTGCTTTAGCAGGG

AAAAATAGCGAGGCAGTTCAAGGAGGTGAGAAGGGATACTCGATGGATGACATATG

GAAAGACATTGAAAACACTATTGAACCAGTTTGTGATGGGTTTAGTGAAAAAGGTT

GCAATTTTTCTTGTCCTTCGTTGGCTTCGCCGTCATGGGACTATTTCCCAGACACCCT

TTGGGGTTTCGGTGAAGAAGAGGGCAAGATATTTCTCCCTTACGACGATGGGACAA

CGATTTTGACTGGCTAA 

 

Potri.001G235800.1    (C2H2 family)  

CAGCCACCTTCTTCTTTCGAAGCTTTATACTTTGTTGTTCTTGCTCATCGTATAAACA

CAAATCATACTATATATCTAATCTATAGATTTAATTACCATGAAGAGAGATAGAGAA

CAGGCAGAGATAGACTTGGCCAAATGCTTGATGCTACTTTCTAAAGTTGGCCAAGCT

GATCACGAGATACTAACTAATTATAGATCAGCAGCAGCAGCAGCAGCAGCAGCAAC

GGCAGGGGCCGGGGCCGGGGCCGGTCGCTCATTTTCATGCAAAACATGCAACAAGA

ATTTCCCTTCATTTCAAGCATTAGGAGGCCATCGTGCAAGTCACAAGAAACCAAAAC

TCAAGGAATCAACTGGGAACTTGTTGAAGCTGCCTAATTCGCCTTCAAAGCCAAAAA

CTCACCAGTGCTCCATTTGCGGCCTTGAATTTCCTCTCGGGCAAGCACTTGGAGGTC

ACATGAGGAGACATCGGGCGCCTCATAATGTTGATACCACCAGTACTAGTAGTAAA

GATCATGAATTGGCAGCTGTGACTCAGCCGCCTTTCTTACCCGCTGTCCCAGTTTTGA

AGAGATCCAATAGCAGCAAGAGAGTTCTGTGCTTGGATTTGAGCTTGGCCCTGCCTA

TGTATCAGAATGACTCGGAGTTGCAGTTAGAGAAGGTCGATCGTCCCATGTTGAGAT

GTTTTATCTAACCTAATTTGGAGCTTGGACATATTTTTTTCTCTCCTTATTACCAACTT

CTGCTACTATGTAGTTGGG 

 

 



Potri.001G249900.1    (C2H2 family) 

TGCTATGCTATACTTTCTCCCTTGCTTCTTCCATCATTCCTTCTCACATGACTCCCCCT

CTCTCTAGGACAGGAATGCCGATGTCCTGAAGAATTACCAGAGCTCAAGCTGATTCC

AAAATTAAACAATGGCAACCAATAGAGGTTTAGTCTTCAACAAATTCCTCTCTTTCT

TTATCCTTCTTCTCCATCTTGGTTGCTTTATTTTCAAAGCCAAATTAGATGATCGCCA

TCCAGCCAAGAAACGCAAAAAAGTCTCTCCTCTTGCTCCCATTTCTTCTTCTCATTCT

CGCCTAAAACCCCACAAAGCTCTCTCTTCCTCTTGGTCCTACCTCAAAAGCATTTTCT

CTGGTAAAACGTCCAAAACCCAAACTCAACCTGCAGCTCCGACCCTAACCTCAGCA

AGATCATCACAGCAATCCATTGTCTCCATGATCCTACCTGATCAAACTCACTTGTCC

GAACTTCCACCAAGGAAAAAGTCAACTGGGTCCTGCGAAGAACCCGACATCTCAAC

AGACCACCAATTCTTTCCTTTGAGAAATGATATTTTTCCATGCACAGCTTGCGGTGA

AGTTTTCCAGAAACCTCAGCTTCTTGAACAACATCAAGCTATCAAACATGCTGTCAC

ACAGCTTCTAGACGGTGATTCAGGCAAGAATATAGTCGATATCATATTTAAAACTGG

ATGGTCTTGTAAGGAGAAGAGCCCAGAAATCCGTAGGATTTTGAAGATCCATAATA

GTCCAAAGATATTGTCAAGATTTGAGGAGTACAGAGAGTTTGTCAAAACCAAAGCA

GCGAGAAACAGTCCTATCAAGAGACGAGATGAGAGGTGCATTGCTGATGGTAATGA

GCTCTTGAGGTTTTTCTGCTCAACTTTTATGTGTGATTTAGGACTGAATGGGGATTCT

AGTATTTGTAACCAGCAATATTGCAGTGTTTGTGGGATAATCAAGTCTGGTTTCTCA

CCAAAGATGGATGGAATCTCTACACTGTCTACTAGCTGGAGAGCACACATGGCGTTC

CCTGAGGAGATTGAAGAGGAGTTCAAGTTCATGAACGTGAAACGGGCTATGCTAGT

CTGCCGGGTCGTGGCGGGTCGGATCGGGTGTGACTTGGACGAGGATATAGACAAGC

AGGATAGTGGGTCTGATTCTGTCCTGGGAAGAGGTGGCAGTGGGATCCACACGAGG

GTGGACGAGGAGGAGCTGTTGGTGTTTAATCCAAGGGCTGTACTTCCCTGCTTTGTT

ATTGTATATACTGTGTGAGTGTGATCATGGTAATAGCGTCTGATCCCTTCTGCTTGTG

TTTTTAATTTTGATGGATTTGTTAAGCGTGATGTGTGGTGGTGATCATGGCTTTTGAT

TTTACTTTCTTACTTGATCCGTGACTGTGACCAAAACATGGTCAGTTGGTCTCGACCC

CATTAC 

 

Potri.001G257600.1    (NF-YA family) 

TGAAGGCATGCGGTCAAAGCCTGAGAACACAAATGGTCTAGATGCTGATCTGAAGG

ACATTGAATACACCGTTAACTCTGAACCCTGGTGGCGCAATATCGGTTATAGTTCCA

TACCTCCTGCCATGACTGGGGGAAATGCATCCAACTTAACCACACCAGAAGGACAT

AATGGTTCAGAATCAAATGATGATCAGTCTCTGTCGAGTGGTAGATTGAACGAGGA

AGATGCTGATGCTAACAAAGATTCCCAAGCCACTGCATCGTCTCAATTAGGGAATGG

TTTACATTACCAAAATCTTCAGAGTGTTGTGTCAAGTATGACTAGAACGCATGATGG

CCTCTCCCAGTCTCCACAGTTTGAGCTTGTTAGTCACTCTATTGCATGTGCATCGAAT

CCATACCAGGATGCGTATTACAGCGGAATGATGGCTTATGGACATCAGCCTCTGGGT

TACCCTCATTTTGTTGGAATGCCACATGCCAGAATGCTCTTGCCCCTTGAGGTGGCTC

AGGAACCGGTTTATGTGAATGCCAAACAATACCCGGGGATTATTAGGCGAAGACAG

CAACGTGCAAAAGCTGAGGTTGAGAAGAAGCTGATAAAATCTAGAAAGCCATATCT

TCATGAATCTCGGCACCAGCATGCTATTAGAAGGGAAAGGAGCTCTGGAGGACGTT



TTGCGAAGAAAAGTGGTGATGATGCTTCCAAGAACACATCTGAAAGAAAGCTCAAT

GGTTCTGGTCCACTTCGTGCATCTCAGTCAGGGAGTTCATCAGGTTCTGAACCATTCT

CCTCTGACTCTGTTGAAACTTTGAAATCCTCTGATGGTCAAAAAGAAGCAAGGGCGT

CCCAAGTGCATGACACTTTTGAAGCTTATGGGTATGCAAATAGAGATGGCCATTATC

AGAACCACCATGGCTTGCAATCCTCTACATATGGCCTGTACTTGGGTGAAAACAAGG

ACGGAGACCGTTCACGTGAAAACGAGGATGAAGATCATCCAGGCCGGCAGCTGAGG

AAGCAGGCCAAAACGTCTTCTGCCCACCAGTGAACCGTGCATGCTAAGTGGATGCC

AGGACTGGAGGGTTGATTCA 

 

Potri.001G266000.1    (NF-YA family) 

CGTGAATGATGCCGGCAAAATCTGAAAAAGAAGATCGACGTTTAGACCACAGTGGA

CAGAGCCTGTTCCAATCAAACGTTTACTCCCAACCTTGGTGGCGTGAAGTGGGGAAC

AATCCCTCTTTGGGCGAAACTGCATCGAAGTTGTCTTCAGTGGAGAACCTGAACGGT

TCTCTTCTGAATGCAGTGACACAATCAAAAGTTAATACTGGCTTACAGAAAGGAGCT

ATATTGAACAAAGATACGCAGACCGATGTAACATCACTATCTGATGAAGGTACTGG

GCAACACCATCTCAATCATGTCCCATCACCAACAACTGTTACTATGGACGGACACCT

TGAACCAAATTCCCAGATGGAACTTGTTGGCCACTCAATTGTTTTGACTTCACATCC

ATATACAGATCCACAGTACGGTGGGATCTTTGCTTCGTACAGACCACAAGCTATGGT

GCCTCAATTTTATGGAATGACTCACGCCAGGATGCCTTTGCCCCTTGAAATGGAAGA

GGAACCTGTTTATGTAAATGCAAAACAGTTTAATGGTATTATGAGGCGAAGACAGG

CACGTGCTAAGGCAGAGCTTGAAAAGAAAGCAGTAAAAGTTAGAAAGCCATATCTT

CATGAGTCTCGACACCAGCATGCTATGAGAAGGGCAAGGGGTTGTGGAGGCCGTTT

CCTTAATACAAAGAAGCTTGATCATAATGCTGCCAATCCAACGTCAGATAAAGGTAC

TGGAGATTTGGATTCCTCCGGTGATCTGCAGGAAGGAAAAGAGTCCATGGTTCAAG

ACATGCAAACACACGCTTCCTCCAATTGCCATGGTAATGGCAATGGACTCTCATCAA

GATATCATTCATTATCAGATGATGGCAGCTTCTTGGGTCAGCAGAAGGAAACCACAC

ATGGGAATGGGGTGTCTAATGGGAACGTCTCCATTTATTAAATTTCCACCTTGAGTT

GCAAAGCT 

 

Potri.001G268200.1    (C3H family) 

GCAAATTCACATGATCGACGACACCCTTCTATTTCGCTTCCGTTTCATCTCCTCCTCT

AGTTCTCGTTTTCTTTTCTTTCCAGCTACTACTGGTAATCATTATATAATAATAATAA

CCATTTAAACAAATACAGGCACCAGACAGGCTAGGGTTTCAGTTATCCTTTCTTTTTC

TTTTTCCTTTTTTTTTTTAATAAAATCGTTTTCCTTTTCTTTCAAATTAATATCCTTCTC

CATGTCTAAAAGGGTACTTTGCAAGTTTTTTGCTCATGGGGCATGCTTGAAAGGGGA

GCATTGTGAATTTTCACATGATTGGAAAGATCCTCCAAATAATATTTGCACCTTTTAT

CAAAAAGGTATCTGCTCTTATGGTAGCCGATGCCGATATGAACATGTTAAACCTTCT

AGGCCTGAATCTACTGCATCATCTTCATTGACAGTTCCTTGTCAACCTCTGGGCTCAA

ATTCCGTGTCCCTGGCCCTTCCTGCAAGAAATGTATCGAATGGGGTGACAACAGTAC

CGGGTGTTCCTCCAGAGCTTTCAAGTAGACCCTTTATTGCTCCCACTGCACCAGAAT



GGAATTTGGAGTCTGCACAACATGACTTCTTAGAAGATGGTGAGGTTATAGAGCCTA

GGAATGTTAAACCAGCTGACCGATCTATCTGTTCATTTGCTGCTGCTGGTAGTTGTCC

TCGTGGAGATAAATGCCCCCATATTCACGGTGACTTGTGTGCCTATTGTGGAAAGCA

TTGCTTACACCCTTTCAGACCTGAAGAAAGAGATGAACATTTGAAAGCATGCGAGA

AGAAGCAAAAGAACCTTGATTTGTTAAAATATAGTCAAGAAATAGAATGCAGTGTA

TGCCTGGATCGTGTACTTTCAAAGCCCACGGCAGCTGAACGAAAGTTTGGTCTGCTA

TCAGAATGCGATCATCCATTCTGCATATCATGTATTAGGAACTGGCGTAGTAGTTCC

CCAACCTCTGGAATGGATGTCAATACTTCATTGAGGGCTTGCCCAATATGTCGCAAG

CTTTCATACTTTGTCATTCCAAGCGTTATTTGGTATTCCTCTAAAGAGGAAAAACAG

GAAATTGTTGATACCTACAAGGCAAAACTCAGGTCAATAGATTGTAAACACTTCGAC

TTTGGGAATGGGAACTGCCCATTTGGAACCAGCTGTTTTTACAAGCATGCATATCGA

GATGGCCGCCTGGAGGAAGTTGTTTTACGTCATCTTGGAACTGATGATGGACAGACT

GTGATAGCTAAAAATATCTGGCTGTCTGATTTCCTCGGTAGCTTACAAATAAGGTGA

GCTGGTGGTGTTTGAATGTTTTTAAAGGATATCTATCAATGTCAAGACATGCACTCA

ACTTTATTGTGGAAGGTCTTCAATCTCCAGTGCCGAATCATGTTGTTTGTGAGGATG

GCTTTCTGGAGGAGACTAATTTGTGGGAAGCTGAAAGATGTGCCGTTGTGTCATTAT

AAGCTGCATCTTAAGTTATTTTGAAATAATAAAACGAAGAACATGTCAAGGCATTGA

AAGGTTTTGAACAGCGTTGATAAATTATGTACTTGTGAAGGAAAATGATTTGAATAA

TGGATGTTTGCGATTATAGTTTGCTTCCCTCACACCAGAAAGGACGGCGAAAACTAC

AGGGTTTCGCCCTAATGGTTTGTAATAATTTGAAGTTTTGAGGACAATGTCAGGATG

TTGTGGTGCATCATACTGGTGTTGCCTCTGTATAAAAGTTTTGAACTTTGAGGTATAC

ATGAGATTTGATACAATGTAATTCATTTGTACCTAAGCCATGTACATCTTATGACG 

 

Potri.001G273700.1    (HSF family) 

GCAGAGGTCTAGCAGCAGTACATGTCATTTGCTCCCTCTGGTGTAATTCATAGCTGG

TAATGGCTTTTACAGTGGATAGATGTGAAGAGATGGTGTTTACTGTGGAGTCTCAAA

AGGCAGTTCCTGCACCATTCTTAACAAAAACATATCAGCTGGTTGATGATCCTCTTA

CTGACCACATTGTGTCTTGGGGTGATGATGAAACCAGCTTTGTTGTGTGGAGACCTC

CTGAGTTTTCAAGGGATCTTCTTCCCAACTATTTCAAGCACAACAACTTCTCAAGCTT

CGTCAGGCAGCTCAATACCTATGGATTCAAGAAGGTAGTAGCTGACAGATGGGAGT

TTGCAAATGAGTACTTCAGAAAAGGAGCAAAGCACTTGTTATCTGAGATCCACAGG

AGAAAAACATCCCAACACCATCACCAGCACTACCCTGAGCAACCACCCCAATTTTTC

CAACCAGAAGATGGTTTTAGTTGGATCGACCCTCCATTTCAATCTCCAAAATCAAGT

ACTGACATCCTAACTGCACTCTCAGAAGATAATCAGCGACTGAGAAGGAAAAACTG

CATGCTTTTATCAGAACTCTCCCACATGAAGAACCTCTATAATGACATTATCTACTTC

ATCCAAAACCATGTAAAACCAATGCCCTATGAGCAAAAGGCTTATAATGCAGCACC

TAAGCTAATAGAACTGGGCTCTTCATGTCAGGATCAAACCATTTGTTCTAGCATTCA

AAGAGCTAAGAATGGTACTGTTTTGGGTCAGCATTCATTGACATTAAGTACTGAGGA

ATCAACTAGTCCTGTGAAGCTCTTTGGAGTCCCTCTCAGTGGCAATAAAAGGCTGCA

TCCAGAAGTGATCGATTAGCGGCAACAATATCGTAGGGTCTCCATTAATTAGCCTGT

ACCGCAGGTTGTAGTCGTTCTC 



Potri.001G372100.8    (NF-YA family) 

GCTTCTCTCTCGCCCTGCAAAACAAATACATAAGGAAGTTTGTGTATGAGATTTGAG

TTTGGGGACTCTGTGTGCATAACAGCCATGACTTCTTCCTTGCATGATCTTTCTGATA

ATAGTGAAGCTGATGAGCAGCAAAATGAATCAGAACCCCAGATTCAGTCTTCATCTC

CTGCAATGGCACAGGCACACCCGGGCTTCTCAACTCCAAATGTTCAGTATGCAACTC

CACAGCTTGGAGCAGGACATGCTATGGCACCAGCAACTTACCCATATCCAGATCCTT

ATTATAGAAGCATCTTTGCTCCATATGATCCTCAGCCATATCCTCCACAGCCCTATGG

TGCACAACCGATGTTGATGGGAATTCAGCAAGCTGGAGTTCCTTTGCCATCTGATGC

TGTTGAGGAACCTGTATTTGTTAATGCAAAACAGTATCATGGTATCTTGAGACGACG

ACAATCTCGTGCAAAAGCTGAATCAGAAAGCAAAGCAATCAAGTCTCGGAAGCCAT

ACTTGCATGAATCTCGGCATCAGCATGCACTGAAAAGAGCTAGAGGATGTGGGGGT

CGGTTTCTCAATTCGAAGAAACAAGAGAATCAAGAACATAATGGAGTGGCTTCAGG

TGACAAATCACAATCTAATATCAATCTTAATTCCGATAAAAATGATATTGTTTCCTC

AAATGACTAGTAGGGATA 

 

Potri.001G404400.1   (NAC family) 

CAATCTCACTACTCCATCAATGGAAAGAACTGATTCCTCCACAGGAGGTGCGGGCG

GTGGTGGTGGCGGTGGCGGTGGCCGCGGCTCGCAACAACCAAACCTTCCACCGGGG

TTCCGGTTCCACCCCACTGATGAAGAGCTAGTGGTTCACTACCTCAAGAAAAAGACC

ACTTCTGCCCCTCTCCCTGTGGCGATTATCGCAGAAGTTGATCTTTACAAGTTTGATC

CATGGGAATTACCAGCTAAGGCCACTTTTGGTGAACAAGAGTGGTACTTTTTTAGTC

CGAGAGACCGGAAGTACCCGAATGGAGCTAGGCCAAACAGGGCAGCAACTTCAGG

GTATTGGAAGGCTACAGGAACTGATAAGCCAGTATTATCTTCAGGAGGTACACAAA

AGGTTGGGGTTAAGAAAGCACTAGTCTTCTATGGTGGTAAACCTCCTAAAGGGATCA

AAACCAATTGGATCATGCATGAATACCGGTTAGCTGATAACAAAGTGAATAACAAG

CCACCAGGATGTGACTTGGGAAACAAGAAAAACTCTTTAAGGCTTGATGATTGGGT

GTTATGTCGGATATACAAGAAAAACAACACGCAGAGACCAATGGATCATGATAAAG

ATGATTCCATGGATGATGTGCTTGGATCAATACCGCCTTCGATATCAGTTGGAAGCC

ATCAGAATGGAACACTGCATCTTGCAAAAGGAACAAACTTTGGGGCATTGCTTGAC

AATGACCACAATTTATTCGAAGGAATAATCAGCAGCAGTGATGGTATCAGAAGCAG

CAGCTCTTCTTTGTCTCACATGGCCTCTTCAGTAACCAAGCGAGACCTACTTATGCTT

CCACCCAAAAGAACACTCCCATCACTATATTGGACCGGCGAGGACATGGTTGGCCC

TTCATCAAGTAAGAGATTTCAAGGGGGTATTAATGGTGATGAAATTGTTGTGAGGAC

CGATGGGAATAGTTCCGTAGCTACCCTGCTCGGTGAACTTCCACAGACACCTCAATT

GCACCAACAGACAATGTTGGGATCTATGGCAGATGGGATTTTTAGGTCACCATATCA

AATTCCAAGCATGAATTGGTACTCTTAA 

 

 

 



Potri.002G042000.1    (bHLH family) 

ATGGGTGAGAAATTTTGGGTGAAAGAAGAAAATCGTATGGTGGAATCAGTGCTGGG

TGTTGAGGCCTGTGAATTCTTGATCACGTCGGCTTCTAAAAACATTTTGAATGATTTG

GTTTCGCCGCCTGCTAATTTGGGTGTGCAGCAGGGTCTTGGTAAGGTTGTAGAAGGT

TCTCATTGGAATTATGTGATTTTCTGGTATGCTTCTGGCTTGAAATCTGGTGGGTCTA

TATTGGTCTGGGGTGATGGGATTTGCCAGGACCCGAAGGGTGGAGGGGTTGTACAT

GGAAGCTCCAGTGGGGATGGCAAATTGGAGGGAGTAGAGAAAAGAAAAGTGAAGA

AGTGTGTGCTTCGAAAGCTTCATGCATGCTTTAATGGATCAGATGATGGTAGTTTTG

CGGCCAGTTTGGATGAGGTTTCGGATGTGGAGATGTTTTATCTAACCTCAATGTATTT

TACATTTCGGTGTGATTCAGCATATGGCCCTGGAGAGGCATTCAAGTCTGGTAGGTC

CATTTGGGCGTCTAGCATGCCTAGCTGTTTGGATCATTACCAATTGAGATCAGTTTTA

GCCAGATCAGCTGGGTTTCAAACAGTGGTGTTTTTACCTGTTAAGTCTGGAGTTCTA

GAGCTCGGTTCTGTCAAATCAATTCCCGAAGAGCATGATTTTGTGGAGAAGGCAAA

AGGTTTGTTTGGGGCTTCTAATAATGCACAGGCAAAGGCAGTTCCAAAAATTTTTGG

CCGCGAACTGAGTCTGGGTGGCTCAAAATCACGATCAATTAGCATTAACTTTTCCCC

AAAGGTTGAAGATGAACTGGTTTTCACTTCAGAATCTTATGCAATGAAAGCAACAA

GCACGAATCAAGTTTATGGAAGTACTTCCAATGGGCGCCCTAGTGACAAGAGTGAA

GCAAAACTGTTTCCGCATCTGAACCAAGCAATTGTGGGTTTCAATACTGAAACAGTG

GTTGGTGGTTTGGAGCAGCCAAATGATGACTTGTCCCCTCAGGGTGATGAGAGGAA

ACCAAGGAAGAGGGGAAGAAAGCCTGCCAATGGAAGAGAAGAGCCACTGAATCAT

GTGGAAGCAGAGAGACAGAGGAGGGAGAAGCTCAATCAGAGATTTTATGCTTTAAG

AGCTGTTGTCCCCAATATCTCTAAAATGGACAAGGCCTCTCTGCTTGGAGATGCCAT

TACCTATATCACTGATCTCCAGAAGAAGATTGGGGCTTTAGAAACAGAAAGGGGGG

TGGTAAACAATAATCAAAAGCAGTTGCCAGTGCCAGAGATTGATTTTCAGCCTGGAC

AGGATGATGCAGTTGTGAGGGCAAGCTGCCCTCTGGATTCTCACCCAGTTTCTAGCA

TCATAGAAACATTCAGAGAACATCAAATTACAGCTCAAGAGTGCAATGTGTCCATG

GAGGGTGATAAGATTGTTCACACATTCTCTATCCGGACTCCAAGTGGTGCTGCTGAG

CAATTGAAGGAGAAACTGGAGGCTGCACTTTCTAAATGATCTCATCTCACTGTATAT

TTCTATTTACATCATCAGACTATCTCATGCATGTCCCGGTCCTTGTCAAAAATGGGAT

TTTGTATCGATAGATGATTAGCTTCTGTAGTCAAGTTTTAAAAGAGAGCAATCCGTG

TTCCGATCATTGCTGTATGGTCGTTTAAAAAGCTACCAAATAGACAGAACAGAATGT

ATGTAACAATACTAGGAGAAAACTCTGAAATCACTCCTCAGGAAAGCTCCAACTGG

GAAGTGGACACCATTATTGCAAAACAGTCTGAATCATCCACCTACGTTGTTCTGTCT

ATTTTCTTGCTTCAATGTGTTTCTCATGTGTATCTCGAGGATGTCAACGTAGTGTATT

AGACCCTACTTTCAGAACATTGCGTG 

 

Potri.002G058800.1    (Nin-like family) 

ATGAATATCCAGCAGCAGCAGCAACCGAATCAATCAAAACCGCCCTCCTGGGAAGC

CATCTCCAAGCACTTCTCTCTTCCTCTCTCCGATGCCGCTAACAATCTCGGCGTCTGT

GTCAGTGTGCTTAAGAAAATCTGCCGTGACAATGGTCTTGATAGGTGGCCATATCGC

AAGTACTTAGCTGGAAAGAGTATAGAGGACATTAGAAGGTATGCTGCTAGAGAAAA



AATCAAAGCCATTGCCGACCTCGCCAAGGCTGCTAACAAAAGTGGTATCCAGCAGC

AAAACAATGAGAATTCCAAACCTCACAAATTGCAGCAACAAGGAACTAAGGATGTT

CTAGTTGGGCGGCAACATATCACGCTCACTCCAGGGTTGGCAAAAGGATTGATGGG

TTTGGATGAGTTTAAATATGGATTTCCATCAGATGGTTTATCAACAGCTACGAATAA

ATGGTGGGGTAGCAGCCTGTCTGATACTCAAAGGGCCACTGATAGAGCTGGAATTG

AGACTGATGAAGATGACGGCCGTCAATCTGAAGAAAAGGTAGATGCTGGTACCAGT

GTGGTGATTGTAGACGAAGAGAAAGGTGAGAATGGAAAGATGGAGAGTAATGAAA

TTGATCCACAAGGGACTGGTTTATTAACGTCTGTTAGGAAAAGAGCTGCTGAAGAA

GGGCGAGAAGCACTTAAACTTGGTGTCTACCGCACTTATGGTGTAAACAAGTTAGGC

AGGAAACAAAGAGCTTTGCTTCTTCGAATATTTGGATCTTCATTGCCAAAACAATGG

ATTCAGGACTTCAGTTCAAATAGAGGTGGATTGTAGACATGAATAAC 

 

Potri.002G108400.1    (bHLH family)  

ATGGAAATTAATGGACATGATTTCTTAGAGGAGTTAATAGCTCTAAGTAGGGAATCT

TGGCAACCCACTCCAAATTATCCATCAGAAATGAATGAGCTTTTCTCTGGTAGCTTT

AACCATGGTTGCTTTGAAGAAATCCCAGCTACACTCCCACAAACTTCTTTCTGTCCTG

AAGGATTAATTTCATCTCCTCTTAAACAAGACTTCAACAACTACTACTTTAATGAAG

TCTTCTGCCCATTTGGTGATGAGTTCTCAGCACCACAGTTCACAGATGAGTTCTCTTC

AGCCCCACAATTCACCGATTCTTCCTATAACACGCTTGACACACCACCATTTCCTGTT

CAAGACGATACTCCAATGTCCATGATGGAAGATGAGGAGCTGGGTCTGCTTGCTAAT

GATCAACAGAATTTGCAGATGCAGGGTACTTGCAAAGTTGAGCCCATTCAGTCGCCG

GAGGTGTCGGCTTTCAATGCTGGTATCTGTCCAGAAAGAAAGATTAGAGGCAAGAA

GATGGAGGGGCAACCATCAAAGAACCTAATGGCCGAGAGAAGGCGAAGAAAGAGG

TTAAATGACCGGCTTTCAATGCTAAGATCAATTGTTCCTAAAATCAGCAAGATGGAC

AGAACATCAATACTTGGAGACACAATAGATTATATGAAGGAACTATTGGAGAGAAT

CAACAGCTTGCAACAAGAGATTGAAGTGGGTTCAGAGGAGTTGAAGATGATTAGCA

TTTTCAAGGACACAAAACCTAATGAAATTGTTGTGAGAAATTCACCGAAGTTTGAAG

TGGAAAGAAGAAATGAGGATACAAGGATTGATATTTGCTGTGCAACAAAGCCAGGG

TTATTGCTATCATCAGTAACAACATTAGAAACATTAGGCCTTGAGATTCAGCAGTGT

GTGATTAGTTGTTTCAATGACTTTACAATGCAAGCTTCTTGCTCAGAGGAATTGGAG

CAGAGAACACTAATAAGTTCTGAACACATAAAACAGGCCTTGTTTAAAAATGCAGG

ATATGGAGGGAGATGCCTGTAGACAGTAAAGGAGTAGAAAAAGGAGGAAATTGCA

GTGAAGTCTTTTAAGAGACATTTTCAAATCTCTTTTATTTCGAAGAGGATTTCAAGTG

AGGGAGTTGTTAACTTCACTTTTTAAAATAAGTTGCGTCTGCTCATCAGAGCTATGC

ATTATCTACTTCAATGTGAGATCTTTATTAATCCAATTGCTTTAATATCATGAGATTG

TTATTTCTTTTCTCTCTCTTTTGTGTGTGTGTTGTGTGTGTGTGT 

 

Potri.002G124100.1    (WOX family) 

GCCATGGGAAGCATGAAGGTGCATCAGTTGGCACGTGGATTTTGGGAGCACGAACC

CTTTCTTACGCTGGGTTTCAAGCGTTTACGCCCTCTCGCTCCCAAGCTGGCCAACACA



GATCATAGTGCTGCCTCTTTCGATCTCAAGAGCTTCATTAGACCCGACAGTGGCCCT

AGAAATCTTGCCTCTTCTGACGAGAAGAAAGATTCCCCTCAGGGGGAGACGCACCC

GGGAGGGACACGTTGGAACCCAACGCAAGAGCAGATAGGTATACTAGAGATGTTGT

ATAGGGGAGGAATGAGAACTCCTAATGGGCAACAAATAGAAGATATCACTGCACAA

CTAAGCAGATACGGCAAGATTGAAGGGAAGAATGTTTTTTACTGGTTCCAAAATCAC

AAAGCCCGCGAGAGGCAAAAACAGAAGAGGAACAGCCTTGGTTTAAGCCATAGTCC

GAGAACCCCATCTCCCGTTACCATTATATCTTTGGATACTAGGGGAGAGGTGGAGGG

AGAGGAGGATAGTCCATACAAAAGAAAGTGTAGGAGCTGGACCTTTGAGTGCTTGG

AATTAGAGGACAGCAGGTCATGTAGAGAGAAGGGAGATAGAACTCTCGAGCTTTTC

CCATTGCACCCGGAAGGCAGATGAAGGG 

 

Potri.002G124800.1    (HSF family) 

ACCGCCATATCCATATTCACACTCTCTTCCTTATCCCTTACCTAGCTATCACATCCAA

AACCGTCACTGTTTCTCTCTTACACCTCTCCTGCAAATTAGCAGGCGCTTTTGATCTC

CAATGGCTCTCATGTTAGATAACTGTGAAGGCATATTACTCTCATTAGACTCCCACA

AATCAGTCCCAGCTCCTTTCCTTACCAAAACCTACCAACTGGTAGATGATCCAGCCA

CTGACCACATAGTTTCTTGGGGTGAAGATGACACTACTTTCGTTGTTTGGAGGCCAC

CTGAGTTTGCTCGTGATCTCCTTCCTAACTATTTCAAGCATAACAACTTCTCTAGCTT

TGTCAGGCAACTCAATACCTATGGGTTTAGGAAGATTGTACCTGACAGATGGGAGTT

CGCTAATGAGTTTTTCAAGAAGGGAGAAAAACATTTACTTTGTGAAATCCATAGAAG

AAAAACAGCTCAGCCACAAGTAGCCATTAATCAGCACCACCCACATTCTCCTTTTGG

TGTTAACGGGCCCAGTTTCTTTCCTTTCCCAAGCAGAACCAGCATCTCTCCATCTGAT

TCAGATGAGCAAGCCAACAACTGGTGTGATTCACCTCCTCTCACTTCACCACCAAGA

GGAGGAGTTGCTACCGCCACAGTTATTGGTGGTGGGGGTGGATTTAATAGTTCAGTC

TCTGCGTTATCAGAAGATAATGAAAGACTAAGGAGAAGCAACAATATGCTAATGTC

CGAGCTTGCGCACATGAAAAAGCTTTACAATGATATTATTTACTTTGTCCAAAATCA

TGTCAAGCCTGTTGCTCCCAGCAATTCCTACTCTTCTTCTTTGCTTCTTTGTGGCCCAT

CACCTTATGCTACAACAAATCATGTTACTTCTAATGGTTCTCTAGTACAGAAGCCCTT

AAACCAGCTTCTTGGGTACTATCCTACAACTGCTCCAACTAACCCTAAGCAAATCCC

TCAAGTTCATGTTTTGATCAACTCACCGACAACTACTTCACAGAGCTCTTTGACCATT

CTTGAAGAAGCCAACAACAATGGTTGCAAGACAAAGTTGTTTGGTGTGTCATTACAA

ACAAAGAAAAGATTGCACCCAGAGTATGGTTCAAATCCAGGAAATATGGAAACTAG

CAAGGCTCGTTTGGTGTTGGACAAGGATGATTTAGGATTGAATCTTATGCCTCTTTC

AAGATGTTAGTATCTTCAAATCAATTCTAAAGATCTGAGCTTTTTGGGTTTAATATTT

ATATCTTTTCTTAGATTTTATTTCTTGTTTGATTTTCATTGTCTTCTTTGAGTCTTAAG

ATAGTCTGAGATGATAGTAGGCTACTAGCTCGTGTTAATGAAAGAAACATGCGTGTG

CGTGCGTGTTGGTTTTTGTGACCTTGTATATAACTTTAGTGCCGGGTATTTTCTTTAC

CCCCCACAGCCATGAATGCAGGTGGGGTTTGGTTAGAATGAAGATCAAATCAAATC

AAGTTTAAAAATCACAAGTCCATTTCTAAAGAGATGTCCTTTC 

 



Potri.002G138900.1    (WRKY family) 

AGTACTGCTTGTGTTAGCTTGACACATGCACCAAATAAGCCAATAAGAGGAGGAGG

AGGAGGAGGAGGAGGAGCAAAGCTTCTTGATTAGAATGGATCAAGGAGGAAGAGA

AGTTCCAAATTACGGGCTACAAGTCTCTTTCTCTACACCACAAGCAATCCATGAGAT

GGGTTTTGTTCAATTTGAAGAAAACCAGGTCTTGAGCTTCTTGGCCCCTTCACAATCT

TCTCAGATATCTCAACCGCTCAATACTAATACAACCACCAATATTCACATGGGGTTT

AGTCATAATGATGAGCAGGTGGGGACAATGGATCCAAAGCCTTCCAGTGACGAGAA

CTGCACTGGTAATGCTAACAACGATGGCAACAATTCATGGTGGAGGAGCTCATCCTC

AGAGAAAAACAGGTTGAAAGTGAGGAGAAAGCTTAGAGAACCAAGGTTTTGTTTTC

AGACAAGGAGCGATGTGGATGTTCTTGATGATGGTTATAAGTGGAGAAAATATGGC

CAAAAAGTTGTCAAAAACAGCCTTCATCCAAGAAGCTACTATCGTTGTACTCACAAC

AACTGTCGAGTGAAGAAGAGGGTTGAAAGATTATCAGAGGATTGTCGAATGGTGAT

AACAACCTATGAAGGCAGACACAATCACTCTCCATGCGAGGACTCAAATTCATCAG

AACATGAATGCTTTACCTCTTTCTAATACATGCTTTAGTTAAAGTATTAAGAAAGAC

AATGTTGTAATATTAGAATCATAATGTTTAACGTGTCATCAGCTTGTGACAATATTTG

CTAGTACATGATTTTGAGGGGTTTTCATCTTCCCAAGATCAACAAATTCTGACAATTC

TTGATATTCATTTATTTGGATATCAATCTGAG 

 

Potri.002G159400.1    (bHLH family) 

ATGGCTCATGTTGTCCAAAGCCAGCAGGCAATACTAGAGAAGCTGAGGAAACAGCT

TGCAATTGCTGTGAGGAGTGTACAGTGGAGCTACGCAATTTTCTGGTCACTGTCAAC

CAGACAGAAAGGGGTACTGGAATGGGGTGGTGGGTACTACAATGGGGACATCAAG

ACTAGGAAAGTTCAAGCCACGGAACTTAAAGCTGATAAAATAGGCTTACAGAGGAG

TGAGCAATTGCGAGAACTTTACAAGTCTCTCCTTGGAGGCGATGCTGGCCAGCAGGC

TAAGAGGTCTTCTCCTGCATTGTCTCCTGAGGATCTGTCAGATGAGGAGTGGTATTA

CTTGGTGTGCATGTCCTTTGTATTCAATCCTGGTGAAGGGTTGCCAGGAAGAGCATT

GGCCAATAAACAGACCATCTGGTTGTGCAATGCTCAATATGCAGATAGCAAAGTATT

CTCTCGCTCTTTGCTTGCAAAGAGTGCATCTATTCAGACCGTGGTGTGTTTTCCCTAT

CTTGAGGGAGTGATGGAGCTAGGTGTAACTGAGCTGGTCACAGAAGACCCCAGTCT

CATTCAACATATCAAAGCTTCCTTATTAGATTTCTCAAAGCCTGATTGCTCTGAGAA

ATCTTCCTCTGCTGCTCATAATGGAGATGATGATGAAGACCCAATGTCTACCAAGAT

CAGCCATGAGATAGTTGATTCATTAGTTTTGGAGAACCTGTACACCCCAACAGACGA

TATAGAACTTGAGCAAGAGGGAATTAACGATTTACATGGAAATTTGCGTGAAGAAT

TCAAAAGGAATTCTCCTGATGATTGTTCAGATGGCTGTGAGCACAATCACCAGACTG

AAGACTCCATGCATGAAGGTTTAAATGGAGGTGTTTCTCAAGTTCAAAGTTGGCATT

TCATGGATGATGAATTCAGCGATGATGTTCTAGATTCTATGAATTCGAGTGAGTGCA

TATCAGAGGCTGTAGTGAAACAAGGAAAGGCCGTACTCTCTTCCAAGGAAAAAAAT

GTAACCCGCCTTCAGTCGCAAGTATTTCAAGAAGGAAACCACACAAAGTTGAGCTC

CTTCGATCTTGGAGCTGATGATGACTTGCACTACAGAAGAACTGTGTGTGTTATTAT

GAAAAGTTCAAGTCAATCAATTGAAAATCCATGTTTCCGAAGTGGAGATCACAAGT

CCAGTTTTTTTAGCTGGAAGAAAAGAGCAGTTGATGGCGTTATGCCACGGGTACAAC



AGAATATGTTGAAGAAGATTTTATTTGCAGTACCTTTGATATATGGTGGCCACTCTCT

TAGGTTCGACAAGGAAAATGGAGGAACAGATTGCCTCAAGAAATTGGAAGGCTGTG

AAACGTGCAAGGAGCATTATAAATCAGATAAACAAAGAGTGAATGACAAATTTATA

GTACTCAGGTCGATGGTTCCTTCTATTAGTGAGATTGACAAAGAATCAATCCTCAGC

GACACCATTAACTACTTGAAACAGCTTGAATCAAGAGTAGCAGAACTAGAATCTTG

CAAAGGCTGGATAGATCACGAGGCAGGACACAGGAGGAGTTACATGGACATGGTA

GACCAGACATCAGATAACGACGACATCAAGAAGATTGACAATGGAAAGAGATCTTG

GGTAAACAAGAGGAAGGCCCTTGACATTGATGAAGCTGAACTAGAGCTTGATGGGG

TTTCTCCCAAAGATGGGATGCCCTTAGATTTGAAAGTATGCACGAAAGAGAAGGAG

GTTCTCATTGAGATTAGATGTCCTTACAGGGAGTACATGTTGCTTGATATCATGGAT

GAAATCAACAAACTGCAGTTGGATGTGCACTCAGTCCAGTCATCCACTCTTGATGGC

ATTTTCGCATTGACCCTGAAATCTAAGTTTAGAGGGGCAGCAGTTGCACCAGCAGGG

ATGATCGAACAAGCACTTTGGAAAATTGCCGGCAAGACTTGAGTCGTCATATATCAA

CTGGTACTTGGATGGCTTATCCATTCAGTACAAATTAGTTCCTAGATTCTCATGTATC

ATGTAGCAGTAACTGCATGGCCTTGTAACTGCATAACTTCAATTTCCCTCTTAACCTT

CTTTCCATTATCAAATGTTCAACCTTAGTGCTTGCTAATTAGATCAAGTAGTGACTTG

TTAGAAGTGGTGGAGGAATCAAATCTTTCAGCGT 

 

Potri.002G196200.1    (bZIP family) 

CGCACCAAACGACCTCATTAACCTTCCTTTCTTTCGAATTAATTTGGGTCCTCCTATT

TTAGGGTTTCTGTTCCCTCAATAATCTCTCTCTCCTCCCCTCTCTGCGTTTCGTCAGCT

AAGTATTCTTCTTTCAGTGTCTCTCTATTTTTGTTTTTAGATCTAGAGTCTCGGATCTA

ATTTTTGGGTGATTTCTTACTCTCGTGTTTTCTAAAAATCCGTGCTGTTCGATTTGGG

GATCGAAAATTAGGGTTTTGTAAGAAGTACCAATGTTTTTAGAATTTCTATGAGTTA

CGCTATACTCATGCGTCGAATTCGGATTCTTCACTCTTTCTCGGTTGTGTTTCTCTACT

GGTTTTATGTGTTCTCATGAATTAATCCAATTTATTTTCTAGATCTCGACCCCTAGGT

TCTTTTTACAATCTAATTATAACCGAATTGGATAGGTAGGTATTGAATTTATTTGATC

TTGTTAGCGAAGAATATAGAAATTGTAAAAAATGTCTGCAAGGCAAGCGGCGAGCT

CAGGATCGGATAGTGATCCGCGATATGCGAATGTCGATGAGAGGAAAAGGAAGAG

GATGATATCCAACAGGGAATCTGCGAGGCGTTCCAGGATGAGGAAGCAGAAACAAA

TGGGGGATTTGGTCAATGAAGTGAGCAAATTGCAGAACGAGAACAATCAGTTGATG

CAGGGTATCAATGTTGGCCAACAACGCCGCATGGCGATGGAGTCAGCCAACAATGT

CCTGAGGGCTCAGGCTGTGGAATTGACTGAGAGGCTGCGGTCGTTGAACTCTGTGTT

GCAGATTGTGGAGGATGTTAGTGGGCTCTCTATGGAGATACCCGAAATACCCGATCC

TTTGTTGAAGCCGTGGCAGCTCCCCTGTTCAGTAATGCCCATCATGGCATCTGCTGAT

ATGTTTCAATATTAGTGTTTGTGGGCCTGTTCGGTGCTTTGGTGGAAGATGTTGTTTG

TCTATCGTCCGGGGTTCATCTTTTGCTTGCGTGGGTCTTTATAACAGCATGGTTTAAT

GTCTTAGGTGGATGCTGGTATGGTGTGTGTTTGATAGCAGTGTGGTTTTGTCGAAGTT

GTGATGTTATGGGTCCTGTTTGAATTTCAATCACTGTTTATAATGTAATCAATTTCCA

ATTTGTGTCATTTCCCTTACTGTTATGTTTCTCTGCAGCT 

 



Potri.002G235400.1    (bHLH family) 

GCTGTCAAGATAATTGCTTGTTGTTTTCTTTCCTCTCATGGAAAAAGACAAGTTGTTT

ATGAGCGAGGGAGCCAGCACAGCAGCTCCCATTTGGAATTCTTGCAGTTTTGGAATG

GAAATGCAAACCGATGAGCTGAATTGCAGTTCAGGGCAACTTGCCAATTGCTTTCTC

AATCCCAATTGGGACAACTTATTGGATCAGAGCGATCCCTTTGAGTCTGCTTTGAGC

TCCATTGTCTCATCTCCAGTGGCATCCAGTGTCAATGCCAACGTTATTTCTAATGCTG

GCGTTGGTGGTGACAGTGTTTTGATCAGAGAACTTATTGGAAGACTAGGAAACATTT

GCAATTCCGGCGAGATGTCTCCACAATCCTACATTAACAACAATAACAACAGCACC

AACACTTCTTGTTATAGTACCCCATTGAATTCCCCTCCAAAGCTGAGTATTTCAATGA

TGGATTCACAGATGAGAGGAAATCTGCCAATTCTTGGAAACAGCTTAGTAAACCATC

CAAGTTTAGCACCATTTCCTGCTGACCCTGGATTTGTAGAGAGGGCTGCTCGATATT

CTTGCTTTGGAAGCAACAATCTTGGAGGCCTAAATGGACAATTCGGATTGAATGAAT

CAGAATTGATCAATAGGATGATGCCCCGAGTAGAACCTGGTAAGCTGTCGAGAGTT

TCGAGTAACAATTCAATGAAGGTCGCTGGATCGCAAGCAAATGTTCAAGAAAGCAA

TAAGAGCTCACCCCAGGATGGGAATTTGAATTCTGATAAGAAATTCAGTCGGTTGTC

AAGACCTTCAACACCAGAGAATGGAGATTCCAGGGAGGAATCTTCAGTGTCCGAGC

AGATCCCGGGTGGGGAATTGAGCATGAAATCCCAGACTGATGCCAATTCCAGGAAA

AGAAAATCAATTCCCAGAGGAAAAGCCAAAGAAACTCCCTCTCCCTCTCCCTCTGCT

TCTGATGTCAAGGTTGCAGCAGAGAATGATGAATCGAGCGCAAAAAAAAGCAAATC

AGAGGACACTAATGGGAGTGACAAGGATTCAGCAAAGGCCATGGAAGAAGAAAAT

GGAAATCACAAACAGAAAAAAGACAATTCAAACCCGCCAGAGCCACCAAAGGACT

ATATCCATGTCAGAGCCAGAAGGGGTCAGGCTACAGATAGCCACAGTCTTGCTGAA

AGAGTTAGGAGAGAAAAAATCAGCGAAAGAATGAAGTTTCTTCAGGATCTTGTTCC

TGGATGCAATAAGGTTACTGGGAAAGCAGTGATGCTTGATGAGATTATAAACTATGT

GCAGTCATTACAGCGCCAGGTTGAGTTTCTGTCAATGAAGATGGCAACTGTGAACCC

GAAGATGGAAATTAACATGGAAACTTTCTTGTCCAAGGATATTTTCCAATCCCGTGG

ATCCATGCCACATGGTCTTTATCCATTAGATTCCTCCACGCCGGCATTCCCTTATGGT

TACCAATCCCAGCAAGGGTTAGCCCTACAAGATGGCATGTCCAGGAATGCAGAATC

CCAGTTCTCTATGAACCCATTAAATGCTGCATTGCGGCGAAGCTCGAGTATGCAGTT

GCCTGCCCTTGATGGCTTTGGTGATGCTTCTCATCAGGCCTCAGCAATGTGGCAAGA

TGATCTTCAAAGTGTTGTGCAGATGGGATATGGTCAGAATCAGCAGCAGGACTTTCA

AGGCTCAGTGCCACCAACTCAGATGAAAATTGAGCTATGATTTAACCAATAAACAG

TCATTGATTCCACTGAGGCCCCCCCCCTCCCCAGAGAGAGAGGCCTGCCTCAGAATG

TACAGCCAGGTTCCAGTTTGCATCATCACTCTTTAGCAAGGAGAAAGACAACTTACT

CATCATCTATATATT 

 

Potri.002G248500.1   (bHLH family) 

ATGGAGAGTGAGTACTTTTTCAATGCAGGAGTCCCTCCACAAGCATTGCTCTTTGAA

CCAACCTCAACCTCTTCATCGATGCCAATTTGGCAATCCCTCTCATCTCCCATGGAA

ATGCAAGATAATTGCTCAGCCCGCCGCTTGTTCAATTCCAACTGGGAAAAGTCAACG

GATCACAGTCCTCACTTTGAGTCTTCCCTGAGCTCAATGGTGTCCTCTCCAGGAGTAT



CAAACTGTAACGTGTCCAGTGAGAGCTTTATGGTCAGAGAACTGATAGGAAATCTA

GGAAACATTGACAACAGCAACAACCCTGGTGAGATCTCACCGCATTCTCAGCCAAT

GTTGGCAGCTTCATATATTACAGCTGCCAATAACAGTGCCAACACCTCATGCTATAC

TACTCCTTTGAATTCACCACCCAAGCTGAATATGCCTGTCATGGATCAATTTTCGAA

AGAGCATTTGAATATCCCCAGTTTGGGAAAACCAATGGGTTTGAATTCCAGTGTGGC

AGAATTCACAGCTGATCCGGGATTTGCCGAGAGAGCTGCAAAGTTCTCTTGCTTTGG

CAGCAGGAGTTTCAATGGCAGAATCAGCCAGTTGGGGCTAAACAATGCTGAAATGG

CTAATGGATGTAATCCATTGATGGGAAATGGCAAGTTGGCGCGTGTTGCGAGTAGTC

CTGTACTCAAGGCAGTGGGATCTCAAAAGGGTAACAAGAGTACTCCATTGCAGGAT

CGATCCGAATTGACAAATTCTCAGGAGTCCTCTGTATCTGAACAAATTCCAAGTGGG

GAGGCAGGTGTAAAGGCCTCCAATGAGTTAAATTCCAGGAAAAGAAAAGCACTTTC

CAAGGGAAAAGCAAAACAATCAGCATCAAACCCACCAGCCAGTGCTACGAAGGAT

GCAGAAACTGATGATAATTCAAACACGAAAAGAATCAAGCCAAATGAAGGAGAAG

AGAATGAAAATAGTCCTGTTAAAGCAGAGGAAGAGCCAAAGGGCAGCGGAGATGA

TATCCAAAACAAGGCCAATTCAAGGCCTCCTGAGCCTCCTAAGGACTACATTCATGT

TAGAGCAAGGAGGGGTCAAGCAACTGATAGCCATAGCCTTGCTGAAAGAGTTCGAA

GAGAGAAAATCAGTGAACGAATGAAGCTTCTCCAAGATCTTGTGCCTGGTTGCAAT

AAGGTCACAGGAAAAGCCCTTATGCTTGATGAAATCATAAATTACGTGCAGTCATTG

CAACGGCAAGTTGAGTTCCTCTCTATGAAGTTGGCTTCTGTGAATACCAGGCTGGAT

TTTAACATGGACACTCTCATTTCAAAAGATATTTTCCAATCAAGCCAACCATTGCCC

CATCCAATATTTCCATTAGATTCCTCGGCACCGGCAGCAATATTTAGCCACCAACAG

CAGCAAAATCCACCACTGCATAGCAATATTTCTAATGGGGCAGTGACCCACTGCTCT

GTGGACCCATTAGATACCACTGGACTGTGCCAAACCCTCAATGCTCAGTTACCCCCG

CTTGATGGATTTACCCAAAATGCTCATCAGTATCCAACATTCTGTGAAGATGACCTG

CAGACCATTGTTCAGATGGGTTATGGCCAGAATCCAAACCTGGAAACATTTCTGCCA

CAAAATTTCCATGGTTCAAATCAAGTATCCCACATGAAAATCGAGCTCTAATCACCA

TTCTTCAGTCCAAAATTAAGAAGGAGAGAAAGGGCGCTGTACATACAAGAAATCTT

ATATGGACCAACCCAGGAATCACTAAGCAATTTTATCATTAGGTTGATGAGGAAGA

ATTTTTTTTTTTTCCCCATGATTTTACATATTCCTGATTTTTTTCCCCCCTCAAGATCCT

TTTTTTCAAGTTTCTTGGAAGTATCCACTGTAAAATCCTAGCCTAGCTCTTATGTATT 

 

Potri.003G048700.1    (Whirly family) 

CTCACTCTCTGCATCAAAGATGATGAAACTATCGAGATTTCTGAACTTCAACAGGAA

TGCAGTTGGGAAACCTACTGATGTTAGAGATGGTTCAGCATTGCATGCTTTAACTTT

CCAGGCTAGCATTTCTACTGGTGGGAAGAGTTCTATTCAAGATCGTGTATTTGCTCCT

TATTCTGTTTTCAAGGGTAAAGCTGCGCTCTCTGTTGAACCTGTTCTTCCAACTTTCT

CTAAGTTTGGTTCTGGGAATCTTAGAGTTGACCGACGTGGTTCTATGATGTTAACTTT

CTTGCCTGCTATAGGTGAGCGTAAGTATGACTATGAAAAGAGACAGAAGTTTGCTCT

ATCAGCAACAGAAGTGGGATCTTTGATAAGCACGGGTCCCAAAGATTCTTGTGAATT

CTTCCATGATCCCTCAATGTTGTCAAGCAATGCTGGCCAAGTGAGAAAGAACTTATC

AATTAAGCCACACGCAGATGGTAGTGGCTATTTCGTTTCATTAAGTGTTGTCAACAA



CATCCTGAAAACTACCGAACGATTTACTGTTCCTGTCACGACTGCTGAATTTACAGT

TCTGAAGACAGCTTGCAGTTTTGCATTGCCCCACATCATGGGTTGGGATCGGTTGAC

TACTCCACTGCCTGGAACCTTAGCATCAAAGCTGTCAAAAGTGGATCCACAAATGCC

TGATTTAGAATGGGATAAATGA 

 

Potri.003G051600.4    (bHLH family) 

ATGGCAGGAAACCCTAGCTGGTGGAGCATGCATCCACCTTCACAGCAACCTTCTGCT

TTGTTATCATCTTCTCCATCTAGCTACCCTTCCCAATATGTACTTGGATCTTCTCCATT

CCCTTTGAATTCTCTGCCTGATAACCAAGAGCTTCCACAGTCATGGAGCCAACTACT

TTTGGGTGGTTCGTCAGGAGATGAAGATAGGTACGGTCTGAGTCAATTTCAGCCTAA

AAAGTTGGAAAATTGGGAAGACCAAATCTTAAATCCGTCTCCAAGTATTTCTTTAGA

TGCTGATGTAAAGCAAGAGGTTTCCCACAATAGCAACTTATATGGTCATGGGGAAG

AAGACTTTCAGGCAGCTAGGCCCACAGCTTGGCCACAAGCGATGCCGGTCTCTTCCC

CTAGGTCTTGCGTCACAAGTTTAAGTAGTAGTACTAGTATATTAGACTTCTCTTACAA

CAAGGCAGATGGGGCAAGTCAGCATCCAGATCAGTCATCTGAGTGTAACAGTACAG

CCACAGGTGGAGTGTGTAAGAAGGCTAGGGTTCAGCCCTCTTCAAGCCAACCTCTTA

AGGTGAGGAAGGAGAAGTTAGGTGATAGAATAACAGCTCTTCACCAAATGGTTTCC

CCTTTTGGAAAGACTGACACAGCTTCAGTCTTGTTAGAAGCTATTGGGTATATCAGA

TTCCTTCAGGGTCAAATTGAGGCTCTTAGCTCCCCTTACATGGGCACTGCCTCGCCA

AATATGAGGAACCAGCAACAATCTGTTCAAGAAGAAAGAAATAGTGCATTTTCTGA

AGACATGCGTCAGGATAATCAAGACCAGCCAAAGGACTTGAGGAGTAGAGGACTGT

GCTTGGTTCCCGTGTCCTGTACTCAGCATGTTGGAAGTGACAATGGTGCCGATTACT

GGGCTCCCGCTATCGGAGGAGGGTTTTGACCGATGTAATATGATTCGAAGGCCGTTT

CAAAGTTTC 

 

Potri.003G081200.1    (ERF family) 

ATGTACGGGCAGAGCTTACTTGATCAGCCCGATTATGCCTTTCTTGATCCCGTTCGCT

TGCATTTGCAAGGCGAAACTGTTTCTACTGCTCCCACCACTACTTGCAGCTACACTC

CAGCAATTACAACGACGACGGCTGCTCCAGCTGCTAATTATACTCCACCCCTTGTTT

ATTGCAGGAGCACAAGCTTCAGCAGCTTGTATCCTTGCTTAACAGAAAACTGGGGA

GACTTGCCACTCAAGGTCGACGATTCCGAGGATATGTTCCTTTATGCTGTCCTCCGC

GACGCCGTCACCGTTGGGTGGGTCCCATCACTCAAAACCGATCAACTGGTGCAGCCC

AATTTCCCACTAGTGAAATTGGAACCCACAGAGAATCTGGCTGTCTCGCCGCCCTCC

ACGGCGGTTCCAGTGGCTGAGCCTGCGGTGCTTCCGTCCAAGGGGAAGCATTACCG

GGGTGTGAGGCAGCGGCCTTGGGGGAAGTTCGCAGCGGAGATTAGGGACCCAGCGA

AGAACGGGGCCCGGGTTTGGCTGGGGACGTTCGAGACGGCGGAGGATGCGGCGTTG

GCTTACGACCGTGCTGCCTATAGAATGCGTGGGTCGAGGGCGTTGTTGAATTTCCCG

TTGAGGGTGAATTCCGGTGAGCCTGATCCGGTTAGAGTGACTTCGAAGAGGTCTTCT

CCGGAGCCATCATCGTCGGTGGACAGCGGGTCACCGAAGAGGAGGAAGAAGGTTGG



TGGCACGGCGGGTGCTGCTACAGTGGTGGCTAAAGCTGGGTTGGAAATTGGGAATG

GGGTTGGATGTCAAGTGGGTACCCATGGCGAGCAAATGTTGGTTATCTAG 

 

Potri.003G087700.1   (ARR-B family) 

CCTGTTTCCATTTAAAGAATTCCCAATTTTGGTTTGAAAGTTTGTTCTTTTTCCTCTTC

TTTTTTTTCCTGTCTATGCTTTGGATTTTCTTGTCTTTTTCGGTGTATATTGCAGAGAT

CTTACATAGGTCTTTTAGTTTTTGTGTTGTCTTATAAAACTGGCACAAGCAAATAAAG

ATCTTGAACTTTGAGCAAGATCTTTCTCTTCTTACAGGTTTGATTTTGATGCTGATAA

GAAGTGATACCGGAAACTTGTCTGCGGCTTGAGAAACGATGCCAAGCAAGCTATGG

TTTGTACCACTAATGATTTATCAGCATGGAAGGATTTTCCAAAGGGCCTCAGTGTCC

TTCTCCTTGATGAGGACAACAGTTCTGCTGCTGAGATAAAATCGAAACTGGAAGCAC

TGGACTATATCGTTTATACATTCTGCAATGAGAATGAAGCGCTCTTAGCAATTTCAA

ATGAACCTGGAAGCTTCCATGTTGCTATAGTGGAGGTGAGTACGAGCAATAGCAAT

GGGAGTTTCAAGTTTCTAGAAACTGCAAAGGACTTGCCTACCATTATGACTTCAAAC

ATTCATTGCCTGAACACCATGATGAAGTGCATAGCGCTTGGTGCAGTTGAGTTCCTT

CGGAAACCACTCTCTGAAGATAAACTAAGGAATATATGGCAGCATGTGGTTCATAA

GGCATTTAATGCAGGTGGGAGTGTTCAATCCGAATCACTAAAGCCTGTCAAAGATTC

TATAGTTTCTATGCTTGAGCTCAAAGTGGAACTTGAAGAAAACGAGGATGAGAACA

TGGAGAAAACAGAAAATGCGTCTTTGGCTCAGGAAAGCAATGAGCAGCAGTCACCA

GCTAGTGATAAGCATCCAGCTCCTTCAACTTGGCAATTTAAACAAGTAGGGCGGCTG

CTGGATGATGGAGATTGCCAAGACCATATTAACTGCTCAGTAGAAAAGGATAGTGG

GGAGCAAGAGGGGGAATCTAAATCTGTCGAAACAACTTGTGCCATGTCTCAAGAAA

CTCTAAAAGCAGGGCATCCTCCATGCTTTATAGAGACTGTGATCAAAGAGACAGGT

GACTTAACTGATGGTGCCAAGAGTGAGAATAACATACATCCCAATCCACAAAATAA

AGACAGTCTCAACCATTCTAATGATGTTGCTTCTGATCTTCATACTTCCAATGGGACT

AGAGCTAATCGAAAGAAGATGAAGGTAGACTGGACACCAGAGCTTCACAAAAAATT

TGTGCAAGTGGTGGAAAAACTAGGTGTAGATCAAGCAATTCCTTCACGAGTATTAG

AGCTAATGAAAGTGGAAAGCTTGACTAGGCATAATGTAGCAAGTCATCTGCAGAAA

TATCGAATGCGCAGGAGGCCTATTTTGCCCAAGGAAGATGACCGGCGATGGCCACA

CCATAGAGAGCAAGTACAAAGGAGCTATTATCCATATAAACCTATCATGGCATACC

CTCCATATCATTCTAACCATGATCTTCCAACCAACCCGGTCTATCCTATGTGGGGAG

CAACAGGTAGTCACACAGCTAGCATGCATACGTGGGGCACACCCAGCTATCTCCCA

TGGCCCCCAACAGAAATTTGGCACAGGAAGCCTTATCTAGGGATGCATGCGGATGC

ATGGGGTTGCCCTGTGATGCCACCATTGCATAGTCCTTTTTCTTCTTTTCCTCAAAAT

GCATCTGGGTTTCAAAGTGCCAGCATGGTCGATAACAGCTGTGGCATGCCACAAAA

ACCTTTTGACCTACAACCGGCCGAGGAGGTGATCAACAAGGTAGTGAAAGAGGTAA

TCAACAAACCTTGGCTACCGTTGCCCATAGGCCTCAAGCCCCCTTCTACAGATAGCG

TCCTAGCGGAGCTCTCCAGGCAAGGCATCTCATCAATTCCTCCCCTTTGCTCTAATTC

CTTCTAATGTGGTGCCATTTAATCAGATTATGGTAGCTAACTCTAGTTCAGCTGGTCC

TTCATCAGTCGTCATCAAAAGATTAGACT 

 



Potri.003G155700.1    (MYB family) 

CTAAATGGTGAGCTGTGATGATATGCAGGAGGGTTTGGGAAATAAGACGGGCCACC

AATGCTGCAGCAAACGGAAGGTCAAGAGAGGGTTATGGTCTCCAGATGAAGACGAG

AAGCTAATAAAATATATAACCACCCATGGCCATGGTTCTTGGAGTTCTGTTCCAAAG

CTAGCAGGGCTGCAAAGGTGTGGAAAGAGTTGTAGATTGAGATGGATAAACTACTT

GAGACCAGATCTCAAAAGAGGTTCGTTTACTGCACAAGAAGAAAGTATCATCGTTG

AGATTCACAGAATGCTAGGCAATAGATGGGCTCAAATAGCTAAGCATTTGCCTGGT

AGAACTGACAATGAGGTCAAGAACTTCTGGAACTCGTGCATCAAAAAGAAGCTCAT

TGCACAAGGGTTAGATCCAAAAACTCATAATCTCCTCTCTAACAATTACAAACATAA

CAATAACAATAATGCATGCGAACTGATCTCTTATCAATATTCCCATCAACAAACCAC

CTCAACTTTCACAGTAGATTCACAAATCAATGATACTTCAATGGATATGAAAGCACC

CCTCATTCCATTCCCTACGATTCCCCCAGTTCCTGATACCAATCCATATCCCCCCTTG

TTGCACAAATTCTCTTCCATATCAACATGTGAATACCAAAACCCTAATACACTAGCT

TTCTTGGAGTCTGGAAGCAAGTCTTCAATCGGAAGTGTCCCTGTATCCTCTTCTACTT

CACATCCATCTGAGTTTGGCATGCTAGATGAGACCTGCATGTGGGCTGGTGGCTATG

AACTCATTCAATCCATAAAATCTGAAAAAGAGCAGCCAGAACAGCAAGTGGAATTA

ACGATTGAGAAGACCAATGAGTTAATAGGTGCTGGGCAGAATATGGTTGCTTCATTT

GAAACTTCCACCTTCGATTTTGATTTTGTGGAGTCTACTCTATTGCCTTGTGGGATGT

ACTATAACCCTAGTCCCATAGTTCAACCTGCATGGAATTCATGGGCCTTGCAAGAGA

AAAAGTGATTGGTGCGGCGATGAGAGATTTCACTCTG 

 

Potri.004G050200.1   (ARF family) 

GAGTCTTGACTCCAATCTCCTTTTAAGTCATTACCAAAGTTGCACTATAATGCAGCC

ATGAAACCTCTCCTTATTCACAAAAGCACTTGTCTTTTGATAAATCTTCATTATTGTT

ATCAACAACTTCTCCTTATTATTATTAGTCTTCAAGAACTCTACACTATTCTTGTTCTT

GTTGTCGTTGTTTTTGCTTAGGTAGGCTACATAGCTAAGGCAAAAAATGGTGGGTAT

GATAGATCTTAACACAACTGAAGAAGACGAAACAACACCATCTTCTGGGTCTTTATC

TTCTCCATCATCGTCCTCTGCTGCTTCTGCTTTAAGTGCTTCTGGTTCTGGGTCTGGTA

CTTCTCCTGTTTGTTTGGAGCTTTGGCATGCTTGTGCTGGCCCACTAATATCTTTACC

AAAGAGAGGAAGTATTGTTGTGTATGTCCCTCAAGGTCACTTAGAGCAACTCCCTGA

TTTGCCTCTTGGGATTTATGATCTCCCTCCTCATGTCTTCTGTAGGGTTGTTGATGTCA

AGCTCCATGCAGAGGCAGCAAGTGATGATGTTTATGCACAGGTTTCTCTGGTTCCTG

AGAGTGAGGAAATTGAGCAGAAGTTGAGGGAGGGGGTATTTGAGGGAGACGGTGA

AGAGGAGGATGTTGAAGCCACAGTGAAGACAACAACACCGCATATGTTCTGCAAGA

CACTAACTGCTTCTGATACCAGCACTCATGGAGGCTTCTCAGTCCCTCGTCGAGCTG

CCGAGGACTGCTTCCCTCCTCTGGATTATACTCAACAAAGGCCTTCGCAAGAGCTTG

TAGCAAAGGATCTGCATGGCTCTGAGTGGAAGTTTCGACATATCTACAGGGGTCAAC

CTCGGAGGCATTTGCTCACTACTGGATGGAGTGCGTTTGTCAATAAGAAAAAACTTG

TCTCTGGGGATGCTGTGCTCTTTCTCAGGGGTGAGGATGGAGAATTGAGACTGGGAG

TTCGAAGAGCAGCACAAGTTAAATGTGGTCCTACTTTTCCGGCTCTTTGGAATCAGC

AGTTGAATCAGAGCTCTCTTGCGGATGTAGCTAATGCTATTTCTATGAGAAGTGCTT



TCCGCATTTACTACAATCCAAGGGCCAGCTCATCAGAGTTCATTATACCTTTCAATA

AGTTCTTGAAGAGCCTTGACCAATCCTTTTCTGCTGGAATGAGGGTCAAAATGCGTT

TTGAAACTGAAGATGCAGCAGAAAGAAGATATACTGGACTAATAACTGGAATCAGT

GAGCTAGATCCTACTAGATGGCCTGGTTCAAAATGGAAATGTCTATTGGTAAGGTGG

GATGATACGGAGGCTAACAGACACAGCAGGGTTTCTCCTTGGGAAGTTGAGCCTTCT

GGTTCTGTTTCTGGTTCTGGTTCTGGTTCTATTTCTAGTTCCAATAACTCTATGGCACC

TGGTTTGAAGAGAAGCAGGTCTGGATTGCCTTCATTGAAGGCAGAATTTCCAATCCC

TGATGGGATCGGAGCATCAGACTTTAGGGTATCTTCAAGGTTCCAGGAGGTCTTGCA

AGGTCAAGAAATTATGAGTTTTAATACTCTTTATGATGATGTTGATGGTCAAAATCA

GCACCCATCTGAAATAAGGAGTCGGTTTCCTGGTTCACATGGATCTGGGATTGCTGC

AATAGGAAGTGGTATCAGAGGCTCAATTCCCACCTCTGAAAATTCCTTTAAAGGCAT

AGGCTTTAATGAATCTTATAGATTCCATAAGGTCTTGCAAGGTCAAGAAATATTTCC

TCGCTCACCATATAGAAGAATTCCAAATGCTAACAAGGCTCGTGAAAATTGTGGTCT

TGGACTCTCTGATGGTGTTCAAAGGTCAAGCTCAAGAAATGGATGGTCTACCATGAT

GCAGGGCTATAATACTCAAATGCGACCTCCTACACAAGTATCATCACCATCATCAGT

GTTGATGTTTCAGCATGCTAGCAATCAAGTTTCAAACCCAACTTCCATTTTTAATTCC

AATGATCACGAGGAGCAGACAACTAACACTCAAAGTTGGTTTTATCCTGAAACACA

TGGGGGGAAATTCAAGCTGTCCTCACATTCTGACCCTGGTCTAAGAGGAGACAGCC

AATGCAGCACGAATCCTTATGTTCTTTCCCACGAGCATCTTCAGCATGGCATTTCAC

AACCTGTTGTAGCTCAATCAGCCTTTAGGAGCAGTCAAGATATGGTGTTGTGCAAAA

GCAGCTGCAGACTATTTGGTTTCTCATTGACTGAGGATAGACATGTTGTCAACAAGG

AAGACAATATTGCTTCAATAACATCTCCATTGAATCCTGAATCCTCTTTTCTGCCTCG

TGTTGGAGAACAGCTCCATCCAAAGCCTCCAGCAATAAACAATGCAGTTGGGAGCA

GTTGTACCAAATTGGTGCCTTTTTGCTACAGTTGCCTATGCTATTTGCTCTTGTAGAG

CTTTGTGCACGAGTATAAAACCTCTGTGACTGCAAGCCTTGCCACTCAAATGGCAAA

CTTCAGTATGATTGGTGCAAAAGTTAAGGGTGGCATCGTGTGCTTTTAG 

Sequence with Blue underline represents the premature termination codon. 

 

Potri.004G071600.4  (GRAS family) 

CAGCTAATTCCAGGAATGGACCCTCTTGTCATAAAATTGATGGATTGTGCTAAGGCA

ATTGCAGATGGTGACCTGAAATTTGCAGATCAGCTTTTTAGCGATATGGAAGCCCTG

TCAGCTGCGGAAACCAACCGAGTGACGAAAAAAGTCGTCGAGTATTTTGCTGAAGC

TCTAGCCCGGAGAGTCCATGGAGTGCATCCTCGAAATCCTGTCCCATTACTTCCTTC

CTCAAATTTAAAGAAGATCAGCTATGAACCTTCTCCTCTTGAATGGTTTGCTTGTATG

TCCACCGACTATGCCATTCGTGATGTCTTAAACGTTAAAAAAAATAAGCTCCACCTT

ATTGAGATTTCCAGCTTGGTAGACTTCTGGCAGCGGCGTAGTTTGGAGGAATTCCTC

TTACACGGGCACCATGGCATGCCCTTGTCATTCCAGTACACCAGTAGTAGACCAAAA

CTGTCAAAAAATGATGATTATCTTCAAGAAAACCGACGGATGATCACTGAAGTAGT

CCAGAGGTTTCCGGTTGATTTCAAGTATAGAGCATTGTTTGCTGATAGTGTACCTGA

TATAGTAGAGTCTGTGTTGAGACTTGAAAGAACAAGCGAGGATGAAATAATAATTG

TGAGATGGGTGTTTCAACTGCACAAATTGCTTGCACTTGAAGGAGCAGTTGATAAAG



TGTTGTCAAAACTGAAAGACCTAAAGCCAGATATCATGGTAATTGTTGAACAGGAA

GCTGACAATAACACTGACGATTTCTTTTACCGCTTTGCCTCATCATTCAAATACTACC

TCAGCCTTTTTGAATCTCTAGAGCTCTATGCAACCAACTTAAGTTCCCTGATTTGGGA

AAGACATTTGAGGTGGCAGATATGCAATGTGGTTGCAAGTGAAGGCATTGAACGGA

TTGAACGGCATGAGACATTGGCTCGCTGGCAACAACGACTGTATGGTGCTAGGTTCT

GTTCAGTTTCCTTATGTTCCAACCAGTTTGCTGATTTTTTATATGATTTTCCAGCTTAT

AAAATAGAAGAAAATAGCGGATTTCCTGTGCTGTTGGCAGCAGGTCACCCACTAAT

CTTCGCGTCAGTTTGGAAACCTGCTAATGCAGCTCATTTCAGTGGTGAAAATATTGG

CAATACAGATGACACAATGAGAGGGACTGACCTTAATCATCCTATCACAATACAAG

AAGAAAGTACATCTCCAGTAGTTGAGCCAGAGGCAGTAAGCTCTTCAGAGTTCGCT

GAGCCAGAGGTAGTAAGCTCTTCAGAGTCTGATGACGACAATGAGTATGTTTATAAT

AGAATAAGGGGATTGACGCACGGAAAGATATGGTCTGTAGAGGAGGTACGAGAAT

ATTTGGTTTCTCCTTTTACAGAGAAGGAATCAAAAAGACTCAGCAGGTGGAAGTCTC

GTCAACTTACCAGGAATGTTGCTGGACGGGATAAGCAATTGAATGTTCCCGATACAT

CACTAGCAAGTCTGCTTAGGATTCCTCCATCAAGCACCCCAATACGCGAGGAGAAA

CAATATTATGTTGATGATTCGGTTATAAATGCATTTTTCGACTTGCTGAAGAAGAGA

CAGGAGAAGTTTCCAGACTGGTACAGGAGGAACTCCTCATTGCCAACTTGGACAAT

GACCTTCCTGCTTTCTGGAAAATGGACCATGACAAAACTACTATCTTGCATAAACAT

TGAAGAGATAGCAGGCACATCAAAGTTGTTCATACCGTTGTGCTTGGAAAATCATTG

GATCCTCATTTGTGTTGACATGGAGAAACGGGGATTGCTGTGGTTAGATTCATTAAA

TTCTCCTCCTGATGCTCATCATACGGAAAAGGCTACAATTTCAGAGTGGCTTGTAAA

GCACCTACTACCAGTGTTGGGTTATCGTAATTCACAGCAATGGAAATTTCTGCAACT

CAAGGATATTCCATACCAAACAAATCGAATAGATTGTGGCATATTTGTGATGAAGTA

TGCTGATTGTCTTGCACATTGCGATCACTTCCCTTTTACACAACAAGACATGCCTCAC

TTTCGGCTTCGAGTCTTTCTTGACATATATCGTGGGAGACTACCTGTGCCACCCAGCC

ATGTTAGATTCTTAAGAGCCTTGTATAACATATAGGATTCTCTGTTGATGGATGATCC

TTCCACTTGTTATGTGGAGAGAAATGCAGGAAGCTGTATTATAACTAAGGTACTAAC

GCAGGGCCTTTTTGCCATTGTTCCTACTTGTGTGATAGAAGGTTGAGGGAGTGGGG 

 

Potri.004G078800.1    (GRAS family) 

ATGCGTTTCTCTCTGTGATCCTCCAAGAAAACAAGAAAGGGGTTCTTGGAAAAACTC

AAATTCTCATGGCCTCTGGGTTTTCAGGCGGTGGCGGTGGCGGTGGCGGTGGCGTCC

AAGATTTCTACACCAATAGATCACCTATTATACCCACCATGAACCTAACAAATAACC

ACCACAACCCATCATCACTGCCTCCTTATAGAACCAACCAAATTTTTCTTGACCAAA

ATTTGTCTTCTCATAATTACCAACAGATCGCTCAACATAGAGCAATCTTTCCCACAA

CCACCGCTACCACCACCTTGATCGGCAAGCGAACACTTGCCGATTTTCAAGCATTTC

AACAATCACCACCGCAACAAAACCTGCTAAACCAAGCAGCACTGAACAATCTTCTT

CTCCGGTCTGTAAAGCCGAGGATTAATAACAATATTTTCCAACAGAACACGTCTCCG

ATTTCCACCCTTGATTTCTCTGTTAGCAACCTGTCTCCTGAGCTCCCTTCCTTAATGTC

TCAACGTTACGGGCTCCCTCTTCTTCAACAGCTTCGACCCCAACACCACCAACAACA

TCAGCAGCAGCAGCCCATGAATCTAATTAGTCCTATTGGTATCATCAACAACAACAG



AAGCAGCAACAACAGCATGATGCCGTATGTGAATATGTTACAGAATCAAAACGGAG

GAGGAAATGGAATAGTTATGGGCCAAGATCGGGAGAAAAAGATGCTGAACCAGCTT

CAAGAACTGGAAAAACAGCTTCTTGACGACGACGACGATAACCAAGAAGGTGATGC

CGTCAGTGTTATAACGAACACTAACAGTGAATGGTCTGAAACAATACATAATCTCAT

CACTTCTTCTTCTTGTAATAATCCGATTTCTCCATCACCCACTTCATCATCTTCATCCT

CATTTTCAACGGTCACAACTCCGGTTTCGAAACAGACAGTAATCGAAGCAGCATCAG

CAATTTACGAAGGTAAAACTGATGTTTACACTGAGATCTTGACTCGTGTGTCTCTGG

TTTCGAGCCCAGGAGGGAATTCTGAGCAGAGATTGATTGAGTACATGTTGATGGCTT

TAAAATCCCGGCTTAATTCTTCTGAAAACACAACTTCTGTAATGGAGCTGTATAGCA

AGGAACATGTGGATGCAACCCAGTTGTTATACGACCTGTCTCCTTGTTTCAAACTTG

GTTTCATGGCTGCCAATCTTGCCATCATTGACGCTACAAGAGAGCAAGAACAAGAG

GCGAACACTTCCAGCAATGGCTTCCATGTTGTTGATTTTGATATTGGTCATGGAGGG

CAATACAAGAACCTTCTACACGCGCTTTCTGGGCTTCAGAATTCGAAGCCAGCCATT

GTTAAGATCACAGCCGTTGCTGCTGATAGCAATGGCGTAGAGGAGGAGAGGCTGAG

GCTAGTTGGTGAAACGCTTACCCAACTCGCTCGTCGAGTTGGTCTGAATTTGTGTTTC

AACGTTGTGAGCTGCAAACTCAGTGAGTTGACTCGGGAGTCCCTCGGGTGCGAGCC

GGACGAGGCATTGGCTGTCAATTTTGCGTTCAAGCTGTATAGAATGCCGGACGAGA

GCGTGTCCTCCACCGAGAATCCCAGGGATGAGCTTTTGAGGCGCGTGAAGGGGCTG

GCGCCGCGCGTGGTGACTGTAGTGGAGCAAGAAATGAATACCAACACGGCCCCATT

CATGGCGCGCGTGAACGAATCCTGTTCATATTACGGAGCGCTATTCGACTCGATTGA

GTCAACGGTTAAAGGGGATAACTCGGAGCGAGCCAAGGTCGAGGAGGGACTGGGG

CGGAGGATGGTAAACTCGGTTGCTTGTGAAGGGAGGGACCGTGTTGAAAGATGCGA

GGTGTTTGGAAAATGGCGGGCCCGGATGGGCATGGCAGGGTTCGAGTTGAAGCCTC

TGAGTCACAACATAGCCGAGTCGATGAAAACGAGATTGAGTTTAGCAAACAGAGTT

AACCCAGGATTTAGTGTTAAAGAAGAGAATGGTGGGGTATGTTTCGGTTGGATGGG

AAAAACTCTCACAGTCGCATCTGCTTGGCGTTAA 

 

Potri.004G158200.1    (bZIP family) 

TGCCGTTCTTGTTTAAAAGTTGCAAACCTGTTTTGTGGGTCTCTCATGGCTTCCTCTA

GTGGAACATCTTCGGGATCATCTTTGATTCAAAACTCAGGTTCGGAGGAGGATTTGC

AGGCATTGATGGATCAGAGGAAGAGAAAGAGAATGATATCAAATCGCGAATCGGC

GAGGAGGTCTAGAATGAGAAAACAGAAGCATTTGGATGATCTAATGGCTCAAGTGT

CTCAATTGAGGAAGGAGAATCACCAGATTATTACAGGCATCAATATCACAACTCAG

CGTTACTTGAGTGTTGAGGCTGATAACTCAATCCTAAGAGTTCAAATAAGCGAGCTC

AGCAATAGATTGGAGTCTTTGAATGAGATAATCGGTTCCTTGAATTCAAACAATGGT

GTTTTTGGAGACTCGATCACCTTCAATGAACCAGCAGCTGACAGCTTCTTGAACCCA

TGGAACATGGCCTACCTGAATCAGCCTATAATGGCGTCTGCAGAGATGTTTCATTAC

TGATCTGTTCTCGAGCAGAAGAGAGATAGAGAGATCTGTTTAGTAATAATCAAGCTT

AAGAAATTATCACTCAAGAGCTGATTATAATTTAAGTAGTTTGAAATAAGGCAACAT

ATGTAGAAGTCACGGGGTGG 

 



Potri.004G174400.1    (MYB family) 

CATTGAGGTTACCATTCCTACTTGTAAATCCTACTGAAATGGGAAGGTCTCCTTGCT

GTGAAAAAGCTCATACAAACAAAGGCGCATGGACTAAGGAAGAAGATGATCGCCTT

ATTGCTTACATTAGAACCCACGGTGAAGGTTGCTGGCGTTCACTTCCTAAAGCTGCT

GGCCTTCTAAGATGCGGCAAGAGCTGCAGACTTCGTTGGATCAACTATTTAAGACCT

GACCTTAAACGTGGCAATTTTACTGAAGAAGAAGATGAGCTCATTATCAAACTCCAT

AGTCTCCTCGGCAACAAATGGTCACTTATAGCCGGAAGGTTACCAGGGAGAACAGA

TAATGAGATAAAGAATTATTGGAACACACATATAAGAAGGAAGCTCTTGAATAGAG

GCATAGATCCTGCGACTCATAGGCCACTCAATGAACCAGCCCAAGAAGCTTCAACA

ACAATATCTTTCAGCACTACTACCTCAGTTAAAGAAGAGTCGTTGAGTTCTGTTAAA

GAGGAAAGTAATAAGGAGAAGATAATTAGCGCAGCTGCTTTTATATGCAAAGAAGA

GAAAACCCCAGTTCAAGAAAGGTGTCCAGACTTGAATCTTGAACTTAGAATTAGCCT

TCCTTGCCAAAACCAGCCTGATCGTCACCAGGCATTCAAAACTGGAGGAAGTACAA

GTCTTTGTTTTGCTTGCAGCTTGGGGCTACAAAACAGCAAGGACTGCAGTTGCAGTG

TCATTGTGGGTACTATTGGAAGCAGCAGTAGTGCTGGCTCCAAAACTGGCTATGACT

TCTTAGGGATGAAAAGTGGTGTGTTGGATTATAGAGGTTTGGAGATGAAATGA 

 

Potri.004G211800.1   (GATA family) 

GCAAGCAAGGAAGCAATGAAGGAAGGGATGAGTAAATCTTGGTTTTTCGACAAGGA

TTTCAGTGGGGTTCCGGATAATTTTTTCGAGGATACTTTGGGGTGCTTTGATTTCCCA

TTGGAAGATGTAGAACCAAATGGTGATGATGGAGAAGACTGGGAGTCTAAATTCCG

ACATCTCGAGCCCCCTTCCTCTAATCTTTTAACCACTTTTTCAACCGCTCTCTGTGGT

GAAGATGCCTCCTCCCTGGAACCCAACTATAACTCTTGTTCGGTTTTGCTTAATGGAT

CTTTACAGTTAAAACATTGGGCAAGCTCTGCTGAAGCATCTTCAAGCAGAAGCAAAC

CCATCCTTTGTCGGTCTTCAGACAGCAAATATTCTCATCTGTTCCAGGCCACCAGCCC

AGTTTCTGTCCTGGAAAGCAGTGGCAGTTCTTGTCCCACCGAAAATGCGACAACATA

TTACCCCAAATTTGTCACACCAGTAAAGCGCCCTCGAAGCAAGCTGCCACGCCTCCG

GCGACAGACATTCCCTTTCATCCCCACTGCCTGTGCCTCTAAAAAGTTTTATTGTTCG

GCTTCTTCAGATCCAGAATTAGAATACTATAATGATGAGGAAATATTGGATTCTTCC

AGGAAACAACAGAAGAAAAGGAATCTGATGCTGCTATCTTCTGCAGTAGAGATGGC

GCCGAAGATGAAGCAGCCAGTTGAAACCAGGAGATGCACACATTGTCAGGTGACAA

AGACTCCACAATGGAGAGAAGGACCATTGGGGCCAAAAACCCTTTGCAATGCTTGT

GGGGTTCGGTACAGATCAGGCCGCCTCCTTCCAGAGTATCGACCAGCTGCCAGCCCT

ACCTTTGTTCCTTTTTTGCACTCCAACTCTCACAGGAAGGTGTTAGAGATGAGAAAG

CAGACGTAGCAGGTGACCC 

 

Potri.005G001600.1   (MYB family) 

CATTGCAGGTTTTGTTGCACTCCACATGGGGAGGCATTCTTGCTGTTACAAGCAGAA

GTTAAGAAAAGGCCTGTGGTCTCCTGAGGAAGATGAGAAACTTCTGAATTATATTAC



TAAGCATGGACATGGCTGTTGGAGCTCTGTCCCTAAACAAGCAGATTTGCAGAGGTG

TGGAAAGAGCTGCAGGTTAAGATGGATTAACTACTTGAGGCCTGATTTGAAGAGAG

GAGCATTTTCACAGCAGGAAGAAAACTTGATAATTGAACTCCATGCAGTTCTTGGCA

ATAGATGGTCTCAGATTGCAGCACAGTTACCTGGAAGAACTGATAATGAGATAAAG

AATTTATGGAACTCCTGCATTAAGAAGAAGCTGAGGCAGAGAGGCATTGACCCCAA

CACTCACAAACCTCTCTCTGAAGTTGAGAATTGTAAAGAGAAGCAGCAGCCTACAG

CTGACAAGAGCAATGAGAAAGTTTCTAATGTATCAAATGAACTGAACCTCATTGAG

GCAGCTACTTTACAACCACCTGCAATTTCTTCCAGCTCAAAGATCAACAACAGTAAG

GACAGGAATAGTAGTAGCAGCAACATGACAAATACACCACCGACAAAGGAATTCTT

CCTGGATAGGTTTGGTACCTCCCATGAAAGCTCCCCTGCCAGTTGCAGGCCTTCTGA

TTTGATGGGGTATTTTCCTTTCCAGAAGTTGGATTACAAACCTAGTATAGGCCTCTCA

ATGAATCCAAATACCACTCTCTGCTTCAATCCAAATTCCTCTTCTGAGATGATTTCTC

ATGAGTTCAATTCTTGTATGACACCACCGACTATTCTCCCATCTGTTTCAACCTCTAT

GTTCCAAACTCCAATACGTGTAAAGCCTTCTGTTAGTCTTCCATCTGATCATAATCCT

TCTGTAGGCTCTTGTGATGTCAATGGGGTTCAGAACTGGGAAGCAAGTAGCTTCAGC

AACAATGGAAGTGGAAGCAATGGAAGCAGTAGCAGTATTGAATTGCAAAGCAACAC

CAATTTCTACGAGAGCAGCGCTTTCTCATGGGGGTTAGCTAATTGTGGGAAATCCGG

CGAGGAATCTCACCTTCGGTCACTCGAAAACGACACAGCTGAAGACATCAAATGGT

CTGAATATCTTAACACCACATTCTTTCTTGGAAGCACAATACAAAACCAAACATCTC

AACATGTGTACAGTGAAGTGAAACCAGAAACACACTTCATAGCAGAAGGGTCAAGT

GCTAGTTGGATACCGAACCAGCATCAACAAGCTTCACAGCCAGCAGACATCTATAC

CAAGGATCTGCAAAGACTTGCTGTGGCTTTTGGACAATCCCTTTAGAC 

 

Potri.005G039800.1    (bHLH family) 

ATGGCACTGGAGGCTGCAGTCTTTCAACAAGACTGGTTTGGCCACAGCAGCAAAGA

GCTCTACAACTTGCTTGGTGGGAATTGGAGCTATGACTTTGGCCTAGACCAAAATGA

AGAAGATCAAGACAACAGCTGCTCTTCTTATTTTCTCGAGAACCAAACAGAAACATT

TCTTCATGAGGATTGGAACTCTTTCCAACCACCTAATTCCATGGTGCCTCACTTGAAT

GATTTGCACCTAACATGTAGCAACAATATTCCATCCTCATCAGATGCAAGCATTGAT

GCAGCAAATGGACTATTGAGTACTGCTCCTCCAACTGGTGATCATCATCACCACTTG

GGTGATTCATCAACAATGCCTGCTACTCGTGTTAAGAGAAGGAGATCGAGGAGTAA

GAAGAACAAAGAAGAGATTGAGAATCAAAGAATGACTCACATTGCTGTAGAGAGA

AACAGAAGAAAGCAAATGAACGAGTATCTTTCAGTTCTGAGAGCTTTAATGCCTGA

GTCTTACGTTCAAAGGGGTGATCAAGCATCAATTATCGGAGGTGCTATTAATTTTGT

CAAGGAGCTTGAACAAAAGATGCAAGTACTTGGTGCCTGCAAAAAAATGAAGGAAA

ATTCTGATGGTGATAATCAGCAACATGTTTCTTCACTGCCTTTCTCCGAGTTCTTTAC

ATTTCCACAGTACTCAACAAGCTCAATTCATTTCGAAAACTCTGTTGGCAAGAATGA

AAAGTTGCATAAGACTCAATCTACTATAGCTGACATAGAAGTGACCATGGTAGAGA

GTCATGCCAACCTCAAAATAAGATCGAAAAGGCGGCCGAAACAGCTCTTGAAGGTT

GTTTCTGGGCTGCATAGCATGCGCCTCACTGTTCTTCACCTAAACGTCACAACGGTT

GATCAAATTGTGCTTTATTCTCTAAGTGTCAAGGTAGAAGATGATTGTAAGCTGACT



TCAGTGGATGAGATTGCTACAGCAGTGTATCAGATGCTAGGTAGGATTCAAGAAGA

GTGTGTGCTGAATTGTTAGAAAGTTTACTATTAATTTTCCTTTGTGGTTGGCCCTCTA

CACACCATATGAGGGCAATTTCTGCATTTTTAGGCAGTCTCTGAAAGGCTCATCGCG

ACTAATGTCTCTCCCATTTTATTCCTAGTGTAGCTTAGTCTGGTTGGTCTAATTTGGA

TGTTTCTGTTCCTCTATTTTGTAACTTTTTTCTCCACCTTTTTCTTTTTGTAGTTTTTCT

AGAGCATCTTGTGTATGAGCCACACATAGATGCTTGGTCAATTCAAACCATCTTTAA

TGCCTTGCCCAAGCATATTTTTTTGTTCTAGTTTGTACTAATACTCTCTCCTAACCTCT

ACGGCTCAACCTT 

 

Potri.005G063200.1   (MYB family) 

ATGTTAAGGTCAAAAAACCAGTGTTTATACATGTATATTTATGTATCTATACATATCT

TATCTTGCGTATATAAGAAAAGTGACCTCTCATCTGTAGCCCTAAAACCAATTCCCT

CCTGTTCCATCTCTCTCTGCTTATTCATCTTCTTATATTTATTGAAGATCTTCCTCGTG

TGGGGTGATTTCTGCCATAATTTTGCAGTTGTGTTAGAATATTTATGTGAGTTTAAGC

TTCATGTGATGGAAGATTTTAGGGGTAGCTCAAGCAGTGATAGTGGGAGGACTAGTT

GTCATAGAGGGCACTGGAGGCCGGCTGAAGATGAGAAACTTCGGCAACTTGTTGAT

CAATATGGTCCTCATAATTGGAATTTCATTGCTGAACATCTTCAAGGAAGATCAGGG

AAAAGTTGTAGATTGAGATGGTACAACCAACTTGATCCAAATATCAACAAAAGGCC

TTTTACAGAAGAAGAGGAAGAAAGGCTCCTAAGAGCTCATCACATTCAAGGAAATA

GATGGGCTTCAATAGCTAGGCTCTTCCCTGGCAGAACCGACAACGCCGTGAAGAAT

CATTACCATGTTGTTATGGCAAGAAGGAAGCGTGAACGCTGCTTAACTGTCCATGGT

AAGAGAAGTAATTTCCAAATCCAATATCCTAGTGATCATCACCATAGAAATAGCAGT

ACTAATCCTGGTAGAAATTTCGGGTTCTTTAGGCCACAAGGGTCACCTGACTTTGGT

TCTAAATTAGGGTTTCAGAATAATATTATTGAAAGAGCGGGTAATAAGATACCCATG

TCCTCAACAAATTCATCTCCTTCTTGGACTAACATTAGTGCTTCAACCATCACAAATG

ACTCATTAAGTTTTGATGTCTTTGATGCAAAAAGAAAGGATTATATTCATTCAAGCT

CTTCTTCAATATATCCTAAAGGGGGGCCACTTGCTTTGAATGAATCTCTTCACTGTAC

TTACCATCCTAGTTCTACCATTGATGGTGGTGATAAGTACCTAAATGTTGTTGGACA

ACAGATCCCTAACGCTAAGAAAGTTGTCCCTAATAATCATTTTGCATTCACAAGTTA

TGGTGATGGTTATGGAAGCAATAAAGAAAAGATTATCGAAAGCCAGCTAGTGAGAC

TCGATAGCGATCATCATGACTCAGCTGCATTGTGGAAATTGCCAATGGCTTCTCAGC

AAGAGCAAGGAGATCATGGAGGTCAAGTTAAGAACCAGGACGTTGCCTTTATAGAC

TTTCTTGGTGTGGGGATCTCTTAG 

 

Potri.005G090300.1    (TCP family) 

ATGTCAGACAACAGTGGTGCTGTCAATAACGGAGCTTTGATAGACCCACAAAGAAA

CCAGCCGCCGGGAGGTGGTGGAGGAGGAGGAGCTACTAATGGAGCTTTAGCTGTTA

AAAAACCACCTTCTAAAGACCGTCATAGCAAGGTTGATGGTCGTGGAAGGAGGATT

CGGATGCCGATCATTTGTGCTGCTAGAGTTTTTCAGTTGACTCGTGAATTGGGTCAC

AAGTCTGATGGACAAACTATCGAATGGCTTCTTCGTCAAGCTGAGCCTTCGATTATT



GCTGCTACTGGGACCGGAACTACTCCTGCTAGTTTTTCTACTGTTTCTGTTTCGGTTC

GTGCTGGTGGTAATTCTAATTCAATATCTTCGCTTTCCAGCAATAATGTTCATTCAGC

TGCTTCTTTGGACCATAAGCCTTTGTTAGGCCCTGCGCCCTTTATACTTGGAAAAAGG

ATGCGGCCAGAGGAGGATGGAAATGGTGGGAAGGATGATGGTGGGGTTCCTGTGGG

CCCCACTATCGGGTCTTTAATGGGGCCCACAGCAACAGCCGCAGCGGGGTCTGGCG

GGTTCTGGGCTTTGCCTGCAAGGGCTGATTTTTGGGGGTTTGCTGCTGCACCTCCGG

AAATGGTTGTGCAGCCAACGGCGGTGCAGCAGTCGTCGCTGTTTATGCACCAGCAGC

ATGCTGCCGCCGCTGCTGCCATGGGAGAAGCGTCGGCGGCTAGATTGGGGAATTAT

CTTCCTGGTCATTTGAATTTGTTGGCTTCATTGTCGGGTGGGTCTGGGAGTTCAGGAA

GGAGAGAGGAGGATCAGCGTTGA 

 

Potri.005G094900.1    (NF-YC family) 

ATGGACCAATCAGAACAAACTCAACAGCAACAGTCCCAGCAGCAGCAGCAGCAACC

AGTAATGGGAGTAGCAGCTAGTGCAGGTCAGGTGGCCTATGCCTCTACTCCCTACCA

AACTGCTCCAATGGTGGCTTCTGGGACTCCTTCCATAGCCATTCCCTCCCAAACTCA

GCCTCCAGCCACCTTCTCTAATTCACCCCACCAGCTTACCTACCAGCAAGCCCAACA

TTTCCACCACCAACAGCAGCAACAGCAGCTTCAGATGTTCTGGACTAACCAAATGCA

TGAAATTGAACAAACAACTGACTTCAAGAACCATAGCCTTCCACTTGCTCGGATTAA

GAAGATAATGAAAGCTGATGAAGATGTACGAATGATTTCAGCAGAGGCTCCTGTTA

TTTTTGCCAAAGCATGTGAAATGTTCATCTTGGAGCTCACTCTGCGCTCTTGGATCCA

CACAGAAGAGAACAAAAGGAGGACACTACAAAAGAATGATATTGCAGCTGCAATTT

CCAGGACTGATGTTTTTGATTTCTTGGTTGATATTATTCCAAGAGATGAGTTGAAAG

AGGAGGGTCTTGGGGTCACTAAATCAACTATTCCTGTTGTTGGCTCTCCAGCTGATC

TTCCTTACTATTATGTTCCTCAACATCCTGTGGGACCTCCAGGGATGATCATGGGAA

ATCCAGTTGATCAAGCAGCTACCTATGGAGCCCAGCAGCCACGACCTCCAATGGCA

TTCATGCCATGGCCACAACCTCAACCACAACAACCTCAACAACGGCAAAGCGACAC

CTGATCAGAACATC 

 

Potri.005G126400.1    (BES1 family) 

AGAGGGAGAGGGAGAGCGTTAGTGGGGGAGGGTTTGCCGGGGAAAATGACAGCCG

GTGGATCCTCAGCGAGGTTACCAACGTGGAAAGAAAGAGAGAATAACATGAGAAG

AGAAAGAAGGAGACGAGCTATAGCTGCCAAGATCTATACAGGACTTAGGACTCAAG

GAAATTATAAGTTACCAAAACATTGTGATAATAATGAAGTCTTGAAAGCTCTTTGTG

CTGAAGCTGGTTGGATTGTCGAAGAAGACGGTACCACTTATCGCAAGGGCTGCAAG

CCACCTCCATCTGAGATTGCTGGCATGCCAGCAAACATCAGTGCATGCTCCTCAATT

CAACCAAGCCCGCAATCCTCAAATTTTGCAAGCCCTGTGCCTTCCTACCATGCTAGT

CCCTCATCCTCCTCATTCCCAAGTCCTACTTGTTTCGATGGAAACTCCTCCACGTACC

TCCTCCCTTTCCTCCGAAACATAGCTTCCATCCCCACAAACCTCCCGCCTCTTAGAAT

ATCCAATAGTGCTCCTGTAACCCCACCACGTTCTTCCCCTACATGTAGAAGTTCAAA

GCGGAAAGTTGACTGGGAATCCCTCTCAAATGGCTCCCTAAACTCGTTTCGCCATCC



CCTTTTTGCAGCTTCTGCTCCTTCAAGTCCTACACGGCGCCCCCATCTAACACCTGCC

ACAATTCCAGAATGTGACGAGTCTGATGCCTCTACCGTGGACTCTGGCCGCTGGTTG

AGTTTTCAGGCAGTGGCACCCCAAGTAGCCCCTCCTTCACCAACATTTAATCTTGTTA

AACCAGTGGATCAACAGTGTGCTTTTCAGATTGGAGTTGATAGGCATGAAGGTTTGA

GCTGGGGAGTAGCAGCAGAAAGGGGGAGAGGTGCTGAGTTTGAGTTTGAGAATTGT

AGGGTGAAGCCATGGGAGGGTGAGAGGATTCATGAGATTGGGGTGGATGATCTTGA

GCTCACACTTGGAAGTGGAAAGGTCCATGGTCAAGCCTCCATTGATGATCTAGCCTG

GGAACGTAGCAACAAGTAGCTTGAATTCATTGCTGATTCAATGGCGTAGTTGTTTTT

TTCTTAACCAATGGCATGCATCGCTTGGGTTTTACCTGAGGTTACTACCAGCTTGGG

AAGACTGCGAGTTCACATTTGATGCCTCCTATCGTATTTCAGATCGA 

 

Potri.005G231300.1    (bZIP family) 

CCTCTTGTGGGTTTGTCTCGTTTTTGAGTTTTGATTTCTAAAGTCAAGATCTCGAAGA

TCCCAAGATTTTCTTTTCTTGTTTTTTAAGGCTGCTACTCTGCCAAAATCCTGTCAAA

ATCTTGATGCTGCTGGTTTGGATCTTAATGTTTGAGATTCATGTCTCCAGTTGTCAGT

GAAATCATCCGGTCCGGGTTTATGATCAATTCCTCTTTCAGACGCAGGACCCATCTT

GTTCAATCTTTCTCGGTTGTGTTCCTTTACTGGTTCTATGTTTTTTCAGAAATAATCTT

TCAACTCTGCCTGGTTTGTAATATATAATAAGTAGTAGAATATAATTGTTATCTTTAA

CAATTTGAAATCTGTAAGGTTAGAACAATATTAAAGATCTCATTTTTATTGAGATCT

GTTATTGGTGGTACTATTTTTGGTGTGTGTGTGTATATATAGTCTTTGTGTATCTATAT

GGCATCCTCCAGTGGGGATTCCTCAGGTTTCACTCAGCTCCAAAACTCAGGCTCTGA

AGAGAATACGCAGATGATGTTGGTGGATCAAAGGAAAAGGAAGAGAATGCAATCA

AACAGAGAATCTGCAAGGAGATCCAGGATGAAAAAACAGAAGCACTTGGATGATTT

AATGGCCCAAGTGACACAGCTAAGGAAGGACAATAACCAAATCCTTACAACCATCA

ATGTCACAACACAGCACTACTTGAATGTTGAAGCCGAGAATTCTATTCTAAGGGCAC

AAATGATGGAACTGAACCATAGACTTGATTCTCTTAACGAGATCCTCAACTATATCA

ACACGAGTAATGGGATTTTTGAAAATGATCATCACGAGGATCTCCCTGATCATAGCT

TCATGAATCCATCAAATCTGTTCTATCTTAACCAGCCCATCATGGCATCCCCAGATTT

GTTTCAGTATTGATCACCATCACCATCCCCACCATCCCCATGGGTTGGGAATTGGTC

AATCCAAGGCTGTCTTGTTCAGGCGCAATAAGTGGAGTGGAAAAGGGAGGGCCTTT

CTTTTTTATGTTGAATATTAGTTTAACTAGGACCTAGAATGAAGTAATATTATGATTA

ATGAGAGTGGTGCATTGAGCTAAAAAAAAAATGCACCTAGAACAGGGGAAATTGAT

TGGTATTTTCATATTCTGGCAATTTGGCTTGTAAGTTGTAATTTGTCGCTATAAATAT

GGTGTGCAAGGCCCTGGATGTGTGTCATAATGTCCTGTCTCTTCTGAACGGTAAATT

AATGATATTATTTCTAATAATTGGTGTGGGCTACA 

 

Potri.006G016200.1    (GRAS family) 

GACGAGTGAATTTAGACTTGGCAGCTGCCTCGCTGTTTATAAGTGTTCAGTGATTAT

AGCATGTGGCATTCCAAAAGTCATTGCGTTGCCAAGTGAAGGTGACAGTTCTGATAG

AAAAGGCTAGTTATCAATTCCACGATCTCTTGTCTGAGCTAAGCCCACCAGTGAACT



AGTTCTAGATGCAAACCTCTCAGAAACACCGATCAGCTGGCATCCATGGGTTTTACC

ACCAGCCAGTGCAAGAGATTGATCCATATGGTTTGTCTCATATCCAAATTTTAGACA

AGACTCTGTATTCAGATGCTGGAAGCCAAGGAACCAGTGTTTCCTTTGAGACATGTC

TAGGACAATTCTTCACCCTGGAATCATCCTCAGCGACTGCTGGTTTCGTTGTCTATGA

TTCTCCTGCTGCCAGCATCTCATCCAACAGAAGCCCCTTTTCATCCCAGGGTTCACAT

TCATGCATTTCTGATCCTCGTCATTCCCCTGAAAATATGTATGGATCTCCTTTGAGTG

GATCTTCCTCTGCTGATGACGGCAATATACTGAGGCAGAAATTGAGGGAGTTGGAA

ATTTCATTGCTTGGGCCTGAATCTGATATTACTGACAGCGGCAGTTTTTGCTTTGTGA

GTGGAGGATACCAAGCAGAACCATATGCAAGTTGGGACTGGAACCAAATGATGGAA

ATGATCCCTAGGTTGGATCTTAAGCATGTGCTCCTTGCCTGCGCTGATGCAGTATCA

AATGCTGATATACAAAGATCAGCAGGTCTAATGCATGTTTTGGACCAAATGGTGTCA

GTCTCTGGAGAGCCAATCCAGCGGTTGGGTGCTTATATGTTGGAAGGGCTTAGGGCA

AGGTTGGAACTCTCAGGAAGTAAAATCTACAGAGCCTTGAAGTGTGAAGCACCAAT

CAGCTCAGATCTGATGACTTACATGGGCATTCTCTATCAGATATGCCCTTATTGGAA

GTTTGCATACACATCGGCTAATGTTGTCATTCGAGAAGCTGTAGAATACGAACCCAG

AATTCATATCATCGACTTCCAGATTGCACAGGGAAGCCAGTGGATTCTTCTAATGCA

GATGCTTGCTTGCCGGCCAGGTGGACCCCCAGCAATTCATATAACTGGCGTTGATGA

TTCTCAATCAGCTGATGCTCGTGGTGGAGGACTTGATATTGTGGGACAAAGGCTATC

AAAAGTTGCCGAGTCCTGCAATGTGCCATTTGAGTTCCATGATGTTGCCATGGATGG

TTGTGAGGTTCAACTGGAACATCTTAGGGTCCAACCTGGGGAAGCTGTGGTTGTGAA

TTTTCCGTACGTGTTGCACCACATGCCTGATGAGAGTGTGAACACATGGAATCACAG

AGATAGATTGATAAGGATGGTGAAGAGTTTGTCACCAAGGATCGTGACCCTCATCG

AGCAAGAATCCAACACTAACACCAAACCATTCTTTCCAAGATTCATCGAGACACTA

GATTATTATGCAGCTATGTTTGAATCTATTGCCGCTGGTAGCTCTATGGACTTCAAGC

AGAGGATTAATGCAGAGCAGCAGTGTGTGGCTCGAGACATTGTCAATATGATCGCTT

GTGAGGAAGCTGAGAGGGTTGAACGGCATGAACTTCTTGCGAAGTGGAGGTCTCGA

TTTACCATGGCAGGATTTAATCAGTACCCACTGGGCTCTTCAGCGACTACTGCCGTT

AAAGATTTGTTGAAGGAATACCACATGGACTATAGTGTTCAGGAGAGAGACTGGGC

TCTTTACCTTCGCTGGCGAGATAGAGACATGGCAACTTCTTCTGCCTGGCGGTGAAA

ACCGAATAGCTTCAGCTCCTTAAATGTAATCTGTAAATGTAATCTTACCCTTTTTTTT

CTCATTTAGAGAACGATCAGTAGTGATGTTATCATTCTCATAGAAATGGGATTAGCT

TTTTTTGGGAGAATACAGCTAGTGTTGAGACAACCTCAAATCATTGTACATGTCCAC

CATGGAATGAAACAAGAGTAGGTCTGTGTTATTTGCAGTCTCGGAGTTCAAAGTATG

CAC 

 

Potri.006G037100.1    (bHLH family) 

ATGCAGCCTGAAAACTGTCAGGAGAATTCACAGTTGTACCGGTTTCTTACCGAGAAT

GGAATGATTAACGTTGGTCCATACGGTTTTCCGGCTGCGATGCAAACCTTGTGTACC

TCATCTTCCACTTCCTACCATAACAGTAATTACCACTTTGAAAGGTCTGTGATAACTG

ACATGACACCAGAAGATAGAGCTCTTGCTGCCTTGAAGAATCACAAGGAAGCTGAG

AAGAGAAGGAGAGAGAGGATTAACTCTCATCTTGATAAGCTTAGAGGCCTCCTTCCT



TGCAATTCCAAGACAGACAAAGCTTCACTTCTAGCAAAGGTTGTTCAAAGAGTTAGA

GAACTGAAACAACAGACCTCAGAGCTTCCTGGACTTGAATCTTTCCCATCAGAAACC

GATGAAGTCACTGTACTTTCTGGTGAATATTCAAGTGATGGACAATTAATATTCAAG

GCATCTCTGTGCTGTGAAGACCGGTCGGATCTCATGCCAGACCTAATCGAGATACTG

AAATCTCTACACTTGAAGACATTGAAAGCAGAAATGGTAACACTAGGAGGAAGAAT

TAGGAATGTTCTTATCATTGCGGCTGACAAAGATCATAGTGTCGAGTCGGTCCATTT

CTTGCAAAATGCATTGAAGTCTTTACTAGAACGCTCGAATTCTAGCGAAAGATCGAA

AAGGCGAAGGGTATTAGACCGAAAATTAGTAATCCAATGATGATTAATATCGTTCAT

GTGCTTGTCTTAGTCTCCTTTTAATCTTTTTTTTTTTTTTGGAATATTCTTAGGTGTTGC

AGGCTTGTGATGTAGTCTGGTTAATCTCTATTGTGTGGGTTTGTTTGTTTTAGTGTAA

ACCCCAAAGAATTGAAGGGAAAAGAAAAGGGAAACGTATTTGTGTGATTTAGTCTG

GGTTTTTAACTGGTCTAGGGTTTTAGGATATTCTCAGTCTCCTTCATGGGATCATATC

TTACATGTAAGGGGATCATAGAGCAGAAGAATCTAAGAATCTGAACTGAAGATGAC

GAAGAAGATCAGAAATCTTTGGACGTTGAATGGCTATG 

 

Potri.006G049200.1    (HSF family) 

GGTTTATTCTGACTAACATGACATGGTTTATTCTGACTATATATATATACATATAAGA

ATAGTCTAGCCTTAGAAAATACGTTCCAACCATTTCTTTCTTCTTGAAAAGAGAGAG

AGAAAAGAGAAAGGAAAAGACCTTGCATTTCTCATGAACTGTGGAGTCGTCTTGCT

GGGTTTTTATTGTTGGGGTTGGGAGTTCTTAACAGCCCTTCTTCTCTTCTCTGCCTCTT

CTCCTTAAAAATCTTGTAATATCATCCAATAATCTCCTTTTCTCTTTGTTTTTTTTTCC

TTTCTTCTTTTTCTTCGAATAAATTCATGGCAGATGACAAGGGTTTATTAGAATATGT

TAGAAAATCAACCCCGCCACCTTTTTTATTAAAAACCTACATGTTAGTGGAGGATCT

GGCGACCGATGATGTGATATCATGGAACGGGGAGGGGACCGGATTTGTGGTGTGGC

AGCCGGCAGAGTTCTCTCGTGATCTCCTACCAACACTCTTCAAGCATAGCAATTTCT

CTAGCTTTGTCCGGCAACTCAATACTTATGGTTTTCGAAAAGTTGCAACGAGCCGGT

GGGAGTTTTGCAATGACATGTTTCGGAAGGGAGAAAGAGAGCTACTACGCCAAATT

CGTCGAAGAAAAGCTTGGACTAACAAGCAACAACCTATTGCACCGTTAATTCAAGT

CGCACCACAAGAGTTTGAAGAAGATCAAAGATCATCATCCACTTTATCATCGTCCGA

ATACACTTCTCTAGTTGATGAAAATAAACGACTCAAGAAAGAAAATGGGGTCTTGA

GCACTGAGCTTACTAGCATGAAAAGAAAGTGCAAGGAGCTACTTGATTTAGTAGCT

AAAAACGCACATTTGGAGAAAGAAGAGGAAGATGAAAGGCCAAAGTTGTTTGGTGT

GAGATTGGAAGTCGAGGGGGAGAGGGAGAAGAAGAGGAAGAGAGCAGAGATTAG

AGAAAGTGCAACCATTTTACTATCTCAATAATGCAAATAAAATGTGTGCCATGTAGA

ATAATCCAAGGACAAGTCATCAGCTACTAAAACAAAAAAAAAAATGAAGTAGCTAG

CTTAATTAGACACAGAAAAGTTTGAAGTTGTATTCTCTGTTGTTGTTGCTGTAG 

 

Potri.006G057600.2    (bHLH family) 

ATGGATTCGAGTAGTAGTCACAACTCCAGTTCAGGGTCATTGAGATTTCGCTCAGCT

CGGAGTTCACTTCTTGCAAATTTCACTGATAATGGAGTCGACAATGATTCTGTTTTGA



ATTTCCAAGACTTTGAGGATAAATCCGCTGCAAGAGTGAGAGAGGAAGCTGTTAAT

TATTCATGTTTGCCGCGGAGTTATCCAGGTTTGCCTCCTCATTATCCAAGGCAGAGTT

CAGCTACAAGTTCTTCAGCTATGGATAGTTCATATGGTTTGATTGGTTCAATATCAAT

TGGTCATCATGAGCAAGTTGAAAAGGTTGATTCAAATCCTGCTAGGCAGAATAGCTC

TCCCGCTGGACTTTTTGGGAACCTTACTGTTCAAAATGGCTTGTTGTCACAGATTTCT

GAAATTGGGAGCGAAAGCATGGAGGCAGGCAGCCCTGACAGTGGAAAACTCTCAA

GTGTCAGTGTTGACAGTCGATTTTATAGCAGTCACGGGTTTCCGTATGGTTCTTGGA

ATGATTCGCATTTGTCAGAGAACTTTAGCAGCATGAAAAGAGAGCAAGAAAATGGA

AACTTGTTTTCTAATGCTCAGAACGGAGAACTTGGAAATCGGGCTCATGTATTATCC

CACCACTTGAGTTTGCCAAAGACTGCAATGGAAATGGTTGCCATGGAAAAGTTTCTC

CATTTCCAAGATTCTGTTCCTTGTAAAATTAGAGCAAAGCGTGGTTGTGCCACTCAT

CCTCGAAGTATCGCGGAAAGAGTGAGAAGAACTCGGATCAGTGAAAGAATGAGGA

AACTACAAGAGCTTGTTCCAAACATGGACAAGCAAACGAACACAGCAGACATGTTA

GATTTGGCTGTAGTGTACATTAAAGACCTTCAGAAACAGTACAAGACACTAAGTGA

CAACCGAGCCAACTGCAAGTGTTTAAGCAAGCAGAAGCCAGTGCAAAACAGAATTG

TTTGAGGTGCTTCTGTACAGAAATCCAAGGGGCTGTTCGACCAGTTCTTGTTGATCTT

TAGCATCAGTAAGCG 

 

Potri.006G130200.1    (S1Fa-like family) 

CAGTCATGGAAGACGATTTCGAGTTCTCTAATTCTCCTCCTTCCTTCCAAAACATGGG

GGATTTGATCAAGGATGCTGAGCCTAAAGGGTTAAACCCAGGATTGATAGTGCTGCT

GGTTATTGGCGGGTTACTTTTGACATTCCTAATTGGAAATTATGTACTTTATTCGTAC

GCGCAGAAGACCCTTCCTCCGAGGAAGAAGAAGCCCATCTCGAAGAAGAAGATGA

AGAAGGAGAGACTGAAGCAAGGTGTCTCAGCACCAGGAGAGTGA 

 

Potri.006G184800.2    (WRKY family) 

CCATTTCGGTACAGTGTATAAAGGGCAGTTGTAACTGTTTTCGAACTTCACTCAAGT

GGCCATGGCAGGGAGTGAGAGCTTCGAAGCTCTCGAAGTGCAAAATAATGAACAGA

AACGACAAGGAAATGAACAAAACAACGGTAATTTTGTAGAAGAAGAGGAATTAGA

AGGCGATTATATTGAGGAGGAGGAGGAGAGTCAACTCAGTGAGTTGCAGCAACTTG

TCGAGTTGCCGAGTTCGCAGGTGGAGGAGGAGATGAGGGATGGGCAAGTGGAAACC

CTAACGGTGGTGCCGTCTTCTTCCACGGCGATACTATCGAAGGAGAATGATCAGCAT

GTAGGTTTGAAAGGAAATTCAGCATTGAAAACGCACGTGGAAGCTGAATTCAAGGA

GCAAGTAGGCTTGTCGCACCAGGAAGTTCTGGGAAGCGTAACAGCCCAGAGTGCTA

AAGCCCAGACCCAAAATCAGCTTCCACCTTCTGCATGTCCAACTTCCTCGTCAGAAC

TGTCACTAACTTCTGTTACACAACCTATATCATCTGCTCCAAGTCCAACTCCACCAG

AAAAAAGATTGTCTCCCCCAGAGGTTAAGAATGCATGTATACCAGAAGCAGGGCAC

CAAAGTTCTGCCAAGCTTAAGGCTCTCCATGTTCCTGTAGCAAGGACATCAATTCCA

GATGGGTACAACTGGCGGAAATATGGTCAGAAGCAAGTGAAGAGCCCTAAAGGTTC

TCGAAGTTATTACAAGTGTACTTATTCTGACTGCTGTGCTAAAAAGATCGAATGTTC



TGATCACTCAGGCCGTGTGATAGAGATTGTTAATAAAGGAATGCACAGTCATCCACC

TCGGAAGAATAACAGCACTAGGGAAAGTAGGAGTGGATTATCTGTTGGGCCTATTTT

GCAGACTACTGTAACTGAGCGTACTGTCAGAATGCTCAAGGATTCAGAACCAGTCA

CATTGTCAATAGAACCTGCACAAGAAACACCGACAGTTTCTGAAAGAAAACGACAG

AGTTCAAGCAGCTCGGATGAGAACAAGGAAACTCAAATCAAAGAGGAGGATGTCG

GTGAACCTGAGCCAAAACGAAGATTGAAGAAGGGAAACTTAGAGTGTTCAAAGGCT

GCTTTAAAACCCGGAAAAAAAACTAAATTTGTCGTGCATGCAGCAGGTGACGTGGG

GATCTCAGGTGATGGATATAGATGGCGCAAGTATGGACAGAAGATGGTGAAGGGAA

ATCCCCATCCCAGGAACTATTATCGATGCACTTCTGCTGGATGTCCTGTCCGAAAGC

ACATTGAAACAGCAGTAGATAACACGAACGCTGTCATTATAACATATAAGGGAGTA

CATGACCATGACATGCCTGTACCGAAGAAGCGACATGGCCCACCAAGTGCTCCGCC

TGCTGCTGCTGCTGCTGCTCCTGCGTCCTTGAGCAGCTTGCCAATTAAGAAAACCGA

TACATTGCAAAACCAAGTTGCTTCAACCCAGTGGTCGGTGGGCAAAGAAGGCGAAT

TAACTGGTGAAACCCTTGATCTCGGGGGTGAGAAGGAGGCGGCGATAGAATCAGCT

CGGACGCTTCTGAGCATTGGGTTTGAAATCAAACCTTGCTGAAAAGCTGAAAAGATC

CTTTCTGTCTAGGTTACAGTATAAAGATTACCAGTGGGCTGTCCTCATTTATATGAAA

ATCATGTAGCTTTCTTTCAATGTAAATTATCAGGTTTGAGGATGTCTTTTCGTTTTTTT

TCTTCTACTTCAGTATTTCAGCT 

 

Potri.006G201900.1   (NF-YA family) 

CTGAATTAGTTTGAACTCTTGAGATAAAGACGGTCAAAGCAATCAGTCAGGTCATTT

CAGAGGGAATTTAATGGCTATGAAAACTTTTTATCTCAAAGAACATGAAGGAAGTG

TCCATAATCCAAATGGGCAGTTGTCAACAGTGCCATGGTGGACTGCATTTGGGTCTC

AGGCTGTTAATGGTGAATCGTGTGGCCTATTGAAGGCTTTACCCATAGAACAGCCTG

CCGGTGGAGGTGAAACTGCTACTAAGCTCGCCAGGATGGGTACTGAGCAAGGGTTG

GATAAAGGGAATATCACTCAATTCACTATATTTCCCGGTGACTGCAAACCTTCAGGT

GGTGGACAGAAATCTGTTCAGGGAGCCATTTCACTGCAAACAGCTCTGCCGGAATAT

TATGCTCATTTTGACCTGGGATTTGGTCAGCCTGTGATCTGCGCAAAGTATCCTGTCG

TGGACCAATGTTATGGATTATTCTCAACTTTTGGACCTCAAATTTCG(Deletion:GGCCG

GATTATGCTCCCAATGAGCACGACCACAGATGATGTACCCATATATGTAAATGCGAA

GCAATACCATGGAATCATAAGACGTAGGAAGTCCCGTGCAAAAGCTGCACTGGAGA

ATAAATTGCCCAGAAATCGTAAG)CCTTATATGCACCGTTCACGCCATCTCCACGCA

ATGCGCCGACCAAGGGGATGCGGTGGCCGTTTCTTGAATACGAAAGAGTTGAATGA

TGGAAAAGGCATAACAGAGGCTAAGAAAGCTGGTGATTTTCAACTTTCGCAGCCAA

CTGGTTCTCAGAGTTCTGAAGTCCTGGAATCAGGTGGTGCAACTTTGAACTCAATGG

AAGCAAATTGTGGTGGATCAAATCTCTCTGGGTCAGAAGTGACTAGTTTGTACAACA

GGGTAGATTTCGATCGCTTCCCTTTCAATCATCATGGGCCAACTGTCCATGGTTTCTC

AGGGATGGACGGAGGGCATGGCATTGGCATTGGCATGCCCAGTAAGTGGATTGCAG

CAGCTGACAACTGCAGCAACCTCAAATAGCAAGGGAACGGATTGGGTTGGTGCTTG

C 

 



Potri.006G221500.1    (MYB family) 

ATGGGTAGAAGTCCTACAGGGGGGATAATTAGAGGAACTTGGACTGCTACTGAAGA

CAAAATTCTTACAGCATATGTTAGAAATTATGGTGAAGGGAACTGGGCTAGGGTTCC

AAAGGAAACAGGTCTGAAGAGATGTGGCAAGAGTTGCAGGCTTCGTTGGCTGAATT

ATCTAAAACCAGATGTTAAAAGAGGAAACATTAGCCCAGATGAAGAAGATCTCATT

ATTAGGCTTCACAAGCTCTTAGGCAACAGATGGGCTTTAATAGCTGGAAGGATTCCA

GGTCGGACGGACAATGAGATCAAGAATTACTGGAATTCAACCTTGAAAAGAAAGGT

ACAAGCTAACGATCAAAAACAGCCTAGAAGAGGGAATAAAGACACAAAAAAACAA

ACCAGAAAGACCTCAACAGGATTGAATAAGGCGGCACCATGCACAAACAGTAGTCT

TCCTTCACCACCAGTCTTGGCTGAAAATATAGAGACTGATCAGATTCTCACAGCATC

CTCCATTGAAGAAGGAACCTTGGAAAAATATCTGATAGAAAATCCCAACTCAAATG

ATGAGCTCTTGCTATTTACTAACGATAATGATGTGCCTTGCAACTTCTTGATGGATCT

TGATATGGGGCAGATGAGCTTCTCTGATTTTCTCCAAACTGATATCTTCTCAGATAGC

AATAACATGCTTGTTAATGGGCCTGCACCTTCTTATCCAGATGAAGCTTCTTTGTTCC

CCGAGGCTATGCTGCAGAATTGGATATGTGAGGATGGCTTTGAACTTGAACTGGCTA

TGGGTCCTTGA 

 

Potri.006G237700.1   (GATA family) 

GGAAGAGCCAGAATATTAGACCATGGAAGCACCGGAATTGTATGGGACAACTGGGT

TTTGCAGCTCACAATTCACAAGTAATGAAAAACACCACTCTCTGGACTCTAATAAGT

CCATTGGTGGTGGTGACCATTTCATTGTTGAAGACCTTTTGGACTTCTCCAATGAAG

ATGAGGATGCCATGGTAACTGACCCTAGTAATAACAATATCGTCACTCCCACCACCA

ACTCCACGGACTCTTCCACTGTGACTTTCGTTGATAGCTGCAATTCCTCCTCTTTCTC

GGGCTGTGAGCCTTCTGGCTTTAACGGCGATATTGGGTCCCACTACACCAATAATTT

CTCTCATCATGACGTTCATCTTGGCAGCGAGCTTTGCGTGCCGTATGATGATTTGGCG

GAGCTAGAATGGCTGTCGAATTTTGTGGAGGAATCCTTTTCCAGCGAAGACTTGCAA

AGGCTTCAGCTTATTTCCGGCATGAAAGCTCGGCCTGACGAATCATCCGAGACTCGA

CACTTCCAAAGTGATGACAATAACAATGGCAATGTCTCCAATATTTGTAACAACAAC

ACAATGTTCAATCCTGAAATGGCAGTCCCAGCTAAGGCTCGGAGCAAACGGTCTCG

GGCAGCACCAGGCAATTGGGCCTCACGGCTTCTCGTACTCTCGCCTACGACTTCATC

ATCCGAGCCTGAGATTATTCCTGGCTCGACCCAACATCCCAATTCTGGGAAAAAGAC

AATTAAGGGTGCGGTGGGGCTGAAGAAAAGAGACGGTGATGTTGAAGGTGGTGACG

GTCGCAAGTGCCTGCATTGTGCGACGGATAAGACGCCGCAGTGGCGGACTGGACCC

ATGGGGCCTAAGACGCTTTGCAATGCGTGTGGTGTAAGGTACAAATCGGGGCGGCT

TGTACCTGAGTACCGGCCAGCAGCTAGCCCAACGTTTATGCTTACGAAACACTCAAA

TTCGCACCGTAAGGTGCTTGAGCTAAGGCGACAGAAGGAGATGGTAAGGGCTCAGC

AGCAACACCAGCACCACCAATATCTTCATCACCATCAGAATATGGTGTTTGATGTAT

CCAACGGTGGTGACGATTACTTGATTCACCAACATGTGGGACCCGATTTTAGGCGGA

TGATCTAGCAGTAGGGGCGCA 

 



Potri.006G267700.1    (Co-like family) 

ATGGCATCAAAGCTTTGTGACTCATGCAAATCAGCAACAGCAACGTTGTTTTGTCGA

GCTGACTCAGCTTTCCTCTGCGTCAGTTGCGACTCCAAAATCCACGCGGCCAACAAG

CTTGCTTCTCGCCACGCGCGTGTCTGGGTCTGTGAAGTCTGTGAACAAGCCCCAGCT

CATGTCACCTGCAAGGCTGACGCTGCCGCTCTATGTGTCACCTGTGACCGTGACATC

CACTCGGCAAACCCTCTTGCCCAACGCCACGAACGTGTCCCTGTCACTCCCTTCTTTG

ACTCTTCCTCCGCTGCGCACGGCGGTGGAGCTGCCGTTAACTTCTTGGAGTATCGTT

ACCTTGATGACGTGAATGGTGGGGATGATGTTAGTAGGGAGGAGGCAGAGGCGGAG

TCGTGGCTGTTACCGAACCCTGGTGGGGGGAATACTAAAGGGGTGGACAGTTTGGA

TCTGAATACGGGTCAATATGTGTTTGGGGCGGAAATGCACCCGTATTTGGATTTGGA

TCGGTATGTGGATCAGAAAGTGGAAGTGGAAGTGCAAGAGCAGAACAGTTCAGGTA

CTACTGATGGGGTGGTGCCTGTGCAAAGTAACAAATTAGGGTTTCAAGCTCCTGCTT

TGGTGAATGACAATTGCTGCTTTGAGTTGGATTTCTCTGCTGGATCTAAAACTTTTGC

TGGTGGCTATGGCTATAACTCCTTGAGCCACAGTGTTTCTTCTTCATCTCTTGATGTT

GGAGTCGTACCAGATGGCAGTACCTTGACAGACATATCGAACCCTTACAGTAGATC

AGTGAGCAATGGAATGGAGTCGGCAAACCAGACAGTGCAACTATCAGCAGTTGACC

GCGAAGCAAGGGTGTTAAGGTATAGAGAGAAGAGAAAGAATCGAAAATTCGAGAA

GACAATTAGATATGCATCGCGAAAAGCCTATGCCGAAACAAGGCCTCGAATCAAAG

GAAGGTTCGCTAAACGTACTGATTCCGGAGTCGAGGTTGATCGGAGTAGTATTTATG

GATTCGGCGTTGTTCCATCATTCTAA 

 

Potri.007G023600.1    (bHLH family) 

ATGCTGTCTCAAAAACACATCTTTTGCATGGATATGAGTGTATTAGAAAGACAGCAA

GCGAGGTTCAAGTGGTTGCTGCTACTGCAGCAGGAGAACAACTACGTAAACCAATA

CAATTCCATTGAATCCTGTTCAATGCCTCCTGATCTGTTTCATGGCTTCTTTGATCAT

GAGTCAATGAATGGAGATAGGATTGATTGGAAGGAGCAGCCCGAAATCTATCTGGG

GAACAATGATTTACCAAAATATGGTGTTTTTTCATTGAATGGCACAGAGTTCGTAGC

TAATAATAAGATGGATTTTGGAGAAGCAGAGGTAACGGCACGGTCTCTCGAGATTG

ATCATTGTCTTTCAAGGACTTCTAGTTGCCAAATTGGGGTGGTAGAGGCTGCAAAAA

TAGAGGAGGTGGTAGCAGTAAATGTGGCAGGTGAAGATGTGACCTTGATGGAGAAT

AAGCAATCCAACCATGGTAGGAGAGACAATTCAAATAAGAGGAAAGCAGAGTTTAT

TGCAGCAGAACAGAGTGACGATAAGATTAAATTAGAAGAAGATGAGCCCAAGGTTA

AAGAGAAAGGCAGTCCAGAAATTTCAGCAGATTCTTCGAAGGAAAATCAGAAGACT

TCAGCCTTACCTAAGACAGACTACATTCATGTGCGGGCACGTCGCGGCCAGGCTACT

GACAGTCACAGCTTAGCAGAAAGAGCCAGGAGGGAAAAGATTAGTAAGAAAATGA

AATGCCTGCAAGATCTAGTCCCTGGATGCAACAAGATAACAGGCAGGGCCGGAATG

CTTGACGAAATCATCAATTATGTCCAATCTCTTCAAAGACAAGTAGAGTTCATATCC

ATGAAACTTGCTGCTGTAAATCGAAGACCAGATACCGACAACGTTTCCGGTAAAGA

GTCACCTGCTTACATCGCAAGTTTTCCAGCAGCCACTATGTCCTCAACAATTGCCAA

TTTGCCCCACCTTCAACTGAATCTAGTGCAACAACAGGCAACAAGCAGTAGACCGA

AAGCTTTGACAGATACTTTTCAACTTGTGCCTGAAAAAGCTACAAGTTCCTCAGCAT



TGATCAATGACCTATGCCTTGATCATTCACTAGCTCAAGTCCAACCTTTTTGGGATGC

TGACTCACAAAACCTTCAAAATTTGGGATTCCATTAAAGCTGATCAACTTTTCTTTTA

TTCATCGATTACTGAAGGCAATTAGTATCCTCCGAGGAATCTACCAGTCTCAGATCA

GAGATATAATTTAGGGAACTAATCACCATCCCAAGAATCCACTTTCAATAATTCAGC

AATTCTAATAATTTCGAGCACTGTAAATATTTGCTTCCACATGTATAGATGGATGTTG

CAAAAACCATCATTAATTCTTACCAATCAAATTTCTTGCATTGCAAGACTAAAGATA

TCCTTTATGTCTGTACCTATGCACTTGGTGATGTCTGCAGATATGCTTTTTGTGCCTTT

GTATGTCGAGAGAAAAATAGGACCCCATGATTGGTACTAAAAGAAAGGCTGATAGG

AATTGAAAATGATAGAGAAGGACCCCATGGTTGGATAATTGAAGCAAAGTGGGGGC

AAGGAAAGGTGAAAGAAAAGGGAAGGAGCTTGTTGTTGGGTTGGATGAGCTAGCCT

GCTTAGCAGAAGAAAGCAAAAGGAAGCCATTTGATTATAGGACCACAAACCACTGG

CTTGAGAATGTGTCTGTACGTAGCTGAGATTCTTGATGACCATTTGGTAGATGCTGTT

ATAATAAAGTCTTCTTTTGTGGCAAAACATCACTATCGTACGTTAGATTCTTTTGTTT

ATACTGCTGGTACTATCATATTACAGTAATGGTCCTGAATGA 

 

Potri.007G043800.1    (HSF family) 

GAAGTTATGGTCTTGGGTTTGTGGATTCTTACAAAAAAAACCATAGGTCTCATCTTG

GTAATCAAGAACATCCATGGAAGCAGATAGGCTGAAACTGTTCAACAATCTTGTTA

GCTCTAAGTTCTTTCTCTCTGGATTCTATTGCTGGGACTGGGAATTCTTGACTGCTCT

TTTGCTTTTTAGTTGCTCTGTCTAAAGTGAACTACGCCCCAACAAGGTAATATAGGA

TTTGTTCTTTAATTTTTCCTCTCTCTTTTTTTTTCCAGTACTTACTGCATAAGTGCACA

TAGGAAGGGGGATCTTCGCTCTTTTCTGGGGTAGATTAGATATAGGTTTTTGGAGAT

CTTCGTAGGGGTTTGGTGAGGGGTAGATTTGGAAGAAATGGCGCAGAGGTCAGCTC

CGGCGCCGTTTTTGACGAAGACCTACCAGCTGGTGGATGATCCAAGCACTGATGATG

TGATATCATGGAATGAAACCGGCACAACCTTTGTCGTGTGGAAAACTGCTGATTTTG

CCAAGGATTTGCTTCCTAATTATTTCAAGCACAACAACTTCTCTAGCTTTGTTCGCCA

GCTCAATACCTATGGCTTTAGAAAAATCGTGCCAGACAAATGGGAATTCGCCAACG

AGAACTTCCGGCGAGGACAGAAAGAGCTCCTCGCTGAGATCCGCCGCCGAAAGACA

GCGGCTGCGTCTCCGACAACCCAAACCTCGCCTGCCGGAAAATCCGGAGGCGCATC

CTCTTCGTCCAACTCCGGAGAGGACCTGGGGTCCACGTCAACGTCATCACCGGATTC

GAAGAACCCGGGGTCGGTCGAAACTGCGGCGACACAAGTCGCCGACTTATCGATCG

AGAACGAGCAGTTGAAGAAAGACAACGACGTCCTGAGCAGTGAACTCGAGCAAGCT

AAGAAACAATGTGGGGAGTTGATTAATTTTTTGACGGAGTATGTCAAGGTGAGCCCT

GATCAAATCAATCGCATCATTGGATGTGGTGGGTCCACGTGTAATGGTGAGGCCGAT

GTTGGCGATAATCAAAGTGAAGATGATGATGATGATGAAAATACTAGTGATGAAAC

TGACCATGATGATACCGATCATGATGGTGACGGTGGGGAAGGGGGGGGCTTGAAAT

TGTTCGGGGTTTTGTTGAAGTGTCAAAACAAGAAAAAGAGGGGCCGTGATGAGAAA

ATGGGGCTTGGGGGGGCCCGTGCAAAGGAAATCAAGATCTGTAATTGAAGAAATCG

GTGGTGTGCATGGTCAAGGAACGTGCGCGCCCGCGCCCGCCTGAAGCTGATCGTTTT

TAGCCGTAAAAGGAGTAGACAGAAGGATCTACTTCACTGTTATTACAATAGAAGTA

GTAGTCTGTGGTTGTAATTGTGATTAGTGTAATAATAAGGATGGAATGGTAATGTGT



AATCTAGGTGGGGGTTGAAGACCGAAGGCAAATGGGTCTGCAACCCCATCTTCTCTT

CTTTCAAGTTTGCACTGCGAAGATGGATTTTGTCTCTACATAACCTAATTTCCTTTGT

GATTAAAAGTGCTGTCATCAATGATTTGATTGTTAGTTTTATTGTTCTTCTGAGAAAT

TAATGTTATTGCTCCAACTAAAGGAGTTAGAAGAATAAGAAGAAGGAGATCAAATT

ACGATGATGTAAGGGATTTGGGCCGTCGCTGGCAAAACGAAGATGGCGTGAAGGAG

ATGACAAG 

 

Potri.007G070900.1    (NF-YC family) 

CCATGGACCAATCACAACAAACCCGACAGCAACAGTCACAGCAGCAACCTGTAGTA

GCTGGTGCAGGTCAGATGGCCTATGCTTCTACCCCCTACCAAACTGCTCCAATGGTG

GCTTCTGGGACTCCTTCCATAGCCATCCCCTCCCCAACTCAGTCTCCAGCCACCTTCT

CTAATTCACCACACCAACTTACATACCAGCAGGCCCAACATTTCCACCACCAACAGC

AGCAGCAGCAACAACAGCAGCTTCAGATGTTTTGGACCATCCAAATGCAGGAAATT

GAACAAACAACTGACTTCAAGAACCATAGCCTTCCACTTGCTCGGATTAAGAAGAT

AATGAAAGCTGATGAAGATGTTCGGATGATTTCAGCAGAGGCTCCTGTTATTTTTGC

TAAAGCGTGTGAAATGTTCATCTTGGAGCTCACCTTGCGCTCTTGGATCCATACTGA

AGAGAACAAAAGAAGGACGCTACAGAAGAATGATATTGCAGCTGCAATTTCCAGGA

CCGATGTTTTTGATTTCTTAGTTGATATTATTCCAAGAGATGAGTTGAAAGAGGAGG

GTCTTGGGGTCACTAAGGCAACTATTCCTGTTGGCCCTCCAGCTGATCTTCCATACTA

TTATGTTCCTCAGCATCCTGTAGGACCTCCAGGGATGATCATGGGAAAGCCAGTTGA

TCAAGCAGCTGCCTATGAAGCCCAGCAGCCACAACCTCCAGTGGCACTCATGCCAT

GGCTGCAGACTCAACCTCAACAGCAGCAAAGCGACCCTTGATGTCCAGGA 

 

Potri.008G018400.2    (bZIP family) 

GCGGGAAGATAGAATAATGGGAACTTATGATTCTTATCGTTTTGGATTTTAGAAAAT

TTAAAAGAAAAATCTTTGTATTGCAGGATTTTAAGGGTGATATGAGCCAAAGAAAG

AATACAGAAAAAAGAATAGGAATCAAACATTCGTAGTCAAATCCTATATTTAATGG

TGATGGTAATGAACTCATTTAAAGACAATTTACTCTTGATTTCTCACTGAAGGGAAT

CTGTACTGTAAGTTGTAACCCTCCCTTTGCTGCAAGCCACGATGTTCATCACTTATGT

CTTCCTGTTATTATTATTGCAATGGATTGGCATTAGGCAACAAAAGTTTGGTGTTTGT

TTTGAACAATGAATGGGTTGCAAAAGAAGAATTTATTTTTTTTGTTCTTCCGGGACTT

TTATTTGAAATTTGTGGAGCAAAGGACTTTGCTTTTTGGCAGATCTTGGTTACTGCCT

ATCTTTTCCCTCTTTGTTTTGATTCCTTTTACAAGCTCTATAAATCTTTTCTAATTATA

AAGTTTTCTACCAATAAGGTAGGTTAGGATGCTGTAAGAGACATGACACTAAAGTTG

CTGAATGGGGGACATGTTGTGTTGTTTTCTTTCCTTTAGAGGTGCATGCAATACAGG

CCTAAGAATGGATATCTGTGAGAGTTGAAGCTTGAAAAAACCCTGTTATTGGTTTTC

ACCATGTCAAGGCAATCCCTACTTCCTCCTCGCTGCCCATTTCGGAAGCATGTCGTTT

CTCATCCAATTCACGAATCCAGTCCGCAACACCATAGATCTCCCTCCCAAGGTTCAG

TTCTGGAGGAGAAGCCAGCATGGCTTGATGATTTGTTAAGTGATGAAGATGCAGATT

CAAAAGGAAAGTGTCTTCGCCGGTCGGCCAGTGATTCGGTCACCCTCTTGGATGGTA



TCGTGGATTCATTTTCAGGTTTGAGTCCATATAATGATGAAGCTGCTTCAGGTGGCA

ATGAAACTTGTAGTGGACTGGAGTCAGCTTCTATGTATGGTCCTAATTCTCCTAGGA

GAAGAGGGAATGTGACCTTCTCGGAAAATGCCATAGCATCAGCACTATCGGAGTAT

GCATTTCAAAATCCTTTGCAGTATGTAGATGGCAGCCTGTGCATTTCGGGGATTAAA

CCCTTGGATCAAATGGGGAATGCATGTGGTTCAGCTGGGGAGCTCAATGGCGAGAC

AAACCCTGTGAAACGGCATTCTGGGCAACGCTCAAGAGTTCGTAAACTCCAGTATAT

TGCTGAACTTGAAAGAACTGTTAATGTTCTGCAGACTTTGGAGTCAGAGTTGGCTGT

CAAGGTTGCTTCTATGCTTCAGAAACGTGCTACCTTGTCCCTGGAAAACAACACATT

AAAGCAACAGGAGGCCAGAATACGGCAGGAAAAATTGATCGCAGAGGCTCAACAT

AAGGCTTTGAAGAAGGAAGCTGAGAGAATGAAAAACAAGTTAGGTTTCACAAATTT

GAAGTTCAGAAATTATTCCAGATCAAGTCGCCCTCCGGAGGCAGCTAGATCAGAAG

TTACATGGCAGATGGCAAAACTTAATCTTAACTAGTCAGGGGAGTCCTTGTCCATGC

TTCAACAATACGTCTCAAACATGATTTTCTACTCATCAGTGTCATTTTGTGAAAAAA

GTAGACAGCCTTGCTGCATCATGTCATAAACTGGTTAGGATACCTTGCACTCCCAGG

GCACAAGTTGTTTATATCTTGCTGTACATGAACCGCCAGTGAACTGACTTGTATAAC

AGGGAGTGGCATCATCTTTTCACCATAATTATCTTTGCATCCATGCACGGGTTACAA

TCTCGTG 

 

 

 

Potri.008G064200.1    (MYB family) 

GATTCCCTGTACATAATTCTTAGATTTATTTAAAAACCTCAATCTTCGCATATACTCT

CCGTTTCCTTTCTTCTTCTCCCTGCTCTACATCTCTCGATTCCAATCATATTCACTTCT

CGATGCAGTACGAACCCGCAAGCAATCGCTGCATATTAAGTGATGATAGCTAGGTA

TGGAAACTCTATATTCATCTTGGAGCATGTCGAATCCAATTTGTGTTGCCCAAACCA

CAGAGTGGACCAAAGAGGAGAACAAGATGTTTGAGAGAGCTTTGGCGATATTTGAT

GAGCATGAGCCTGATAGATGGCTGAAGGTGGCAGCTATGATACCAGGAAAGACAGT

TAATGATGTGATCAAGCAATACAAGAAGCTGGAAGAGGATGTTTGTGATATAGAAG

CAGGGAGGGTTCCGGTTCCAGGTTATCTTAGCTCATCTTTCACGTCCGAGTTGGTTG

ATAATAGCACTTTTGATGCGTATAGGAAGAGGCCTTTGAATATCAAGAGTGCTGATC

AGCAGAGAAAGAAAGGTGTGCCATGGACAGAAGAGGAGCACAGGCGGTTCCTGAT

GGGGCTTCTAAAGCATGGCAAAGGAGACTGGAGGAACATCTCTCGCAATTTTGTAG

GCTCCAAGACTCCAACTCAAGTGGCAAGCCATGCACAGAAGTATTTTATAAGGCAG

CAGCTTTCGGGAGTGAAGGATAAGAGAAGACCAAGCATCCATGACATCACAACTCT

CAATCTCGCGGGTTCTACTTCTCCATCAGATGGTGACAAAGCTTCCTCACTTGATCA

ATCTGACGTGCTATTACCACAGCAAAAGCCGGCAGGGATGCAGAAATTGTTGATTG

ACTGGGACGAATCAAAGGATGGATCTGTTATGACCTTTGGTTCTACTCATGGAGACT

TGTTTGAGTCATCTCCATACGAGATATCTTCAAATGGTCTAACATTTCAAGGGCAAA

ATCTGTATGCTGGTGCTCGTCACGGGGCTCGTATCAAGCCCCGTAACTTGGTCTTTCA

ATTGTCACCCCCAAGATTTCAAATTCATTGATAGGGCGGCCGTCTTTGCTGTATACAT



TGATGGAAAAACAAATCTGGTTTAGGGTCAATCGAATCTGGATAGCAGTGCTTTTGC

CATGGTCATGTGT 

 

Potri.008G113400.1    (bZIP family) 

GAAATTGGCCCACCTCATTAGCCTTTTCTCAACTATAAAACCCCTCCAATCCTCATG

ATGTTCGTCATTACCACAATATCCGATTACAAACCCTTGAAGTATCTTCTCAAGAATT

CTAGCCATGCTTCCAGGCGAGCTCACAGGAATTCACTATATAGCACCTGATCAAAGC

CTGATTCCTTTCCCGGCTAATTTCGGCATGATGCAACAAAGCAGCATACCAGCCTTC

CATTTCAACAGACTCTTGAACAACTTGCAGAGCTCATCGTTCCCGCAACCGGTTCGT

GAATTCACTCCACAGTCCTCAAGTCTCAGCAACAACTCAACTTCAGATGAATCTGAG

GAGCACCAACTCAGCATCATCGACGAGAGGAAGCAACGGAGAATGATTTCCAATAG

AGAATCTGCTCGCAGGTCAAGGATGAGGAAACAGAAGCACCTAGATGAGCTATGGA

CTCAGGTAGTTCGGCTGCGAACTGAGAACCACAATCTGATAGACAAGCTGAATCAT

GTGTCTGAGTGTCATGACCGGGTTCTTCAAGAGAATGCACGGCTCAAAAAAGAAGC

TTCTGATCTTCGCCAAATGATTACTGACCTGCAAATTGGCAGCCCTTACACTGCCACT

GCTTTAAGAGATCTTGAAGAGGTCCCCTGCAACACAGCCCATGTCAGAGCTGAATCC

TCAAACCAATCTGTCACTAGTTCTGTAGACTTGCTTCATTGAAAACAAGAGATCTTTT

GCCATTATAATAGCTACTTCATGTTCCTTCTGTTTGAGATGATTATCGATGTTAACTT

TAGCTTCCATCTGCAATAACAGCTTTCTAACCATTCCCCTCCTTGGCTTCATTATCAT

CCTGCACATTCCTTAAAACAATCAATTCCTTTTATATTACTTACAATCAATCTTCTTG

CCGCGTATGCATTAGTGCAACCAGCAAACA 

 

Potri.009G004800.1    (C2H2 family) 

CCCTTCTTTGTTAGGTCACCTGTGCATATCACATCTCTCATGCTATATCTCACACAAG

GTCTTTGATGATGGATATGGAAGCTCAAGATGAGTTCATGGGGTCTAATGATCTTAC

TCAGATCGTTAAAGGCAAACGCACCAAGCGGCAAAGGTCATCTTCCCCACACAAGG

TGGCGACCTCTTGCTCATCAAGTGGCTATGGTGGTGGTGGGGGAGAAAGAGGAGTG

CTTATAGAGGAGTATGGTTCAATTTCCTCTCCTACAACTTCTAGTGAGGTTTGTGAGA

GCACAGAAGAAGAAGAAGATATGGCTAATTGCTTGATTCTGCTAGCACAAGGTGAC

GTCCCTCCAAAGCAAATTCATGAAAATAAAGGCAGTAAAGTTGAGAAATTTAGTGC

TCGAAAATTCTCAGATATGTCCGCACCAACCATTAACAAGGCCGGTTTCTTTGTATA

CGAGTGCAAAACCTGTAACCGTTGTTTCCCATCATTCCAAGCATTAGGTGGGCACAG

AGCCAGTCACAAAAGGCCTAAGGCCACAGCACCGGAAGAGAAAAAAGGTCTTGTG

GTGGCATCAATGGAGGATCTTGACGATCGTCAATTGAATAAAAGGAGTCCTTATCCT

TGTCTTTCTCTCCAAATACCCAACAACAACAACGTTAACAAGGGTTTTCAGGCTAAC

AAGGCTAAGATTCATGAGTGCTCAATTTGTGGCTCGGAGTTCATGTCAGGTCAAGCT

CTTGGAGGTCACATGAGAAGGCATAGGGCCAACACAGGCGCCAACCAAGTGAGCA

ATATCAGTACTGATTCATCAAGTGCCACCACTGAGTCTAAAATTCATGGTGATCACC

ATCATACGATCAAGCCACGAAATATGTTGGCTTTGGATCTTAATCTACCAGCTCCTC

CTGAGGATGATCATCACCTCCGCGAATCCAAATTCCAATTATCGTCAACACAACAAC



CACTAGTGTTCTCCTCCCCAGCCTTAGTGGATTGCCATTACTAGAAAAATACTAAAA

AAGATCCATATGGATCAATGTGAATTAATTTTAATTGTATCATTGCTATAATTTACTA

GAATTCATTACTATCCAAATTCTTTCTTGTTTGGATTTTATGGCAACATAT 

 

Potri.009G014800.1    (ARF family)  

ATGAAAGAGACAGAGAAGAAGAGCTTGGATCCACAACTATGGCAAGCCTGTGCAGG

AAGCATGGTTCATATCCCTCCACTCAACAGTACAGTCTTTTATTTTCCACAAGGTCAT

GCCGAGCACTCTCAATCCCCTGTCAATTTCCCTCAAAGAATCCCTTCACTCATCCTCT

GCCGTGTTGCCACTGTCAAATTCCTTGCCGACCCTGACACCGATGAGGTCTACGCCA

AGATCGGCTTCGTCCCTTTACCAAACACCGACCTTGATTTCGCTCATGATAGGGGAC

TATGTGGTAATGGGAACGACGGTGACAGCTGCCCAGACAAGCCGGCCTCTTTTGCA

AAGACACTAACTCAATCTGATGCTAACAATGGTGGGGGTTTCTCTGTGCCTAGATAC

TGTGCAGAGACGATTTTTCCAAGGCTGGATTACTCTTCGGATCCTCCCTTGCAGACT

GTGATCGCTAAAGATGTGCACGGTGAGGTGTGGAAGTTCAGGCATATTTATAGAGG

GACACCAAGGAGGCATTTGTTGACTACTGGATGGAGCACTTTTGTTAACCAGAAGA

AATTGGTTGCTGGGGATTCAATTGTGTTCTTGAGGGCTGAAAATGGCGATCTTCGTG

TTGGAATTCGCCGCTCCAAGAGGGGGATTGGAATTGGAAGTAGACCTGAATCATCA

TTAACTACTGGGTGGAATTCCAACAATGCTACCTGTGCTATACCATATGATGGATTT

TCACTTTTTGTCAAGGAAGATGAGATGCGAAATGGGGGAATGAAGGGAAGGGGGAG

GGTGAAGCCTGAAGAGGTTTTGGAGGCTGCTGGTCTAGCTGCTAATGGAAAGCCTTT

TCAAGTCGTTTATTATCCGCGATCAAGCACCCCAGAGTTTTGTGTCAAGGCCTCTTCA

GTGAGGGCAGCAATGAGGATCGGTTGGTGCTCTGGGATGAGGTTCAAGATGGCTTTT

GAAACTGAGGACTCTTCACGGATTAGCTGGTTTATGGGGACTGTTACCTCTGTTCAG

GTTGCTGATCCCGTCCGATGGCCTAATTCTCCATGGCGGCTACTCCAGGTGGCATGG

GATGAGCCAGATTTGCTACAAAATGTAAAGCGTGTCAGCCCATGGCTGGTTGAATTG

GTGTCAAATATGCCAGTTATCCACCTGTCACCCTTCTCACCACCAAGAAAGAAGTCG

CGATTCCCACAACAGTTAGGCTTTCCACTTGACCTCCAATTTCAATTGCCATCATTTT

CAGGCAACCCCCTTGGGCCCAGCAGCCCCATGTGTTGTCTATCCGATAACACTCCTG

CAGGCATACAGGGAGCCAGGCATGCTCAATTTGGAATTTCATTATCTGATATCCAGT

TTAACAACAAACAGCAGTCAGGGATGTTTCTATCCAGTCTCCAGCGGTTCAATCCAC

ATTCTAGAAATTCTGAAACTTACCTGACAGGTCACACAAACAGCAATGAGAATATAT

CTTGCTTGTTAACAATGGGGAACAGCAACCCAAATTTGGAGAAATCTGATAATGTAA

AGAAACACCAGTTTCTACTCTTTGGTCAACCAATACTTATTGAGCAGCATATATCTC

ATAGCTGTTCAACTGATGCAGTCTCTCAAGTTATTAATGAGAGAAATTCATCTGACG

AGTCTTCCAGCAAGGAAAAAATTTCTGATGTATTACTGTCTGCACCTGGGAAAAAGA

TTTCACAAGTAAAGTCGTGCGGTACTGGGTTTTCATGGCACCAGAGTCTTCATAATA

CCAGTGAAATTGGCAAAGATACTGGTCCCTGCAAGGTATTTTTGGAGTCAGAGGATG

TGGGATGGACCCTCGATCTCTCTGCTCTTTGTTCTTACGAGGAGCTACATGGAAAAC

TGGCCAACATGTTTGGTATAGAGAGATCAGAAATGTCGAGCCATGTGCTCTACCGAG

ATGCGACAGGTTCTGTTAAACAGATTGGAGATGAACCATTCAGTGTTTTTATGAAAA



CTGCAAAAAGATTGACAATTTTGATGAACCAACCTAGCACAGAAAGTTGGGAGGAG

ATGGATCACAGGGATGCGAAATGCTGA 

 

Potri.009G018500.1    (bZIP family) 

GGGGAGTTGTTTAGTGATATCGGGTTTTGCTTCCTTTTTATTTTTATTGTGGAGATGA

GCCCTGATATCTTGTTCGTTTCTAAAGCAAAACGTGGTTAGGGTTAAGAGTTTGGTG

GTGAATGGGTGTTCAAACAATGGCATCTCAAAGAAATGGCCAGCAGTCTCATCTAC

AGCCGTATCGGTTGACGAGGCAAAACTCGTGGTATAACCTCACTCTCAATGAAGTTG

AAAACCAATTAGGAAATTTAGGGAAGCCCTTGTGTAGCATGAACCTTGACGAGCTTC

TTAAAAATGTATGGAGCACTGAAGCTCATCAATCCGTGGGAATGGATAGTGAAAGT

ACCTCAATGTCTTCTCTCCAACATCAGGCTAGTCTCACATTGGCCAGGGCATTGAGT

GGGAAGACAGTGGATCAAGTCTGGAAAGAGATTCAACAAGGGCAGGAGAAGAGGT

TTGGTGAGGAGATGAAAGTTCAGGAAAGAGAGCAGACTCTTGGTGAAATGACTTTG

GAGGATTTCTTGGTACAAGCAGGACTTTTTGCCAAAGCAACTATAAGCCCTTCTTTG

GATTTAGTTACTGTTGATGCAGTGACCCCACAAAGTTTTTCACAGAAAATGGTCCTT

TCCTCATCCCCGTCAACAAGCACATTATCTGATACTACGACATCAGGACGGAAAAG

GGATACCCCAGATGCATTTGAGAAGAGTATTGAGAGGAAGCTCAAGAGAAAAATCA

AGAACAGGGAATCTGCTGCCCGTTCACGAGCTAGAAAACAGGCCTATCATAACGAG

CTGGTGAGCAAGATTTCACATTTAGGGGAGGAGAATATAAAGCTCAAGAAAGAGAA

GGAATTTGAGAAGAAGTTTCCAATTGAACCATCAGCTGAACAAAAATATCAGCTTA

GAAGAACAAGTTCTACTTCTTTCTGACATCACATCTCTCTGTGTGAGAGTTTTGTAGC

TCATCGAGTGTTCGTGCTAGGCTCATCGAGTGTTCGTGCTAGGCTCATCGAGTGTTC

GTGCTAGGCTCATCGAGTGTTCG 

 

Potri.009G027300.3    (MYB family) 

GTGGGTGGACTAAAGGTCGGAGAGAGACAGAGAGAAAAAAGCAAAAGGGAGAAA

AATGAAAATGATGCAAGACGAAACCCGAAAGGGTCCATGGACAGAACAGGAGGAC

ATTCTACTGATCAACTTCGTGAACTTATTTGGTGATCGACGATGGGATTTTATAGCA

AAAGTATCAGGTTTGAAGGTGGCGGGAGACAAATATAGGTATGCATATATGGCGAT

GGGTGGTTTTGTAAAGGAACCACCTTTAACCACCTGGTTTTGTTGTAGGTTTGAACA

GAACAGGAAAAAGTTGCAGGTTGCGATGGGTTAATTATCTCCACCCTGGTCTTAAAA

GAGGAAAGATGACACCTCAAGAAGAAAGACTCGTCCTGGAACTTCACGCCAGATGG

GGAAATAGGTGGTCAAGAATTGCTCGCAAATTACCTGGGCGAACTGATAATGAAAT

AAAGAACTATTGGAGGACTCATACGCGGAAGAAGGCTCAAGAAAGGAAAAGCGTC

GTGTCCCCTTCACTGTCATCTTCAAACTGTTCCTCTTCATCAAATATCACTACAGTGA

ATTCATCATCTCCTCCAGGAACTGGAGAAGCAAGTTTTTACGACACAGGGGGGCTTG

AACAAGTTGCTTCAGCAGGAAAAAACGGAGAGGCAGTGCAAGGGGGTGAAAAGGG

ATACTCGATGGATGACATATGGAGAGACATTGAAAACACTATTGAACCAGTTTGTG

ATGGGTTTAGTGAAGAAGGTTGCAATTTTTCTTATCCTTCGTTGGCTTCTCCATCGTG

GGAATATCGCCCGGACATACTTTGGAGCATTTCTGGAGAAGAGAGCAAGATGTTTCT



CCCTTACGACGACGGCACAATGCTTTTGACAGGCTAATCAGAAATTCTTTATTTAAA

TTTGTCCATATATGTGATATTTCTCCGAGGAAACTCTAACCTGTATAGTATGAGTTTT

CTCCAAGCTATCTTATGTATAACCTG 

 

Potri.009G060600.3    (NF-YA family) 

GGACCGAAATCAATGACTTTCCTATAGATTCTCCAAAAATTCAAGCTCCTTTAGGGT

TTCCCAATTTCACAGAGAACGTTGTGAATGATGCCGGCAAAATCTGAAAAAGAAGA

TCGACGTTTAGACCACAGTGGACCGAGCCCGTTCCAAACAAACATTTACTCGCAACC

TTGGTGGCGTGATGTGGGGAACAGTTCCTCTTTAGGTGACACTGCATCAAAATTGTC

TTCAGTAGAGCACCTAAATGGTTCTCTTGCGAATGCAGCAATACAATCACAAGTTAA

TACTGGCTTACAGAAAGGAGCTATGGTGAACAAAGACATGCAGACCGATGTAACAT

CGCAATCTGATGAAAGTAATGAACAAGAACACCATCTCAAACACATTCCATCACCA

ACAACTGTTACCATGGGCGGACACCTTGAACCAAATTCCCAGATGGAACTTGTTGGC

CACTCAATTGTTTTGACTTCACATCCATATACAGATCCACAGTATGGCGGGATGTTT

GCTTCTTATGGAGCACAAGCTATGGTACCTCAATTATATGGAATGCCACACGCCAGA

ATGCCCTTGCCCCTTGAAATGGAAGAGGAGCCTGTTTATGTAAATGCAAAACAGTTT

CATGGTATTATGAGGCGAAGACAGGCACGTGCTAAGGCAGAGCTTGAAAAAAAGGC

AGTAAAAGTTAGAAAGCCATATCTACATGAGTCTCGACACCAACATGCTTTGAGAA

GGGCAAGAGGTTGTGGTGGCCGTTTTCTCAATACAAAGAAGCTTGATAACAGCGCT

ACCAATCCCACATCAGAAAAGGGTAGTGGAGATTTGAATTCCTCTGGCGATCTGGA

AGAAGGAAAAGGGTCACAGGCTTCCTCCAATGGTCATGGTAATGGCCATGCACTCT

CATCAAGATATCATTCATCATCACATGATGGCAGCTTCTTGGGTCAGCAAAAGGAAA

CCACACACGGGAATAGGGTGTCTAATGGAGCTGTCTCCATTCATTAAACTTCCACCT

CGAGTTG(Detetion:TACGGGGCCTTCAGCATTGCTACATTGG)AAAAGCTGGAGGCAT

TAGCCATGTTCAACTTGGGAGGAAACCTTTCCTGTGCTGTGTTTCTCAGGCAATTCAT

TCTTGGCTTTAGGTCTTTGGTTACTTGGTGCATTCATGGTGGTGAGAGTGTAGTATAT

GTGATGGACTTCACGCTGTCTTCAGACTTGAACTAATTTCATCTCTCTTCTTTTAGTC

GCTTCTGTAAAAATGGCAAAAACTTGTGTATCTACCTCGTAGAAATTACTCTCGAAC

GTAGTAATTCCAAATGGTCTGCATTTGAACTTTCATGTGACCTCTACT 

 

Potri.009G068000.1    (HSF family) 

AAACACATTGGACTTGCAGTTGTGAATATTGAGGGTAAAAATTGTACTTGTAGAAGT

GCATATCATCTGCTTCCTCTAGTTTAATTCCCAGCTGATAATGGCATTTACAGTGGAT

AGGTGTGAAGAGATGGTGTTTACTGTGGAGTCTCAAAAGGCAGTTCCTGCACCCTTC

TTAACAAAAACTTACCAGCTAGTTGATGACCCTCTTACAGACCACGTTGTCTCTTGG

GGTGATGATGAAACCACCTTTGTTGTGTGGAGACCTCCTGAGTTTGCTAGGGAACTC

CTCCCCAATTACTTCAAGCACAACAACTTCTCAAGCTTTGTCAGGCAGCTCAACACC

TACGGATTCAAGAAGGTAGTAACTGACAGGTGGGAGTTTGCAAATGAGTACTTCAG

AAAAGGAGCAAAGCAGTTGCTATCTGAGATTCACAGGAGAAAAACAATATCCCAGC

ACCATCACCAACACTACCCTGACCAAGCAACCCAATTTCTCCAATCAGAAGATCATG



GTTTTGGTTGGATTGATCCTCCATTTCCATCTCCAAAACCAAATGTTGATCATATCCT

AACTGCCCTCTCAGAAGACAACCAGCAACTGAGAAGGAAAAACTGTATGCTTTTAT

CAGAACTCTCCCACATGAAGAATCTCTATAATGACATTATCTACTTCATCCAAAACC

ATGTAAAACCAGTGCCCAATGAGCAAAAAGCTTACAATACAGTACCCAAGCTTATA

GAGCCGGGTTCTTCATGTCAAGATCAAACCATTTGTTTTGGCGTTCAAAGGGCTAAG

AATGGTGTTTTGGGTAAGCATTCATTAACATTTAGTACTGAGGAATCATCTAGTCCA

GTGAAGCTTTTTGGAGTCCCTCTCATTGATAACAAAAGGCTGCATCCAGAAGCGATT

GAATAGCAGGAATGATATTGTAGTGTCTCCTTTAATTAGCTTCTACAATAGGATCTA

GATGTTGTCAGTAAGAGTTATCAGAAGAGGAGCTACATATGTACACAAGTAGCTGA

AAGTTCAGTTGGATTTAAGCCACTTCATGTTAATTAGCAGCAAAATAAGAAATTTCT

TCTTTTTTCTTTTCTTTTCTTTTTTTCCCTCACAGATCTGAAGCAAATAT 

 

Potri.009G134000.1    (MYB family) 

GACCCACCAAAAATATCCTACTGAAATGGGAAGGTCTCCTTGCTGTGAAAAAGCCC

ATACAAACAAGGGTGCGTGGACCAAGGAGGAAGACGATCGCCTTGTTGCTTACATT

AGAGCTCACGGTGAAGGTTGCTGGCGCTCACTTCCTAAAGCCGCTGGCCTTCTTAGA

TGTGGCAAGAGTTGCAGACTTCGTTGGATCAACTATTTAAGACCTGACCTTAAACGT

GGCAATTTCACCGAAGCAGAAGATGAGCTCATTATCAAACTCCATAGCCTCCTTGGA

AACAAATGGTCACTCATAGCTGGAAGATTACCAGGGAGAACAGATAATGAGATAAA

GAATTATTGGAACACACATATAAGAAGGAAGCTTTTGAACAGAGGCATAGATCCCG

CAACTCATAGGCCACTCAACGAACCAGCAGTACAAGAAGCCACAACAACAATATCT

TTCACCACGACTACTACTTCAGTACTTGAAGAAGAGTCTCTGGGTTCTATAATTAAA

GAGGAAAATAAAGAGAAGATAATTAGCGCAACTGCTTTCGTATGCAAAGAAGAGAA

AACCCAAGTTCAAGAAAGGTGTCCAGACTTGAATCTCGAGCTTGGAATTAGCCTTCC

TTCCCAAAACCAGCCTGATCATCACCAGCCATTCAAAACTGGAGGAAGTAGAAGTC

TTTGTTTTGCTTGCAGTTTGGGGCTACAAAACAGCAAGGATTGCAGCTGCAATGTTA

TTGTGAGCACTGTTGGGAGCAGTGGCAGCACTAGCACAAAGACTGGTTATGACTTCT

TGGGCATGAAAAGTGGTGTTTTGGATTATAGAAGTTTAGAGATGAAATAA 

 

Potri.010G004300.1   (MYB family) 

GAAACACAAGCCTATTAAGATCCCAAGGCTTTGCTTCTTCTGAGTTCTGACAGACCA

TTCTTCAACTAGAAATTAAGCTTAATTTCTTCTTCAAATGGGGAGGCAATCTTGCGGT

TACAAGCAGAAACTAAGAAAAGGGTTGTGGTCCCCGGACGAAGATGAGAAGCTTTT

GAGGTACATTACCGAGCATGGACATGGATGCTGGAGCTCCGTCCCCAAGCTTGCAG

GTCTTGAAAGGTGCGGAAAGAGTTGCAGGCTGAGGTGGATCAATTACTTAAGACCA

GACTTGAAGAGAACCAGATTCTCAAGCCAGGAAGAGAACCTCGTAATCCAACTTCA

GTCAGTTCTAGGCAACAGGTGGTCTCGAATTGCAGCACAGTTACCAGGAAGAACGG

ACAATGAGATAAAGAATCTATGGAACTCTTCCATTAAGAAGAAACTCATGCAGAAA

GGTATTGACCCCAACACCCACAAGCCACTCTCTGAGGTTAAGCTTTCTACTAGCAAG

TGCCCTGAGAAGGCCTCAAGAGAACTGGATACAGCGATCTCACTCAATCTCAAGGC



AGATAGTTCAAAGCCATCACTCATTGATGTATCGAGCTGTAAGATTGAAAAAGGAG

ATGACAATTTGAATGCCTCCAAAACCAGTGCCCACCAGGAATTCTTCCCAGACAAGT

CTTTGCCATTCAATCGATACCCCAACATCCAGCACAGCCCTTTAGATTCAATTGCTTA

CCTGCAATTCCCAGTCCAGCAGTTGAATCATGAGCAATTAGAGCTTGACCAGAAGTG

CAGTCTTTTTGAGCCAAACCAAGAACTCAACTCCAGAACACTAGTACCCACGATTTC

AAGGTCAATCTTATCTGCTCAAATGGACAATAAAATCCATGCAGGTCTTCCCTTTCA

CTCAATGGGCACATTCAATAACATCCATTGGGATTCAAGTAATTGCAGCAGCGAAA

GTAGTGAGTTTCAGAAGAAGTCCTTATTCGATAGCAACGTCTTCTCATGGGGGTTGG

CAGATGATGGTGGATCATCAGACAAGACCTTACAACTCCATTCCGCTGATGCTGAGA

CAACAGATATCAAGTGGTCGGAATATCACAACACATCATTTCTAGCCGAACACAATC

AACAGACACTACACTCGTGATGCAC 

 

Potri.010G186700.1    (bHLH family) 

ATGGAAGATCACTATTCTCCTTGCTGGCCTGCTGCTCCTGCAGAGGCAAACTGGGAT

CAAACAAGTGCTGCAGTATATGATGAGTCCTTTTTAGTCCCATGCCCATCTCATGCTT

CTGCCTCTGCCAACTTTCAAGTATACGGATTCCCTTCGTGGTCAGTACCGCTTCAGGA

GGCTTCAGAAGATAAAGCTGCTTCGAGTTCCAAGAGTCATAGCCAAGCTGAGAAGC

GGCGACGGGACAGGATTAATGCACAACTGGGAATTCTTAGGAAACTCGTTCCTAAA

TCAGAAAAGATGGACAAGGCAGCTCTCCTAGGAAGTGCGATTGATCATGTGAAGGA

TCTCAAACAAAAAGCAACGGAAATCAGCAGAACTTTCACAATCCCAACTGAAGTTG

ATGAAGTGACGGTTGATTGTGATGTTTCTCAAGTTACAAGCCCTCCCAGCACCAACA

AAGACAAGGACAACACATTTATCAGGGCATCTGTTTGCTGCGATGATCGGCCAGAA

CTGTTTTCGGAGCTTATTACGGTGCTCAAAGGCCTTAGACTAACCATAGTTAGAGCT

GATATTGCTAGTGTAGGTGGAAGAGTTAAGAGCATATTAGTACTTTGCAGTGAGTGC

AGTGAAGAGGGGAGTGTTTCAATTAGCACTATTAAACAGTCGCTTAATCTAGTTTTG

AGTAGAATCGCTTCATCATCAGTGCCATCAAATTATCGTATTAGAAGCAAGAGGCAA

AGGTTCTTTTTGCCTTCTCATTTGTCAGAACAATATGAATAA 

 

Potri.010G188700.1   (NF-X1 family) 

ATGTCCTCCGCCCTTGGCTACCACCATCACCACCACCTACAACAAGAACAACAACAA

CAACAACAGAAACCCTTCTCCGACTCCGATTCCTACTCCGACTCCGACTCCGACACC

ACCAACAGCCAAAACCAACACTCCGCAGATCTCACAAACTCAATCTTCAAATCCTAC

TTCGAACACGCCAACCACCAATCCTTACAACCAACGCAACACGACCTAACCAAAAT

CAAATCCTTCCTAACCTCCTCCTCCTCTGGCGCTCTATCATGTCTCATCTGTCTCGAA

CGCATCAAAACCTCCGATCCGACCTGGTCTTGCACTTCTCTCTGCTACGCCGTTTTCC

ACCTTATCTGTATCCAATCCTGGGCTCGCCAAGCCTCCGATCTCTCCGCTCTTCGAGC

CTCCACGCGCCTCCCTATCTCCTCTGATAAAGCCGCTGAATCCTCCACCTGGAATTG

CCCTAAATGCCGCTCTGATTATTCTAGATCTAAAATCCCCAGAAATTACCTCTGTTTC

TGTGGCAAAGTCGAAAATCCACCAAATGATCCTTGGATTTTATCCCATTCTTGCGGT

GAAATCTGTAACCGTCAGTTGAAGAATAACTGCGGTCATTGCTGTTTGTTACTTTGC



CATCCCGGTCCCTGCCCATCTTGCCCGAAACTTGTCAAAGCGACATGTTTTTGCGGC

AAAACGACGGATGTTAAGCGTTGCGGTTACAAATTATTTTCTTGTAACAATATTTGT

AAAAAATCATTAGATTGCGGGATTCATAGCTGTAAACAAATTTGTCACGATGGACCC

TGCCCGCCGTGTAATGCCCGCGGGGTTTATAAATGTTCATGTGGAAGGAAAGTTGAG

GAGAGGGAGTGTTGTGAGAGAGAATTTAGATGTGAGAATCCCTGTGAGAAATTGTT

AGCCTGCGGAAAACATGTGTGTGAGAGGGGGTGCCATTTTGGGGAGTGTGGAGATT

GTCCTCTTCAAGGGAAGAGAGCATGTCCATGCGGGAAGAGACTCTATGAAGGAATG

GCTTGTGATATTGTTGTGCCGCTTTGTGGTGGTACCTGTGATAAAATGTTGAGTTGTG

GTTTCCATAGGTGCCACGAGAGATGTCATCGAGGGCCTTGCATTGAGACTTGTCGAA

TTGTTGTCACCAAGTTGTGTAGGTGTGGGGGGATGAAGAAAGAGGTTCCTTGCTATC

AAGATTTGGCATGTGAGAGGAAGTGTCAAAGAATGAGAGATTGTGGACGACATGCT

TGTAAACGTCGCTGCTGTGATGGGGACTGTCCGCCATGTGGAGAGATTTGCGGCAAG

AGGCTTCGGTGTAAGAATCACAAGTGTCCTGCCCCGTGTCATCGAGGTGCCTGTTCT

CCTTGTCCTGTAATGTTTACAATTTCATGTGCTTGTGGAGAGACTCATTTTGAGGTTC

CCTGTGGCACTGAGAAAGACCAAAAGCCTCCAAAATGTCGTAAATCATGTGGAATA

TCTCCTTTATGCCGACATGGATCAGATTCTAAGCCACACAAATGCCATTATGGGGCA

TGCCCTCCTTGTCGATTGCTTTGTGATGAAGAATACCCATGCAGCCATAAGTGCAAA

TTAAGGTGCCACGGCCCCAGACCACCTCCTAATCCAGATTTCACATTGAGGCCAAAG

AAAAAGAAACCAAATCATCAGAGTGAAAGTACACCAGGAACCCCATGCCCTCCTTG

CCCTGAACTTGTTTGGAGGCCATGTCTTGGCCAGCACATTGGAGCAGAGAGAATGAT

GGTCTGCTCAAACAGAACCCAATTTTCCTGTGAAAATCTGTGTGGGAGCCCTCTTTC

TTGTGGCAATCATTATTGTACAAAAACTTGCCATGCACTGAAGAGCCAGTCTTCAAC

TTCATTGGTTCAACATAAAAGAAGCGAGTCTTGTGAAGAGTGTCATCTTCCTTGTGA

AAAGGAACGGAAACCTGCTTGTCGACATTCTTGCCCTCTACCATGTCATCCTGGGGA

CTGCCCTCCTTGCAAAGTTCTTGTGAAACGATCTTGTTATTGTGGTTCTATGGTCCAC

GTTTTTGAGTGCATATATTACAATAACTTGTCAGAAAAGGAGCAAATGGCTGCTCGT

TCATGTGGTGGATCTTGCCATAGGAAATTGCCTAATTGTACACATTTATGTCCCAAG

ACATGTCATCCAGGTCAATGCCCATCACCTGACAAGTGCGCCAAAAAGGTCACTGTT

CGTTGTCAATGCCAAACCTTGAAAAAGGAGATGCCATGTCAAGAGGTTCAAGCAGC

CTATCACAAAGCAGGTTCCGATCCCAAAGATATATCTAAAAGTCATTTTGGACTTGG

ACTTCTTCCTTGCAATTCTGGTTGCAAGAGTAAAGCACAGGTTGTGGATCAGGAATT

GCATTTGCGTAAATCCAAAGACCTGGAGGAGAAGGTTCCAGCCACTGAAATTCATC

CACCGAAGCGCCGAAAACGGCGTGAACATTTACAAGAAACAAAGAAGACCTCACA

ACTGCAGAAAATTGCTGCCACCATGAAGTGGCTTCTTGTAATAGTCACCCTTATGGT

GACTATGGTGGCAGCTGCATATTTCGGTTACAAAGGTCTCATTTGGCTCTCCGATTG

GATGAATGAAGTTGAAGAGCAACAAAGACACAGAAGAAGACATCCACGAATCTAA 

 

Potri.010G209400.1    (C2H2 family) 

AGGATAGGCGTACCACTTACACAATTTACACAAACCATACAACTTATAAATACCACA

CCGATATGACTCCTACATGATTCCATCTTCTAAGCAAATCCAACATCCTTTTCACATT

TGAAACCAAAGGATAACAAAACCCTTATTGTTCATATTCTTATACCATGAAGAGAGG



TCTGCACGAGAGAGAGATTGATAGCATAACCATGGCTAATTGCTTGATGTTTCTATC

TAAAGGAAGGGAATCATATTCTTTTCCTTCATTTGATCATGCCATGAGCAATATTTCT

CCTGCTCGTGTTTTTGAGTGCAAAACATGCAATAGGCAATTCCCATCGTTTCAAGCC

CTAGGTGGTCACCGTGCAAGTCACAAGAAGCCAAGGTTGATGGGAGGAGAAGGGA

GCTTCGAGACTCAATCGCCAGCAAAGCCTAAAACGCACGAGTGCTCTATTTGCGGA

CTAGAGTTTGCTATTGGACAAGCTTTGGGTGGTCACATGAGGAGACATAGAGCTGCC

TTGAATGATCGAAACCAGGTGGATCCTCTGAACCCTCCTAGCACTGATGATCAAAAA

GCAGTTCCTGTCGTGAAGAGATCTAATAGCAGGAGGGTTTTGTGTTTGGATTTGAAT

TTGACTCCTTATGAGAATGATATGGAGTTGTTTAAGCTCGGAACGACAGCTCCTATG

GTCAATTGTTTCTTTTAGATCTTACATGTGTAATCGCATGAAACTATACCT 

 

Potri.010G223200.1    (ARF family) 

TCCAAGATTCACAGTTCTGATCTCTACCCTTTGAAAAGCTTACGACTTTTTTGTTGCC

TTATGAAGCTCAAGTTTGATGTTTGAGGCAAAGCTAAGAGACTGTTCTTCCCAGATT

CTACAAATCCCAAAACTACAGAGTGGTCCAATGATTAGGGAATTTGCAGTTATGAAT

TCCCAGAAGGAAAAAATGAGAGTGGCAGAAAAATGTTTAGATTCACAATTATGGCA

TGCTTGTGCAGGTAGCATGGTTCAAATGCCAGCAGTTAACTCAAAAGTTTTCTACTT

TCCACAGGGTCATGCAGAACATGCTCAAGGGAGTGTAGAATTTGGTCACTTCCAGAT

TCCTGCACTAATCCCTTGTAAGGTATCTGCTATTAAGTACATGGCAGATCCTGAAAC

CGATGAGGTTTATGCCAAAATTAGGCTAATCCCACTGAATAATAGCGATTTAATGCT

TGGACATGGTTGTGGTGAGGATAATGATGATAGGTTGCACAGTGGGAATGAGTCTC

AAGAGAAGCCTGCTTCTTTTGCTAAGACATTGACTCAATCTGATGCTAATAACGGTG

GTGGTTTCTCTGTGCCACGTTATTGCGCCGAGACTATATTCCCAAGATTGGATTACAC

TGCTGAGCCTCCTGTGCAGACCATTCTTGCTAAGGATGTGCACGGAGAGACCTGGAA

GTTTAGGCATATCTATAGAGGGACGCCTCGTCGCCATTTGTTGACTACTGGATGGAG

TAATTTTGTGAACCAAAAGAAACTTGTGGCTGGGGACTCTATTGTGTTTTTGAGAGC

AGAGAACGGGGACCTTTGTGTTGGAATTAGACGTGCTAAGAGAGGGATTGGTGGAA

ATGAATGCTCATCAGGGTGGAATTCATTTGCGGGCTATTCTGGGTTTTTTAGGGAAG

ATGAGAGTAAATTGATGAGGAGGAATGGCAATGGGGATATGAAGGGGAAAGTGAA

GGCTGAGTCTGTTATTGAAGCTGCATCTCTTGCAGCCAATGGGCAGCCTTTTGAAGC

TGTCTATTATCCAAGAGCGAGTACTCCAGAATTTTGTGTAAAGGCCTCAGCTGTGAG

GAGTGCAATACAGATTCAGTGGTGTCCAGGGATGAGGTTCAAAATGGCTTTTGAGA

CTGAGGATTCGTCTCGGATTAGCTGGTTCATGGGAACTATATCTTCTGTTCAGGTTGC

TGACCCCATCCGCTGGCCCAATTCTCCCTGGCGGCTTCTGCAGGTAGCATGGGATGA

GCCAGATCTACTCCATAATGTAAAGCGTGTGAGCCCATGGTTGGTTGAATTGGTATC

AAACATGCCAGCCATCCACCTATCACCCTTCTCACCCCCAAGAAAGAAGTTGAGACT

TCCACAGCCCCCGGATTTTCCCTTACTTGGTCAAATCCCAATGCCGTCATTTACTGGC

AACCCTCTTAGATCGAACAGTCCCTTATGCTGTGTCTCAGATAACATTCCTGCAGGC

ATACAGGGAGCCAGGCATGCTCAATTTGGACTATCTTCTTCGGATCTCCACTTCAAC

AAACTGCAGGCGGGACTGTTCCCGGTTGATTTTCAGCGGCTTGATCGTGCTGCCCCT

CCTTCTAGAATCTCCAATAGTAACTTCGTTGGCAATACTCAAAACAGCGAGAGTATT



TCTTGCTTGCTGACAATGGGAAATTCCTCACAGGGTATGAAGGGCAGTGACACAAA

GACACCCCACATTTTATTGTTTGGTCAGCTTATTGTCACCGATCAGCAGAGTTCTCAA

AGCTGCTCGGGTGATACAAATGCAAACAGTTCATCAGATGGACATCCAGGGAAGGC

AATTTCAGATGGTTCTGGTTCTGCATCACAACAGAATGGTCCGCTGGAAAATTCTTC

AGGTGGGAGGTGTCCTTGGTACAAAGATTACCAAAAAACTGATCCTGGCCTGGAGA

CCGGTCATTGCAAGGTGTTCATGGAATCAGAGGATGTGGGTCGAACCCTTGACCTAT

CAGTCCTTGGTTCATATGAAGAGCTGCACAGAAAGTTGGTTAATATGTTTGGCATTG

AGAGCTCAGAGATGCTGAGCAATGTGCTTTACCGGAATGCAGCTGGCGCCACCAAG

CACGCTGGAGATGAACCCTTTAGTGAGTTTTTGAAGACAGCTAGAAGGTTAACGATT

CTTTCAGATGCAAGTAGCGACAACGTAGGAAGATAGACAACGAGGAACTTCCATCA

AAATGTACAGTTCGCAAGTCTTTTGTTTTGATTGTAACATTTCACTTATTTTTGTCTAT

TGGGAGCTGTGGGATAAGTCCCACTTCATCCACATTTAGGACATGTTTTCCCCTGTCT

GTAGCACAAAT 

 

Potri.010G223300.2    (GATA family) 

CTAGCTAGCAATGAAGGAGGAGGCTCAACTACCATATAGCGCCCTTTCCTTTCCTTC

TTCAATCACTTGCTACTAACACTATTAGTACTACCCACCCACCTCTTCCTCCCTGTTT

CAAAACTCAAACACATATCACACATTCCCCTCTCCTCTCTTCACCTCACTTCACTCCT

ACCGCCCTCTCTACCTCTCTCTATAAG(Deletion:AGCCAAACTGGGTTCCCTTCTCTGC

TTTCCTCAAATTTGTTGGCAATCAAATTAAGCATAAAACTAAGATATTTCCTCGAAC

AAATTCCAAGAATTCGA)GAATTTGAAAGCACAAACTTCCAAAATTCGAATAACCAA

GAACCCCCTTCCCTCCCTCCTCAAGGAAAAAAGAAGTTTGAGAGAAGTGAAGAGAA

AATGATTGGACAAACAAATACTTCTAGTGGTTTCATGGACGAGATAGATTGTGGAA

GCTTCTTCGACCACATCGACGACCTCCTAGACTTCCCGTCTGATGATGTCGACGCTA

GTTTGCCTGACTGCACCACCACAAACAACCATGCTAGTTGTTTCATTGACAACGATG

ATAACTCGTTTCCTGGTATTTGGTCGTCTCAGTCCGACTCACTCCCCGGTTCTGCCTC

TGACCTCTCCGCCGAGTTGTCCGTTCCGTACGAAGATATTGTTCAGCTGGAATGGCT

ATCGAACTTTGTGGAGGATTCCTTCTCTGGGGGAAGCCTGACAATGAAGAAAGAGG

AGTCTGCGTCTGTCGACAAAAAGGACTCGACGCCACACCACCAGTTCCAGACTTCCA

GCCCAGTTTCTGTCCTTGAGAGCAGTAGCGACTGCTCAGGAGAGAAAAATGCACCTC

GCAGCCCTGAAATTGTTGCTTCTGGAAAATGTGGGCGTGCTCGCAGCAAGCGTCCTC

GCCCTGCTGCGTTCACTCCTCGCCCTGCAATGCAACTCGTTTCGCCAACATCGTCGAT

CACTGAGGTGCCCCAGCAATTTGTTTCTCCTAGAGTCCCTTCAGATTCTGAGAGCTTT

GCCGAGTCAAGACTTGTGATCAAGATACCAGAGCATGTTGACCCAGAACACAAGAA

GAAGAAGAAAATTAAGTTTATTGTTCCGTCAGGTACTGTGGAGATGAATCAAAACTC

ACAGCCACAGCAAGCAGTTAGGAAATGCATGCATTGTGAGATAACCAAGACCCCAC

AATGGAGAGCAGGACCAATGGGTCCAAAAACCCTTTGCAATGCCTGCGGTGTTCGA

TACAAGTCGGGCCGGCTTTTCCCCGAGTACCGGCCTGCAGCCAGTCCAACCTTTGTT

CCTTCCCTGCACTCTAATTCGCATAAGAAAGTTGTTGAGATGAGAGCAAAGGCTGGG

GAGAAAATTACTACCAGCAGACCTGCTACAATGATGGTCAACTCGCCAGAGTTTATT

CCAAATGAGAGCAACCCTGCAATGGATTACATGTGAGGGAGGATGTAGGGAACAGT

GTTCCTGTTGGATCATTTCACTTTGCCGGCCCCCTATTTTCACTGTCATGCTGCTCGCT

CAC 

 



Potri.010G240800.1    (MYB family) 

AATGCATCAAGACTTTAACTTCCAAACTCGGTGCTTGACTCAGCCGCCTCATGCCAC

AGCCGCCACTCGCTGGACTCGCGAGGAAGACAAGATTTTTGAACAGGCTCTAACTAT

TTTCCCTGAGAACTTGCCAGATCGGTGGCAGAGCATTGCAAACCATATCAGAAAATC

AGCGTGGGAAGTGAAAGAACATTATGATATCTTGGTTCACGACGTTCTTGCAATAGA

TTCGGGCCGTGTTGAATTGCCAACTTATAGGGACGATGAATCTGTGAGTTGGGAATC

CAGCGGCGGCGACGACGGCGGGATGGTCGCTGCGGGTGCGCCGCCGTCTGGTCAGA

TTTGTTTTGGTGGCAAAGGAAAGCAAGATACGGAACGGAAGAAAGGCACACCATGG

ACTGAGGATGAACACAAGCTGTTTTTGGTTGGATTGAATAAATTTGGCAAGGGTGAT

TGGAGGAGCATCTCAAGGAATGTGGTCATTACCAGAACACCAACACAAGTAGCTAG

CCATGCACAGAAGTACTTCCTCCGCCAGAATTCGGTGAAGAAAGAGAGGAAGAGAT

CTAGCATTCATGACATAACCTCAGTGGATAACAACACTGTTGGTCCTTCAGCTGATG

ATTATTGGAACTCTCCGCCTGGCCCTCCAGCTAATCAAGACGGGCCACCGGGTTTGG

GTTATCAAAACTTTAGATTTCAAATGTAAAAATGGTTAATTAGTGTAAACATCATTG

TACTACCCGCGTCTC 

 

Potri.011G098400.1    (NF-YA family) 

GCTTAGGGACTGTGGACATAACAGCCTCATGACTTCTTCGGTGCATGATCTTTCTGA

TAATAGTGAAGCTGGTGAGCAGCAAAAACACTCAGAACCCCAGGTGCAGACTTCTT

CTCCTGCAAATGCACTGGCACACCCAGGCATCTCACCTCCAAATTTTCAGTATGCAA

CTCCACAGCTTGGAGCAGGACATGCTATGGCACCGGCAGCTTACCCATATCCAGATC

CTTATTATAGAAGCATCTTTGCTCCATGTGATGCCCAGCCATATGCTCCACAGCCCTA

TGGTGCACAACCGATGGTCCATCTTCAATTGATGGGAATTCAGCAAGCTGGAGTTCC

TTTGCCATCTGATGCTGTGGAGGAACCTGTGTTTGTTAATGCAAAACAGTATCATGG

TATCTTGAGACGACGGCAATCTCGTGCAAAAGCTGAATCAGAGAACAAAGCAATCA

AGTCTCGGAAGCCATACTTGCATGAATCTCGACATCAGCATGCACTTAAAAGAGCTA

GAGGATGTGGGGGTCGGTTTCTCAATTCAAAGAAAAAAGAGAATCAACAACAGAAT

GGCATGGCCCCAGGTGACAAATCACAATCTAATGTCAATCTTAATGCCAATAAAAAT

GATATTGCTTCCTTGGATGACAAGTCTTGATACACTGGAAGTGAT 

 

Potri.011G123500.1   (NAC family) 

CCCATCAGAAGTGGTAACTGTCCTTATAAAAGAAGGATCATGCCACTCAATGCAAC

ATTTGAACCACCTCTCTAAATTGTAGCATGTTCTCAGATAATAAACCCTCTAAATCAT

CTCAGGACTCCTCAATTTCTCAAATTCGCCACTCCAGCAATTAATGGAAAGCACTGA

TTCATCCACAGGAGGTGCCGGAGGCGGCGGCGGCGGCTCTCAACAACCAAACCTTC

CACCAGGGTTCCGGTTCCACCCCACAGATGAAGAGCTAGTTGTTCACTACCTCAAGA

AAAAGACCACTTCTGCTCCTCTCCCTATGGCGATTATTGCAGAAGTTGATCTTTACA

AGTTTGATCCATGGGAATTACCAGCTAAGGCCACGTTTGGTGAACAAGAATGGTACT

TTTTTAGTCCGAGGGACCGGAAGTACCCAAATGGAACTAGGCCAAACAGGGCAGCA



ACTTCAGGGTATTGGAAGGCTACGGGAACTGATAAGCCAATATTAACTTTAGGTGGT

ACACAGAAAGTTGGGGTAAAAAAAGCCCTGGTCTTCTATGGTGGTAAGCCTCCTAA

AGGGATCAAAACCAATTGGATCATGCACGAATACCGGTTAGCTGATAACAAAGTCA

AAAACAAGCCACCAGGATGTGACTTGGGAAACAAGAAAAACTCCTTGAGGCTTGAT

GATTGGGTGTTATGTCGAATATACAAGAAAAACAACACACATAGACCAATAGATCA

CGATAAAGATGATTATATGGATGATATTCTTGGATCAATACCGCCTTCGATACTGGT

TGGTAACCATCAGAATGGAACACTTCATCTTGCTAAAGGCACAAACTATGAGACATT

GCTTGACAATGACCATAATTTATTCGAAGGAATAATAAGCAGCAATGATGGCATCA

GAAGCAGCAGTTCTATGTCTCACGTGGCTTCTTCAGTATCCAAGCCAGATCACCTAC

CCATGCTTCCACTCAAAAGAACACTCCCATCACTGTATTGGACCGACGAGGACATGG

CTGTCCCTTCATCAAGTAAGAGATTTCAAGGGGATATTAATGGAGATGAAAGTGTTG

TGGGGAATGATGGGAATAGTTCCATAGTTACTCTTCTCAGTCAACTTCCACAGACAT

CTCAATTGCACCAACACACAATGCTGGGGTCTATGGGAAATGGAATTTTTAGGCCAC

CATATCAAATTCCAGGCATGAACTGGTACTCTTAAACTAATCTT 

 

Potri.011G129500.2    (bHLH family)  

CACTCACACACACAGAGAGAAAGGTCAACCGCCAACATTCCGGTTAGTTCTTTCGTT

AGCACACCACAGGACCCAAATGGTCACTTTGGCTACCACTCCTATATATACTCGAGT

TTTGCACTGAACGGTTTTCTATCATTTTATGTAACCATAGAAGCTTAGTAAAAGCATC

CAAGAAATCAAGAAACAAAGCACAAGAATCTTGCGCACAACAACCACACAGAGAC

CAGGCAGCAGTCGCTATAGTTAAGCCATGGCAGACGAGTACACAAGCACAAACTGG

TGGGATTCATCTTCATCAAGCAGGAACAGGTTTGATAGTACTGGATCATCATCTACA

ACTTCGGGACATACTAGTTTAGGAAGCTTTGCTTGGCCAACAGAAATGGTTGATGTC

AAAGGAAGGTCTTCTATGGAAACTGTTTCAGTCTCGGATAGTTCTGTTGTTTTCCATG

ATTCCCAGAAGCTGCAACAAGGCCATGATTCTTCTGCTGACTTGCATATGATGGGTT

TAGGCCTCTCTTCACCAGCCATTGATTGGAACCAGGCCTTACTTCGCGGAGATAAGT

CTGAGAACAGTTTTCGATCGATGCTACAAGATAATTTGAGTTCAAGCACAAATTATC

AGCAAGAAACTGGGATTGGATCTTCTCAAGCTCAGTGGAGATCATCAGAGAGAGTG

TTCGCTGGGGTCAGTGGAGACTCCTCTATGAATGAGTTTAAGCAAATGAATCGGGGC

TTTTCTTTAGATCAACCACAGTTTAGTCCTCACGGGAGCTCCAGTGATAGTACTGTG

ACAGGTCAAGGCTTGCAGTCTAGTTTCCCAATGGATTCATCAGGTATATATGGAAGC

CCTTCAACTATGTTGCAAGGACTATTGGGATCAGATAATCAAGTACAGCAGTCTTCG

TTCGACAACCGATCGATGGGTTATGCATATGGGGCAAATTATGGTGTTAGCACTAAT

GAATTGTTGCCTTCTTGGTCTAAAATACCTCAATTCTTGAGAAATTCACCACCCAAA

CAGCCTCCTCATAACCAGTTGCACCTCTCCAATAATGCTCCCTTTTGGAATGCATCTT

CAAGTGCCATGAGTGATGTCCGTCCGAGCTTTTTCCCGTCGATGCAACCGCAGTTTA

CCACATCCAATTTCGATGAAAAACCTAAGAATATATCTGAAGTACGGGATTCGAATA

CAGCAGTAAAGAAAAGTGGGGGTGAAGCAGGAGCAAAAAGGCCAAGAAATGAAAC

ACCATCACCTTCGCCAGCTTTTAAGGCGAGGAAAGAGAAGATGGGGGACAGAATCA

CTGCACTCCAACAATTGGTTTCACCTTTCGGAAAGACTGATACAGCCTCGGTTCTCTC

TGAAGCTATTGAATACATCAAATTCCTCCATGAGCAAGTCACTGTCTTGTGCACCCC



ATACATGAAAAATGGAGCTCCCATACACCACCAGCAGAGTTCTGAGAAGTCCAGGG

ACTCTGAAGGACAAAAACAAGATCTTAGAAGCCTAGGGCTATGTTTAGTACCGGTA

TCGAGCACTTTTCCGGTTACTCATGAGACCACAGTTGATTTTTGGACCCCCACATTTG

GAGGGACTTTCAGATAAAAGGAAAGGACGATGGTAAAAAATTCGGGCATGGGAAC

AGATTCTATGCAACTAGTGTATATGATCTTATCAAACCCTAGCCAAGTTGGGAATGA

TAAGATTAACGATAGAAAAAATAAGGAACAGAAAACAAAGAAGCCCCATATTAACT

GTAGTTCTGGATGGAAAAGAACACTATGTAGAGAAACTGTGAAAGAGAAAGAAAA

GGAAATGACTCTCCAAGGGTACACGCGGCCAGCTACAAGCAAAATGATATTTTTGTT

TCGACGGCTAGAAGTATGTTAGCGCCAGTTTCTGTGTTGATCGAGATTAAATCCTCT

CTTCAGATAATCTTAAAGGCAGGCAGGCTCACTTACCATATCAGCTAGTACATTCAA

AGAGATTTAATGCATTTCTCGGAAAGTCAAAAGGATGCATATGGCCAATGTTTGGAA

GTATCTTATTTGCT 

 

Potri.012G127700.1   (MYB family) 

GGCGTGTGAGACATGTTCATCTCCAAATTATCATTTTGATTTGCCCTTAAGCAAGAG

AAATCACTAGTATATAAAGGTGGGTGAGTGGGGCTTTGTTCTCTGGGAGTAATTTGG

TGGGAGTGATATAGCAACTAGTGACTTGCTATAGTGATGGGCAGACAACCTTGTTGC

GACAAACTCGGTGTGAAGAAGGGCCCTTGGACAGCTGAGGAAGACAAGAAGTTGGT

CAATTTTATTCTCACACATGGCCAATGTTGCTGGCGTGCTGTACCCAAGCTCGCCGG

ACTCCGCCGGTGTGGCAAGAGCTGCCGTCTTCGCTGGACTAATTACCTCCGGCCTGA

CTTGAAGAGAGGCCTTCTTAACGAGGATGAGGAGCAACTTGTCATTGACCTCCATGC

TTGCCTTGGCAACAGGTGGTCCAAAATCGCAGCAAGATTGCCGGGAAGAACAGATA

ATGAGATCAAGAATCACTGGAATACCCACATTAAGAAAAAGCTAATAAAGATGGGA

ATTGATCCTGTTACGCACGAGCCTCTCAATAAGCTAGAGAGTCCTCAAGAAAGTACA

GTACCTTGTCACACTAATTATGATCAACCCAATTTTAACGCTGATGGCCAGCAGGTC

CTCCCCCAAAATTGTGGCCATGCCTCCTCTAGCACCACTGATAATTCAAGCACGACC

ACCCCGACTGAAAATTCTTCAGTGGATGAATGCATAGGGTCATCAGAACCTAACAGT

ACTCCTGACAGTGATCCACTAATGAGTTGCATATGGTCGGAGGTATTTCTTGATGAT

TCATCTTGGAACTTTCAAGCCAGTAGAGGAGGAGATTTTAGTGAATTCGGGCTATCT

AAATCTTCATCAGAGGATAGTAACTCTCCATGGGTTTTAGACTCTAAGGATCTTGGA

GATGAATTCTTTGGACTTAGTTGTTTCAGTGACATGGACTTGAGTATCCTAGACATG

GGTGGCAAGCATTAA 

 

Potri.013G008600.2    (TALE family) 

GATCAGTGAAGCTAGTATTCTTGCTGTTACAATTCTAGATTGATAAATATCTTGACA

ATCTTTTTTTTGTATTGATAGACAATTTCATGGAGGGATTTTATAGGTTTAATCCTAC

AATTTCTTGTTCACCAAATGATATTGCTAGACTTGAAAACTTGCCTGTTGTTAACTTT

ACTGATGCTACTACCAGTAACAACGAATTTCACAGTCAAGTTGGTAATTTACTTCAA

GCTGGTCATGGTTATACACCAGTCACTGAATCAGATATGCATGATGTAATCAAGACC

CAGATCGCCAATCACCCTCGTTATCCAGACCTAGTTTCTGCATACGTAGAGTGCCGA



AAGGTTGGTGCACCTCCAGAAATGGTTTCTCTTCTTGAAGACATAGGCAGATGTAGC

TACCAAATCAATACTTGCTATGAGATAGGAGCTGATCCAGAACTTGATGAGTTCATG

GAATCATACTGTGAGGTTCTTCATAGATACAAGGAGGAATTATCCAAGCCGTTTGAC

GAGGCTACTACTTTCTTGAGCAGCATAGAATCACAACTAAGTAGTCTTTGCAAAGGA

ACATTGACTAAAATATTTGATTATGGCTCAGATGAGCCAGCATGGACTTCCGAGGAG

GAGTTAAGCTGTGGGGAAGTTGAAGCATCTGAAATTCCAGGGTCATTAGGTTTTCAC

TCAAGCGATCAGAATCTAAAAGGAGTGCTCTTGAGCAAGTACAGTGGCCATCTTAG

CAGTTTGAGAAAGGAATTCCTAAAGCAAAGAAAGAAAGGCAAACTACCAAAGGAT

GCAAAGACATTGCTTTTGGACTGGTGGAACCACCATTATAGATGGCCATATCCTACG

GAAGAGGAGAAGGCGAAGTTATCAGAGATTACAGGGCTAGATCAAAAGCAGATTA

ATAATTGGTTTATCAACCAGCGGAAGCGGCACTGGAAACCATCCAAAGATATGAGG

TTTGCTCTCATGGAAAGTGTCGGTGGTGACACAGCTGGACCAACATGCTATGGTATT

GTTGGTGATGACATTGGGACATGAGGAAAACTCATGTTTGGTATCCATTCGTCATCT

TCTACC 

 

Potri.013G025000.1    (NF-YC family) 

ATGGATCAGCAAGGGTATGGGACAAATCCATATCAGCCAAACCAAATGCCTGCTGC

CTCAAATCCTGGATCAGTTCCTGGTCAGCCTGCAGGAGCTCAGCTTGAACAGCATCA

ACTTGCCTATCAGCAGATCCACCAGCAACAGCAACAGCAACTCCAGCAACAACGCC

AGTCTTTTTGGACAAATCAGTATAAAGAAATAGACAAAGTTACTGATTTCAAAAATC

ACAGTCTTCCCTTGGCAAGGATCAAGAAGATCATGAAGGCTGATGAGGATGTCAAG

ATGATATCAGCTGAGGCACCAGTTATATTCGCCAGGGCTTGTGAAATGTTTATTTTA

GAGTTGACCTTGCAGTCTTGGAATCACACGGAGGAGAACAAGAGGAGGACACTACA

GAAGAATGATATTGCTGCAGCTATCACTAGGACTGATATCTTTGATTTCCTGGTTGA

CATTGTACCTAGGGAGGATATGAAAGATGAAGTGCTTGCATCAATCCCAAGAGGAA

CAATGCCTGTTGGAGGGCCTGTTGATGCACTCCCTTACTGCTATATGCCACATCCAC

ATGCACCTCAGGTCGGGACTCCTGGGATGATAATGGGCAAGCCTGTGACAGACCCA

GCCATGTATGCCCAGCAATCTCATCCCTATATGGCACAACATATGTGGCCACAGGGA

CCAGAGCAGCAGCAGTCACCCTCAGATCAGTAG 

 

Potri.013G107600.1    (M-type family) 

CAATGGGCCGCAGGAAGGTAAAACATGAATTGATTTCCAATGAATCTGCCAGGAAA

GTGACCTTCAGGAAGAGGAAGGCTGGCCTACTGAAGAAGCTTGATGAACTCGCAAC

TCTTTGTGGGGTTATTGCTTGCGCTATTATTTTCAGTGCCTATGATGATCAACCAGAG

ATCTGGCCTTCCCCCGCAGAAGCATTGTTTGCGTTTGAAGAGTTGAAGAGATTACCA

TCAAGAAAGCCAGGAAAATACATGGTGGACCAAGAAGCTTTTCTCAGCACAAACGT

ATCCAAGCTGAATCAGCAACTGGAGAAACAAAGGCGGAAAAATCTAGGGCTTGAGT

TGGAGTTAATGATGGCCGGCTGCAAAGAAGGTATGGATTTACATGATTTAAAACGC

ATAAAAAACCCGTCTGAATCAATTCAGTTTCTGGAGGAAATGATTGCGTCTGTCACC

TCTGAGATCGAGCATGCTGAGAATGAGAATAATGCTTAA 



Potri.013G126800.1    (bHLH family) 

GAGCTCCTCTGGCAATGCTGTCTCTGGTTTCTTGGGAGAATAAAGAATAGAAGTGCT

AAAGATGATGGAAAACAAAAGAAGCCCTTGCTCAGTTGACCATGCCAGTCTCACTT

CTCTTGCTACCAAAAGGCACAAAGCTGATTTTTCCATCTCCACAAAGGAACGAAAAG

AGAAGCTCGGGGAACGAATTGTAGCTCTGCAGCAGCTTGTTTCACCATATGGGAAG

ACTGATACTGCATCGGTCCTTATGGAGGCAATGGAGTACATACGGTTCCTTCATGAA

CAAGTTCAGGTGTTGAGTGCTCCATACCTCCAAGGCACATCAACAGCTCAAATGCAG

GAGTTAGGTCAATACAGTCTAAGAAACAAAGGTTTGTGTCTCGTTCCGACCTCGTGC

ACTGCTGGCATTGCTCGCAGCAATGGAGCAGATATCTGGGCCCCCATCAAGAGCCCT

TCTCCCAAATTCAATAAGGACGTTTCACCATTTCATTGACACAATTTACCTCAGCAA

CTTGTTAAGGTTGTTTTAAGTTTCTAGATAAGGTGGCGTTAAGGGTAATCACCTTTCT

GGAGGCGCAACAAAGTTTTGTCAGGCAGATGCAACTTTGTAACAGAATTTAACGTG

GGAAAAATGGATTTTCGCTTGTTATATTAGTCAAGCTCTCAATGATGTAAAATGTCT

GATGTAAAATGTCTAAGTCACCATTCTAGTATTATCTATGT 

 

Potri.014G050000.1    (WRKY family) 

CAGCTTGCGCTCGACACTTATGCACCAAATAAGCCAACAAGAAGAAGAAGAAGAAG

CACAAGAAGGACAGAGAAGCTTTTTGATCAGAATGGATCATGGAGAAAGAGATGTT

CCAAATTACGAGCTACATGTCTCTTTCTCAACACCACAAGCAATCCATGAGATGGGT

TTTGTTCAATTTGAAGAAAACCAGGTCTTGAGCTTCCTGGCCCCTTCACAATCTTCTC

AGATATCTCAGCCTCTAAATGCTAATACTACCACAACCAACAATACTCACATGGGGT

TTAGTCATAATGACCAGCAGGTGGGAGCATTGGATCCAAAGGCTTCTAGTGATGAG

AACTGCACTGGTAATGCTAACAACGATGGCAACAATTCATGGTGGAGGAGCTCATC

CGCAGACAAGAACAAGTTGAAAGTGAGGAGAAAGCTTAGAGAACCAAGATTTTGTT

TTCAAACAAGGAGTGAAGTGGATGTTCTTGATGATGGTTATAAATGGAGGAAATAT

GGCCAGAAAGTTGTCAAAAACAGCCTTCATCCAAGAAGCTACTATCGTTGTACTCAC

AACAACTGTCGAGTCAAGAAGAGGGTTGAAAGATTATCAGAGGATTGTCGAATGGT

GATAACAACTTATGAAGGTAGACACAATCACTCTCCATGTGATGATTCCAATTCATC

AGAACATGAATGTTTTTCCTCTTTCTAATTAATACATACTTTAGTTAAATTATTAAGA

AAGACTGTTGTAATATTATTAGAATAAGAATATATAACGTATCATCAGCTTATGACA

GTATTTGCTAGTAAATGGTTTTGAGGGGTTTTCATCTTCCCAAGATCAGCCATTTCTG

ACAATTAATACGTACCTGTTGATATATGACA 

 

Potri.014G100100.1    (ARF family) 

ATGAGCCAAGCAACGCCTACTCAGGAACTGGCTGCCAGAGATCTTCATGGCTATGA

GTGGCGGTTCAAGCATATATTTAGAGGTCAACCACGGAGGCATTTGCTTACAACAGG

ATGGAGCACATTTGTCACTTCCAAAAGACTGGTTGCAGGAGATTCTTTTGTGTTTCTT

AGAGGTGATAATGGGGAATTGCGAGTTGGGCTTCGGCGTGTTGCTCGTCAGCAATGC

TCCATTCCGTCATCTGTGATATCCAGCCAAAGCATGCATTTAGGAGTGCTTGCGACT



GCCTCTCATGCTGTTTTGACACACACTCTCTTTGTTGTGTACTACAAGCCAAGGACGA

ACCAGTATATCATTGGGCTGAACAAATATCTGGAGGCTGTTAAGAATGGATTTTCTG

TTGGTATGCGCTTCAAGATGAGATTTGAGGGAGAGGATACTCCTGAGAGAAGGTTC

ACAGGCACCATAGTTGGAGTTGGAGATATTTCTCCAGAGTGGTCTGGTTCTATATGG

CGGTCGTTGAAGATTCAATGGGATGAACCAGCAACAATTCAAAGGCCAGAGAGAGT

TTCTCCATGGGACATAGAGCCTTTTGCAGCTCCTGCTTCCCCAAATCTTACTCAACAG

GTGGTGAAGAGCAAAAGGCCCCGATCCGTGGATATTCCTACATCTGAGATTACAAC

AAATCCAGCTGCTTCAGCTTTCTGGTACCATGGACCAACCCAATCTCGTGAGTTAGT

CCAACGAGGGAGTATTACTGAAGTCCAAAGCTCTGAAAGCCATGTCTGGTCTATGA

GGCAGAAGGAAATTGATAGCAATCTCAATAATAACGGTAGCTGTAACTCAAGGGCA

CGACCAGAAGGAATCTGGCCTTCTTCATCTCACATGAACGTCTCTCTCAACTTTTTTC

CAGATTCAGCAGCGGACAACAAATGTGCTAAAACACAGTCTATTATCTCTGGTTTTG

CCTCTTCTATATCAAGGCAAAGCAATGGCCTGATAAATGAGCAGGTGGAGAGGGGG

AGAAAGTTCGAGAACTCTGTAGGTTGCCGGTTGTTTGGAATTGATCTGACAAGTAAC

TCTGGCATTGCTGCTGTTCCAGAGAAGGAACCTGCATATCCAATTGTTGATTATAAT

GGAACCCAAGGACTTGTTCCAGCTTCAAGTGAGGCTGAGAAGGCTCAAACCATGGA

TGTTTCAATGTCCTCAAAAGAACAGAAGCAAGTTGTACCAGACACATTGGCAAAGG

AGTCACAAAGCAAGCAAGGCTCCACAACCTCCACGAGAACTCGTACCAAGGTGCAA

ATGCAAGGGGTTGCTGTTGGCCGCGCTCTTGATTTAACTGTGTTGAAGGGGTACAAG

GATCTTATAAATGAGCTGGAGAAAATGTTCGAAACTGGAGGAGAACTTTCCACGCG

TGAAAAATGGGCTGTTGTGTTTACAGATAATGAGGGCGATATGATGCTTGTGGGCGA

TGATCCATGGCCTGAGTTCTGTAAGATGGTGAAGAAGATATTCATATATTCAAGTGA

GGAAGTAAAGAAGATGAGCACACGATGCAAGCTTCCTGCATCTTCTTTTGAGGGTG

AAGGGACTGTTGTAAGCATGGAGTCGGAGCACAAGTCTGATGCATGA 

 

Potri.014G120800.1    (bZIP family) 

TCAAATCAAATATCTCTGCTAATCCTGTTTGTTTTTTAGATCCTGATCCCTGATTCTTC

ATCTAATCTAATTACAACCGAAGGTATTGAATTTATTTGATTAAACTAGTGATTATTT

TATCGAAGAATCTAGAAATTGTAAAAAATAAAATGTCTGCAAGGCAAGCAGCGAGC

TCAGGATCGGACAGCGATCCACGATATGCGAACGTCGATGAGAGGAAAAGGAAGA

GGATGATATCCAACAGGGATTCTGCCAGGCGGTCCAGGATGAGGAAGCAGAAACAA

ATGGAGGATTTGGTTAATGAAGTGAGCAAATTGCAGAACGAGAATAATCAATTGAT

GCAGGGTATCAATGTTGCCCAACAACGCTACATGGAGATGGAATCAGCCAACAATG

TTCTGAGGGCTCAAGCTGTGGAATTGACTGAGAGGCTGCGGTCGTTGAACTCTGTGC

TGCAGATTGTGGAGGATGTTAGCGGACTCTCCGTGGAGATACCTGAAATACCTGATC

CTTTGTTCAAGCCGTGGGCAGCTCCCGTGTTCAGTACAGCCTATTATGACATCTGCTG

ATTTTTTTCAGCATTGATGAATGTGAGCTTGTTCGGTGCCTTGCTGGGAGATTGTGTT

TCTTGTTCGGGTCTTTTTTTTTGTCTATCTGGGTCTTTATATTATGTAGTTTATTAGGT

CGTAGGTGGATGCTGGTATCGCGTGAATGTGTTTTGATGGGGGTGTGGTTTGATCGG

AGTTGTGATGTTACGTGTCCTGTTTTAATTTCTATCTGCGTTTATGATGAGTCAGTTT

CCAATCTGTGGCATTTTCTTCACTGC 



Potri.014G167000.1   (FAR1 family) 

ATGAAGCCATCAAATAACATATGGATTCGGCGCCAGCAGTGCCCATGTGGAGATTG

GAAGTGTTATATTAAGTATGAGGGAGATGATCAGACTTCAGCAAGCTCTCAGCTAG

GAAGGAGTGAGACAACATCAACAGAATTAGTCTTCACTCCTTACGTGGGTCAAATTT

TCAAAAGTGATGATGATGCTTTTGAATACTACTCCAATTTTGCTCGGAAGAATGGGT

TTTCAATTAGGAAAGCACGGTCGACTGAAAGCCAACATTTAGGGATTTACAGACGA

GATTTTGTTTGTTATCGTTCTGGATTTAATCAACCACGGAAAAAGGCAAATGTGGAG

CATCCCCGAGATCGGAAATCAATACGATGTGGATGTGATGCAAAATTGTATTTGACA

AAGGAAATTGTTGATGGTCTTGCCCAATGGTATGTCTCACAGTTTAGCAATGTTCAT

AACCATGAACTGCTGGAAGATGACCAAGTGCGTTTGCTACCTGCATATCGGAAAAT

ACAGGAGGCTGATCAAGAGAGGATTCTTTTGCTATCCAAAGCAGGGTTTCCTATTAA

TCGGATAGTGAAGGTGTTGGAGTTGGAAAAAGGAGTTCAACCTGGACATTTTCCCTT

TATAGAGAAGGATGTTAGGAACTTTGTTCGGACTTGTAAAAAGACTGTTCAAGAAA

ATGATGCTTTGCTCACTGAGAAGAGAGAGAATGATACATTGGAACTCCTTGAGGCCT

GCAAGTCTGTGGCTGAAAGGGATCCAGATTTTGCTTATGATTATACCACAGATGAAA

ATCAAAAGGTTGAAAATATAGCATGGTTGTATGGGGATTCTGTTCGTGCATATACGT

TGTATGGCGATGTAGTTACTTTCGACACCACATATCGTTCTATTACCTACGGCTTGCT

CCTAGGAGTTTGGTTTGGCATGGATAACCATGGAAAAGCAATTTTGTATGGATGTGT

TTTGCTGCAAGATGAAAGTTCTCATTCTTTCACATGGGCTTTACAGACTTTTGTCCGC

TTTATAAAAGGAAGACATCCACAGACAATTATAACAGATATGGAGTTGGCCCTTAG

GGATGCCATAGCAAGGGAGTTGCCAAATACAAAACATGTTGTATGTATATGGCACA

TTCTATCTAAGTTATCCAGCTGGTTATCTTTTCCCCTTGGATCGCGGTTTGAAGATTT

TAAAGCTGAGTTTGACCTCTTGTGTCATGAGGAAAATGTAGAAGACTTCGAACATCA

ATGGAATCTTTTGGTTGCCAGATTTGAACTTGTTACAGATAAGCATATGGCTCTACTC

TTTTCATATCGAGGATTTTGGTCAATTTCCTACATTAGAGGTTCATTTCTGGCTCGCA

CAATGGCACCTGAGTTTTCACAGTCTCTGCACACATTCCTGAAAAGAATCTTGGGTG

GACAAACATGTCTGCAAGCATCTTTTGAGCAGATTGGTCTTGCTGCAACTGTTGGAA

ATCAAACCAGAGATGGGACGCCGTATATGCATATCAAGACATGCTTGCCAATTGAA

GAACATGCACGCAGTGTGCTTACACCTTATGCCTTTAATGTGTTGCAGCATGAAATT

GTATTGTCGTTGCAATATGCTATACAAGAAATGGCAGATGGATCATATCTTGTCCAA

CACATCAAGAAAATGGATGGCGAACGTTTTGTAAATTGGATGCCAGAAGATGAGCA

AATTCACTGTTCTTGCAAGGAATTTGAACATTCGGGGATATTATGTAGGCACTCTCTT

AGACTGCTTGAGGTGAAAAACTACTTTCAGCTCCCAGAAAGATATTTTCCCCTTCGC

TGGCGACGGGACCAATCACTGGTTCCTATGGATGATCAAAATGCTCAAAGCAACAA

CGATGAGTGTGCTCAAGCCTTCCATGCTCTTGCTGAAGCTCTATTGACAGAGTCCTT

GATATCGAAGGAACGTTTTAACCATGTACAAAGAGAAATTACGGGGCTCCTTGCTG

AAGTTAGAAGTATGCCAGTGGCTGAAGAATTATCTCTGAATATACCCCCTAACAATG

TCAGTGAAACGTAG 

 

Potri.015G082700.1   (MYB family) 



TCACCTGAACAAACTCTTGACTTTTTCACTCATACAACTTAGGCATAAATGTATACC

AACTCCTCGTTTATACCTTTCCATCTTGTTATATAGCGGCTGCTGCAGCTGCTTAGAG

TTTTCATTGATAACATACTGTCATATCGCTGTAATCTTTTGAGCAGAAATGGGACGA

CATTCTTGTTGTTTAAAGCAAAAATTAAGGAAAGGTTTGTGGTCACCTGAAGAAGAT

GAGAAACTACTCAATTATATAACTAGATTTGGTGTTGGTTGCTGGAGTTCTGTTCCTA

AGCTAGCTGGTCTGCAAAGGTGTGGAAAGAGTTGCAGGTTGAGATGGATAAACTAC

CTGAGACCTGATCTTAAAAGAGGAATGTTCTCTCAGCAAGAGGAGGATCTAATAAT

CAGTCTTCATGAAGTTTTGGGTAACAGGTGGGCTCAAATTGCTGCACAGTTACCAGG

AAGAACAGATAATGAGATTAAGAACTTATGGAATTCCTATCTGAAGAAGAAGCTTA

TGAAGCAAGGTATTGACCCAACAACCCACAAGCCTCTATGTCAAGTGGGGGTGAAA

GAGGAGAAGGATTGTACAGAGAAGGCATCTTTCCAAATACCACAGTCTAAAGGGTT

GCCAATCGTATCAAACTTCACTGCACAAGAGCCAGCATTTCTCATTAATGATACTAC

TTACAATAGCAGTGGATTACCAGAAGTTTCAAGAGAGCAATTTCTCAACAAGCAAG

CCTATGATCCTTTATCCTACTTTGAATTCCCTGCCGGTATTGATCTTACTGGGTATAA

TCCAAGCCTTTCAAGTGTGTATCATCCAACTGTTAGATCTCTTGATCAAAACCAATTT

GAAACAAGTTCCAACTTTGGATTCACTTCAATGCCAAGTTTAACAAGTTTTGACCAT

GGAAGTATGAGTGGGACGGATTTCTCCGATAACTCGGCTTCAAGAATGAGTTCAATG

TTCTTGAACGAGGCAAAGGAAAGTTCCAGTAACAGTTCAAACATCAGCAATTATGC

AGGATACCAGATGAACAATATGGTGGAGAATGCAGCAGCTTTCTCATCATGGGATT

CTGATGATCATAAGTTAGAGTCGGTGTTTCAATATCACCAAGTCAATGGGGTCAAGA

CAGAAGAATTGAAGCCTAGCCCATGGCATGAAGCTGGACGGCTCCATACTCATCAG

AATTCAGTAGATTTCAATAGCTATCCGTTAACGTCGCTGTCAGAAGATATAACAGGA

GCAAATTTTGATGTCTTCCACCAGATATGAACTGTAAATTCATTAATTTACCCCCCCC

CTCTTTCTCTCCAAAC 

 

Potri.015G097400.1    (NF-YC family) 

ATGGACAACACCACCACCAATCACCAGCCTCAGCCCACGGCATACCCAACGCAATC

CATCACCACCACTCCACCACTACCTCCAGCAGGTGGAGCACCATCCTCAACCCCATT

CCACCACCTCCTCCAACAACAACAGCAACAACTTCAAATGTTTTGGTCTTACCAACG

TCAAGAAATTGAACAAGTTAATGATTTCAAGAACCATCAACTCCCTTTAGCAAGAAT

CAAGAAAATCATGAAAGCTGACGAGGATGTGCGCATGATCTCTGCTGAAGCACCTA

TTCTCTTTGCTAAAGCATGTGAGCTTTTCATTTTAGAACTGACAATTCGTTCTTGGCT

TCACGCTGAGGAAAACAAGAGAAGGACTTTACAGAAGAATGACATTGCTGCTGCTA

TTACAAGAACTGACATTTTTGATTTCTTGGTTGATATTGTACCTAGAGATGAGATCA

AAGAGGAAGCTGCTGGTCTTGGTGGAATTGTCGGTGCTACGGCTAGTGGGGTGCCAT

ATTATTACCCTCCGATGGGACAGCCTGCCGCTGCCACTGGAGGGATGATGATCGGAA

GGCCAGCCATGGATCCTGCCACTGGGGTGTATGTTCAACCACCTTCTCAGGCTTGGC

AGTCTGTTTGGCAGACAGCTGCCACCGAAGATGGTTCTTATGGGAGTGGTGGTGCGA

GTGGTGGACAAGGGAATCTTGATGGACAAGA(Deletion:GTAT)TTAAGCTTCTCGGAT

GCAGAGGTGCGACAGAGGCTAACAAGGGCCTTGGCTAA 

Sequence with Blue underline represents the premature termination codon. 



Potri.015G129100.1    (MYB family) 

GTGATGGGTAGACAACCTTGTTGCGACAAACTTGGTGTGAAGAAGGGGCCTTGGAC

AGCTGAGGAAGACAAGAAGCTGGTCAGTTTTATTCTCTCACACGGCCAATGTTGTTG

GCGTGCTGTACCAAAGCTCGCCGGACTCCGCCGATGTGGCAAGAGCTGCCGTCTTCG

CTGGACTAATTACCTCCGGCCTGACTTGAAGAGAGGCCTTCTTAATGATGATGAGGA

AAAACTTGTCATTGATCTCCATGCCCGCCTTGGCAATAGGTGGTCCAAAATCGCTGC

AAGATTGCCGGGAAGAACAGATAATGAGATCAAGAATCATTGGAATACTCACATTA

AGAAAAAGCTTATTAAGATGGGAATTGATCCTGTTACACATGGGTCTCTCAGTAAAC

AAGTGAGCCCACAAGAAAGTACAGTATCTTGTCACACTAATTATGATCAACCCATTA

TTAATGCTGATAATCAGCAGGTTCTTCCCAAAATTTGCGCCCATGCCTCCTCTCGTAC

TGATAATTCAAGCACTACGACTACACCGACAGAAAATTCCTCAGTGGATGAATGCGT

AGGGTCATCAGAACCTAATAATGACAATGATCCAACAATGAGTTTCATATGGTCAG

AGGCATTCCTTGATGACTCATCTTGGAACTTCCAAGCCACGAGAGAAGATTACAGTG

AATTTGGGGTATCTAATTCTTCATCAGATCAGGATAGTTACTCTACATGGTTTTTAGA

CTGTAAGGATCTTGGAGATGAATTCTTTGGGCTTAGTTGCTTCAGTGACATGGACTT

GAGTATCCTAGACATGGGTGGCAAGCATTAAAATGCACTGCCTCGTAGAGTGATCA

CAAGGTATATTTAAGTAACAAGAATGGAAGCACAAGGATTATTGAAGGCTCAAGCT

TCCTGAATTTTAGTTTCTATATAGTCTTGCACTTAGTTTTTTTTTTTTTTTCCATCCCAC

CATTCAAATATTGGAAAAGAACAAGGGAAAGGAAGATATTGAAAGTGTTTAATAAT

GATTTTCCTTTCCTTTATCCAAATATTCCAATAAGAGTTTCAAGACCCTTATAACATT

AG 

 

Potri.016G035400.1    (bHLH family) 

CCTTCCCTCCGTTTCATTTTCTCTTCTCTTAGAGCAATCCAAAAACACAACATGCAGC

CTGAAAACTGCTCAGAGAATTCACAGTTGTACCGCTTTCTTGCAGAGAATGGAATGA

TTAACGTTGGTGCATATGGTTTCCCAGGCGCCGCGATGCAAACCTTGTGTACCTCAT

CATCCACCTCCTACCATAACAATAATTACCAATTTGAAAGTTCTGTAATCACTGATA

TGACACCACAAGATAGAGCTCTTGCTGCTTTGAAGAATCATAAGGAAGCTGAGAAG

AGAAGGAGAGAGAGGATTAACTCTCATCTTGATAAGCTTAGAGGCCTCCTTCTTTGC

AATTCCAAGACAGACAAAGCTTCACTTCTAGCAAAGGTTGTTCAAAGAGTTAGAGA

GCTGAAACAACAGACCTCAGAGCTTTCTGGACTTGAAACTTTCCCATCAGAAACAGA

TGAAGTCACTGTACTCTCTGGTGAATATTCAAGCGATGGACAGCTAATATTTAAGGC

ATCTCTTTGTTGTGAAGACCGGTTGGATCTCATGCCAGAACTAAATGAGATACTGAA

ATCTCTACATTTGAAGACATTGAAAGCTGAGATGGTAACACTTGGAGGAAGAATTA

GGAATGTTCTTATCATTGCGGCCGATAAAGATCATAGTGTTGAGTCGGTCCATTTCTT

GCAAAATGCATTGAAATCTTTGCTAGAACGCTCGAATTCTAGCGAGAAATCGAAAA

GGCGAAGGATATTAGACCGAAAATTAGTAATCCAATGATGATTAGTATTATTGTTTG

TCGTAGTTAATTTCTT 

 

 



Potri.016G087400.1    (S1Fa-like family) 

GCTGATCTCTAGCAGCCATGGCTGACGATTTCGAGTTCTCTGATCAATCTCCTCCTTC

CTTCCAGAATATGGGGAATGTGATCAAGGATGCTGAGCCTAAAGGGTTAAACCCGG

GGTTGATAGTGCTGCTGGTTATTGGGGGGTTACTCATGTCATTCCTAGTTGGAAACTT

TGTACTTTACACATATGCGCAGAAGACCCTTCCTCCGAAAAAGAAGAAGCCAGTCTC

AAAGAAGAAGATGAAGAAGGAGAGACTGAAGCAAGGTGTATCTGCACCAGGAGAG

TGAAAAGTTAAGACTAGTTTTATGTTAGTCCTCTCCGTGTTGA 

 

Potri.016G112300.1    (MYB family) 

CAACTATGAATCGGGGCATTGGAATCCTGTCTCCGGCCTCGTATTTACAGAATTCAA

ACTGGTTTTTTCACGAAAGCAGGGGAACAAAATGGACCCCTGAAGAGAACAAGCAG

TTTGAGAATGCTTTGGCTTTGTATGACAAGGATACGCCTGATCGGTGGCTGAAGGTG

GCAGCCATGATTCCAGGCAAGACTGTAGGTGATGTCATCAAACAGTACAGGGAATT

GGAGGAAGATGTTAGTGATATAGAGGCAGGACTCATCCCAATTCCTGGATATAATA

GTGATTGTTTCACATTAGAGTGGGTGAGTAATCATGGGTATGAAGGGTTGAAGCAAT

TTTATAGTCCTGGAGGTAAGAGGGGCACAGCGACTCGGCCTTCTGAGCAGGAAAGG

AAGAAAGGTGTGCCGTGGACTGAGGAGGAGCACAGGCAGTTTCTTTTAGGTCTTCA

AAAGTATGGTAAGGGGGATTGGAGAAATATCTCCCGCAATTATGTGACTACTAGGA

CGCCAACTCAGGTGGCTAGCCATGCACAAAAGTATTTTATTAGGCAAAGTACTGGA

GGGAAGGACAAGAGGAGATCTAGTATCCATGATATCACTACTGTCAATCTTCCAGAT

GCCAGATCTCCATCACCAGAAAACAGAAAGCCATCATCTCCAGATCATTCAACCAC

AACCAAGCAATCTCAGGCATCACCAATAACGACTGGCATGGTTAAAGGGCTATTTG

ACTGGAAACCCCAAAATGAAGGAACAGCCACAGTTTTCAATCCAGCAAATGGCAAT

TTGTTGATGGCACCTTTCTGTGGGATATCCTCATATGGATCCAAGCTGCAGGAGCAA

AATCTGCTTGGAGGAACACTGCCAGGATATCAGTTCGGTCCTTACAATTTGATTTTTC

AGATGCAATCAATGCAACATCACTAAGGTCATAGATGAAGTGGA 

 

Potri.017G130300.1   (MYB family) 

ATCTTGGTGTTCGTGAAAGATGGGAAGGCAACCATGTTGTGACAAAGTTGGGTTGA

AGAAAGGGCCATGGACTTCTGATGAGGATAAGAAACTCATTACCTTCATCCTCGCTA

ATGGTCAATGTTGCTGGAGAGCTGTTCCTAAGCTTGCAGGATTGTTAAGGTGTGGGA

AGAGTTGCAGGCTGAGATGGACAAACTATCTCAGGCCAGATTTGAAGAGAGGTCTT

TTATCAGAATACGAAGAGAAGATGGTGATTGATCTCCACGCTCAACTTGGCAACAG

ATGGTCTAAGATTGCATCACATCTACCCGGCAGAACTGATAATGAAATCAAGAACC

ATTGGAATACTCACATCAAGAAAAAGTTAAGGAAAATGGGAATTGATCCTCTCACT

CACAAGCCACTCTCTACCATTGAAACACCGCCGTCACCACCACCACAGCAAGAAGT

TCAAGTGCAGGAGAATATACAAGAAATAGAGCAGCAAGCTGTACAACAGTCTTGTT

CCACTAATATCGTATCTGAACTGGACCAAAATAGGGAACCTGAGACATCATTGCGAT

CAACAGTAACTCAAGAGGAAGAGATCAATAACATGGCCGCAAGCACATATGGCACA



ATGGAGCAAACGGATGGTTTTTGCATAGATGAAGTTCCGCTAATTGAACCCCATGAA

ATCTTAGTCCCTTGTGGACTTTCTCCTTCATCAACCCCAGCCCCAACCTCTTCATCAT

CGTCATCGACATCATCTTCTTCTTCTTCATATGGTTCAAACAATATCCTTGAAGACTT

GCTACTGCCAGATTTTGAATGGCCTATTAATAATGTCGACATTGGCTTGTGGGGTGA

TTACCTGAACAGTTGGGATGTGCTAATCAGTGATGCTGTCGGTGATTGGAAGCAAAC

AACAATGTTTGATCCTCCTCTCAATCAGTGCTCAAGAATGATATTGGATCAAGATTC

TTGGACAAATGGGCTCTTGTGA 

 

Potri.018G083700.1    (bHLH family) 

AAGAGATCATCATATACCAAGGGGGAAAAATATATATTCTGTAGGAAGGCAATGAA

TAGAGGGGTTTTGCAGAGTTCACCGGTGCAGCAAATGATGGCTGGCAACCCCAACT

GGTGGAGCATCAACAATATGAGGCCACCAATAACTCATCATCAACAACCCTCTCCTT

TTCTGCCTCCTCCTAGTCTCTTCCCTCAATTCCTACCTTCCATTTCTTCTTCTTCATCAT

CTTCTCTTCCTCTTCCTTCTTGGAATTATGATAACCCAGATCAGCTTCCAGAGTCATG

GAGCCAACTACTTCTGGGTGGATTGGTGTGTGATGAAGACAAGAGCAATATAAGCA

ATTTTCAAGCAAAGAAGATGGAGAATTGGGAGGAGCAAGTGTTACATCAAGCATCA

AGTGCTTCGGTTATGGATGTCAAGCAAGAAAACTCTGCAAGCAACTACGTGTACGGT

GCAAATGAAGATTTCCAGGCAGCTGCAAAACCTACAGCTTGTTCTCAAGTGATACCT

GCTTCATCCCCCAAGTCCTGTGTTACCAGTTTCAGCAGTAACATGTTGGATTTCTCTA

CCAGCAAAGGAGATGGAAGGCATCCACCACCAGATCGATCTTCTGATTGTAACAGC

ACCGCTAATGGTGGGGCAGTAAAGAAAGCTAGGGTTCAATCTTCTTCCGCCCAACCT

ACCTTTAAGGTGAGGAAGGAGAAATTAGGTGATAGGATTACCGCTCTTCACCAGCTT

GTTTCTCCATTTGGGAAGACTGACACGGCCTCTGTCTTGTTAGAAGCTATTGGGTAC

ATCAGATTCCTTCAGAGCCAAATTGAGGCTCTCAGCTTACCGTACTTGGGCAGTGGA

TCCACAAATATGAGGCAGCAACAATCTGTTCAAGGAGAAAGCAACTGTATATTTCCT

GAGGACCCCGGTCAGCTGTTGAATGATAGCTGCATAAAGAGGAAAGGAGCTTCTCA

GCAGGACTCTCACGGGGAGCCAAAGGACCTGAGGAGTAGAGGATTGTGTCTTGTTC

CAGTGTCATGCACACTGCAAGTTGGCAGCGATAATGGAGCAGACTACTGGGCTCCC

GCTCTTGGAGGGGGGTTCCGATAGGCGGAACAATCTTCTGGTGG 

 

Supplementary Table 5.  

Sequence of 7 DNA-baits 

PtrCCoAOMT1 (Potri.009G099800) 

CGTGCTGAGTTGGTGGTTGTTATGGATGGAAGAAAATTACCTCCAATTTGGATTAAT

TTTTTTTGGGTACTTCATTGTTCAATATATTTATTTGATTCATATGATAATAATTTTGT

GTTGTAGCCTACTTAGTTAGCATACGTTTCTAAATCTAGAGTTCGTGGTTTATTTTTA

TATTTTTAAAGTATTTAAAAAAAAATAATTTTTTTAATTTTTTATTTGGTTTAAATTA

ATTTTTTTTTGTATTTTTATATTATTTTGATGTGATGATATAAAAAATAAAATTTTAA

AAGTAACCCTTATCTAAATACAAAATAGGCTCTATATATAAGCCAGAGGAGGTGAT



ATTTTGATTATTTTCTTTAAGACTATAGATGACCCGATAACATGAAACAAAAATATA

AAAACAAGGTCAACCGTGTGACTTGTTCCGCTCCCGTCCCGGGTTCGACCCTCTATG

TGCACGCCTGTCACCCCCGCGGTGCCTTACCTGCTCCTGGGCTTGCAGGATGTCCAG

TGGGCCGTGGGGAATAGTCGTGGTGCGCGTAAGCTGGCCCGGACACCCCACGTAAA

TCAAAAAAAAAAAAAAAAAGGTCACGCGGGCATTCCTAGCTTCTCTATAGGCATTTT

GCTTTGAGCCTCCGACCATTCCCCCCTGCTCTTTTCTTATTCACGATAGAAGTCTGTT

CAGTTAAAGAAAACATGGCCTGTTTTCCTAGAAATTTATCTATAAAAAAGGAAATTC

TTGTTAAAATAAAGAAAAAAATTCAATTGAAATACACTTCCCAGCTTTCGAATGTTT

CTATTATATTTTGGAAAACATGTGAAAAATATTTTATTAATGTTCACTTGAAAAAAT

GGTTATGGTTGCTTTTCAAAGTGTTTTTTACTTGGAAATGCTTTAAAATAATATTTTT

TTATTTTTTAAAAATCATTTGTGATATCAGCGCATCAAAATGATTTGAAAACATTAA

AAAATATTAATTTAAAACAAAAAAATAAAATAAAATAATTTAAATTTTTTTAAATAC

TTTTAAAACATAAAAAAAAAAACAGAATAGAATTTAGACATAAAAAGTGTTATTCT

CGTCGTTTAATAGCGGGAGGTGGTAAGAAACATGCTAAGCATTCACAGTTTTGGATA

TTGATTATCCATGTGTTACCCTAAAAAATGCCTTTTTCCATTTCATGAAATCCTCATT

TAATAGCAATTCTTTAAAGGAGGAGACTAGAGACAGAGGTGGCTGCTGTCAACCTA

GTCGGTGAATTTAAACTTCAACCGGCACATATATGCATACCAAGTATACCCTTTACA

TCTGCCCTAATTAAGACTGTAAAACGGATTTGGATTTTTGCCGACAAAGGCTAGTTT

GTGGAGAAAAAACAACGAAGATAAATTTTTAGATGACAAAGTCAACAATAGTTCGA

GAGATTCTTTAAAGGACTCATCCGTTGACGGAGGTGGCCATATGCTACCAACTCTTG

GACGTGGAGTCCCTTTGGTAATTTCACCTATCCCTCACCCAATTTCTATTAGCAGTTA

GCACATGTAATTTATGATTGGTGAGCCCAGCACAAATCTTTTCCAGTTAAACACATA

TATTAATTTATGATTAATTATTTAATTCTCTCCACTCTTAACAAATTAATCATACATG

GCATAACATTTTAGCTTTTGATCTCGAGAATCTCTACCTAACCATTGACTTCTTTACT

GTTCAGGAATCTTAGAAAAAAGGAGGACAAAAAAAAATATGCCCAATAAATTATTT

AAGAATTTGAACCGAGATTTGGTGTCATAGATCCCAAAAATGACGTCAGCGATGCCT

CAGGGAAGGAGTACCACTAGCCCACAGCACGATACGATCACCAACAAGGTGGGTCC

CATATTTGGTGGGCCAAAAACCCACATTATCCTTCGTCCTAACTACAGGAACCTCAC

CAACCCCCTCCCGGTTGGTAGCCGGTCCAGCCTCCCCGCTACTCCAATTCAAACCGG

GCTCTCATTTCCAATAAATACCACCCGCCCTTTACCATTTTCGATCAGGTTAGGCATC

ACTACCATCATCAACAACAAAAATAAAAATTCCAAGGCCAAGAAAGAGATCGTAGT

TTAATTAGAAGATATACACAATA 

 

PtrCCoAOMT2 (Potri.001G304800) 

CGACCTGATAGCTAGACTGATCAGGTAAATTTGATGGTCTTAGACTCGCCCGCCCAG

AGTTAGTTCACTCCCAGAGAGGGGAGGTTGCTGATTTTCTTAGACTTTGATGGTCTC

ATCATCAATGGCAATTATCTTATCTTATGGGCTACTGCATAAAGCCCATCTAACTCAT

TTCCCTTCTCAGCTTTTGCTATTTTTATTTCTTCTCTAAAGAAAGAAAGAAAGAAAAA

CCATCGATGTTCATAATGGACCAAAAACAAAAGGAAATCTTTTATTATTATTATCTG

GACTTTAATTGGTGGTTGGTAGCCCTAAGGCTTGAACTCAAAAAGAAGCAAGCCTCT

CCTCACCAAACTTTGACCTAGTTTTTAATTCTTTTTATTTTTTTAAGGTTTTGATGGGG



AACACTTCTTTCACGACCTTGATTTTTCTAATGATTGTTTGGTTATTGAATTATTACA

AACCTAATCTCATGCGGTTTATAACAAGGAGCTCCCGTTAATTATTAGGAGTTAGTT

AGTTAGTATGGTAGCGGTGATAATTTAAAATATTATTTTATAGAGATATATTAAAAT

ATTTTTTATTTTTTAAAAATTATTTTTAACATCAACACATCAAAACAATCTGAAAAAA

AAATTAATTTTAAATAAAAAAATTTAAATTTTTAAAAAACACGGTTTCAACCGCGTT

TCCAAACACGATTTAATACACAGTATATTTTTGCATTTCAATAGGGTTTTTGAAAAA

GAAATGAATTTTATTTATTTATTTTGCTTTAAATTATTTTTTAGTATTTTTAGATCGTT

TTAACATGTCAATGTCAAAAAAAAATTTAAAAATTTTAAAAAATATTATTTCAATTT

ATTTATAAGAAAAAAAACCTTAAAAATCAATCATTACCAAAAATCAAACTGGCTCT

GAAAGTATCTCATAGCAGAATGCACTAACCAATTATTTAAATTTTCCATCCTGTCAT

GGAGAAAGATTCCATGGTTGAAGACTGTATGATAAGGAAAAATGTCATGAACTCAT

GGTATAAGTAATTTCCTATCCAATAACAGCAAGCTTGATGTTAGGTTAGGGTTGATG

GTTGTCTTCTTTCATTGAAATGTTTTGCTATGCCCACACGAAACAAGGCAAGAAAAC

CAGACAAGATCACGAAATCGTTTTAATGTGTTGGTATTAAAAATAAATTTTAAAAAA

TAAAAAATATTATTTTAATATATTTATAAATAAAAAATATTTTAAAAAAACATCTAT

TACACTTAAAAAAAAACATTAATTAATTACTGCCTAGCTTTACTAGAAAATCCACAC

ACTAACTGGGCGATTGAAACTCCAGCCATTTTTATATATTTGTCCTGTGATTATCAGA

GACGGTAAAACGAAATTGGAATTTATTTTTTTTTTGTTGGAGAAAAAACAAAGAAAA

TAAATATTGTCAGCAGTAAGACGGAGAGATTCTTAAAAGGAGTCATCCATTGTCAAT

GAGGTGGCTACAAGCCACCAACTCCCCTGGAGTCAAATTCTTGAGGACACCTCACC

AACCCCTTACCCACTTTCTATTAGCAGCACATGTAGCCATCCCCAACAACAAATTGG

TGAGCCCACCACAATTTTCTACTCTCTACGATTTAAATCAATTACACGTGGCATAAA

ATGTCGAGCCTTTTATTTCAAGAAACCAAACCTAACACCGTGAACTTAATTTCTTTCG

CAAATATCTAAAATAAGGGGACATGAATTAAATGTATAGAAATTGAATTAGTGTCC

GAAACCTAAAATGACCACTGGACAAACACCGATAAGTGGGTCCCAAAATACCCACG

GTGTCCTAAGAACTCACCAACCCCCACCCGGTTGGCAGCCGGTCCAACCACCCCACT

ACTCCGGCTCAAACCGGACTCTCATCTCCAATAAATACCACCTGCCCTTGCCATTTTC

AATCAGGTCAGACATCCTTACCATCGTCGCCCCCAGAAAAACCTTCCAACGCCAGG

AAAGAGAGTATAGTTTTGTTATAAGATATACAAAATA 

 

PtrHCT1 (Potri.003G183900) 

GTGATCTTCAATGTGGATGGCAAATTAATTAAGCTACGTGAGCGGAAAGACTTGCTG

CTGCCGCTTAATCAGGTGGCTGATGTCTCTTGTAGAGACAAACACTACTGCTCTCTC

CTTGAAAGTTGAAATATTTGCTTAAAGTCACCTCCACCTTGTAAAATCAAACAACAA

TAATTTCGGCTTCAATCACTATTTCTTTTCTGTTTTTCCCGAATACTTGCGCGTTGAAA

TTAAAAGCTTCTGCGTTTGAGTAGCTGCTAACCACACGGCGCACAGCCTTAGGCCCT

TAGCCACATAATCAAGGCAAGAATCGTAATTGGATGCGAGGTTATAGTTGTTTTTTA

AAGTATTTTTTATTCAAAAAAATATATCAATAATATTTTTTTATTTTTTAAAAATTAT

TTTTAAAATTAATATATTAAAATAATTTGAAAACATAAAAAATATATTAATTTAAAA

AAAATTTAAATTAAAAAAAAACTTTTCAAAAACAGTGTCAAACACATAGCTAGATA

GATCATGCTGGCCATGTGGATACATCACAATTGTGCAGTTAATTTTCCACTTATTATT



GTCCCTTTCATACATGATTAACCCGCCAGACAAATCGGTTCAGCTTTGAGTCGGTTT

AACTCGTAGCTAGAGTAATCAGTTCAATTTTTTAAAACATAAAAAAAAAATGTTCAA

ATTATTGGAAATTATTTAACATTGATAATAAAAATTAAAAAAAGAAAAGAAAGGAG

AGGAGAGGATGAAAAGAAAGAGAGAAAGAAGGTCATCTTTTTCAATGTTCGTATAA

ATAAAATAAAAAAAAGGTGAATTGACACCCTAAATTCTTTTGGATGCATTAGATAAT

AACAATTATTTATCTGATATTTTTCACAAGTTAAATATGTTCCAATTTATTTGGTTAA

AGTTACGTCTAAGTTCAACGAGATTCTCGATAAAGAAAATAAAATCAATCCCTCTTG

TTTATTGAAAAATATCTTCGGTCGGTGGAGTGGTTATTTGCGATAATCAGATCCTTTC

TCGATTGATCTCACTAAAAGCGTTAACTTTTAGGATTCTCCACTTTAATTGGTGAGAT

TATTTCTTCACTTTAATTATTTGCATTTTGAAGATGTCGATTACTTTACTGGTTTTAAA

TTTGTATTTCAACATGGATATAATTGTTTAGGACTGCGGCCAACCATATTTTCAAGA

ATTGTTTTTTAATATTTTTATTATTTTAATATACTGATATTGAAAATAAATTTTTAAAA

ATAAAAAAATATTATTTTAATAAAAATTTCTTTAAAAATCAACATAATGACGCTTAA

AAAAAAGGCATGAAATGATGATTCAAGGAAGGATGAAAAATGCTCTTTTATTTGAG

TCATGTGCCCATTAAATCCCAGTACATGAGCAGTGAAGTTGCTATCTTTTTTAATTTT

AAGGTTAAGATGATATAATTTAATTGGTGGAGTTTTAGATTTTTTTTTAATGATTATG

AGTTTGAATTTTTTTAAAATAATTAAAAATTTATATAATTATTAATTTTAAAACATGT

AAAATTAAATGAATTTAACACAAGTTAGTTCGGACATCTTCATTAATAATAATAATA

AAAAAGTTGCTCTCTTCTGTTAAAAAAACATATGCACCATCACCAAGTGCTACCTGC

ATGTCTATGATGTTGCTAAAGTTATTCTGACTCACGGAAGGACAGATAAATTTTATA

AAATTCGCTAGTGATTTATATATTATTTAAAGAAAAAAGAAACTTGAAATTAAATTA

AATTTTGATTAAGTTGTGAATTTACTTGTTGAGTGGATTAAATCTAATAAGATAAATT

TGCTTGCGCGATGAAATCTCACCAGCTTGATCTGCTTCCAAAAATACCAAACAGTTT

TCTTAGCTAATAAAGATAAAGTTGGTGTGATGCTTTGGTTATCGTGAGAGTGATGAA

AAGTCAATGTCATAAGGCTGGGGTTGGTGAGCACCAATAAAAAATTGAAAAAACTA

AATTGCTCCTCACAGATTCACTATAAGGTGTCCCTCCAACATCCTTCTTGGAAGGTG

GCGACTCCATTGACCTTTGTTCACCCTCTCTCGAACCCTCCTTTTGTCTTCGATATTCT

CTCTACTTCTCTGCTCTAGGCTCACAGGT 

 

PtrCCR2 (Potri.003G181400) 

GATTCAACGAGATTGTCATGCAAAAAAATCTAAAGAAGATATTTCCAATGTACGTTA

TTCGGTCAAAATTTAGCTAACCATTTTGCTTATAATTTCCATGTTAATGAATTTTTAA

AAACTGAAGTGTTAAAAAAAAAGAAGAAAGAAAGGACGAAACTTGAAGAAATTAA

AAAAATTTAGTGAGCACAATAATAATTAAGAAAGTAATGAAGAACTAATTTGAACA

TTTCTAACCCTTTCTCCGAGCAACTTAAAGATAAAAATAAAAATAATTAAAAAGAAA

CTAAAAGATAAAGTGTGGAAGGTTTTAGAATGTGATGGGATAATCAATAATAAGAA

ATAAAGAATTGGAAAAAAAACATGCAGTTTTAGAAAATATAGAGAAAAAAAAATC

AGAGAAGAAAAGAGAAATAGAGAAAAAATCATGATAGCCATTAGCCTCCCTCTCAT

TTCTCCTATCAGTGTCCGCTCACCACCACAGCTCCTCCAACTACCACTGGCCTCATAC

ATGGACAATAACCTATCTAGCACGTCGGCAACAACAGTTCCGTCTGGTTAGCTGTCG

TTGCCTCCCTCACAAAACCCGAATAGAACCGAAACAACCCAGCAACCTCGACTCCTC



CTCAGCCCTAAAAAGTCATCCTAAACACCATCAACCACCTTGACTTGTCTTTTTTCCA

TGCTTAGTAGCATGGCAGTAGGAGAAACAGATCAAAAACCATGAAGAAAGAAAAG

ATAAAGAAAGCCTAGAAACCTTCTCTTGATCTCTTCTCATAAGTGGCAGTGAAGCTC

ACCACTGACATCGAAGGGAAGAAAAAGAAGAAGCAACATATCTGGTGAAGGAAAT

TTCTTAGAAGTATGGTTTACTCTATGTGCTTCTCTTCAACATACTTAGAAATTTCCTG

GATGCCCTTACATACGGGCTCTCCATTTTTACCTGGGGTTCAACCTCTCTTCTTATGA

AAATTTTTTTGATGATATTATTATTATAATTAGATATTTTATAAGTTTTCAGGGATTA

ATATCACAAAAATTTAGGGTGTTATTGATAAATCCAAATAAAATACATCTAACAAAT

TATTTAAAATTAAAAAAAAACTTAAAAAACATGAATGAGAACCCTAGCCTGGCACT

CTTGTGCGCTCGGGTTGTCACCATAGTTTCATTTCTTAATTTATTAAGTTAAATTAAG

ATACAATAAGTTAGTCACAACATTTTAAAGCAAAGAGAAACAGGAAATGGGTAAAA

AACAACATGCATTCTCTTTCACATTTTTTGTCACCAGGTTCTTTGTTAGTCTAGGAGT

ATTAATTAATTAATGATTGGATATTTTTCGGTTTGGATTCGGTTTGGTTTTTTTGGTTT

TAGACTTATAAAACCGAAACCGAACCGAACCGATCAGTTTTTTTAAAATTTTAACCG

GTTTTTTTCATAGTTTTTTTTTTAATTTTTTTTTAATTTTCTCGGTTTCCTCATTTTTTTT

TTAATTTTTTTTTGTTCAACCATGGTAGACGAGAAGAGAGGCCATGTCATCATAGAC

CTTCAAAGAAGAGAGAGAAATAGCAAAGCACATGGTGACGTGGTGTTGACGATTCA

CAATACAAAGACTCAGGCTCCTCCTTCACAAACCTTAATAAACATAATAATAATAAT

AATAAGAGAAAAAACTAGAAAAAGAAAAACAAAGAGAGAATCCCTTTCCTCTCTCT

CAGAGGCGAATATTTACCAGTAGTAGGTGAGGATGGTAACTTCTAACCTTATAAATA

CATCCACTCCACCATGTCTTTCCTTGTAACATCCACTTTTAAATCCAAGATAAGAAG

AAAACACGCCTCCTCTCTTCTTTGTCTCTGTCTGTTCTCCACTTTCCCAGTCACCAAA

CTCGTATGCATATAATTACATTTATCTAAATATAACAAC 

 

PtrC3H3 (Potri.006G033300) 

ACACGTGCGTGTGTGTGTATATATATATATATATTAATACGTGTCAATTTATTCAACA

TTCTTACACACACAAAAAAAAATGCTATTTATGTTAATATTAGGAGTTTTTTTTATAA

GGAAAACTGCAATGTATATTATTTATGCTATTATCAGGAGTTTTTTCTTAAAGAAAA

ACTGATATTTATTTTATTTATGTTATTATTGGGAGCTGTTTTTTTATATAAAAAAAAC

GCCCTGATTAATAATAAATAAATGTTATTATTAGGGTCATCCTGTCGTCATTTTAAAA

TGGTGGATGGTGTTAGGTGCTTCCGGCGGCCACCGTGGTCCTTATCTCTTACTGATTT

TATTTTTTATTTTTTATTTTTCCTTTCCTTCCTGTTTTAAGCTATGATTTTTTTATTTTTT

TTTTTAATGTCAATCAATGGTTTGATAACGATGCATGATAGTTGCCAGCTTCTCAAG

AAAATTCTGGCCTACCTACCCACCACCACCAAACAAGCGTGGTCCCTCGAGGCCTTG

ACACTTTACCATCCTCACCCATTTTTTACCAAATTCACCATCCAAATATCATATATAT

AAAATCTTGTGTTGTTGTTTTTTACTTGGTGGATTTGAGACCACGTTAGAGCCCGATC

TTGCTGAGGGTTTAGATTATCGAGTTAATCTGTGGATTAATTTTAAAATAATATTTTT

TAGATAGTTTTTTTTTAATAACATTATTTTAAATATAAATTAAAAAAAATTAAAACTG

ATTCAATTAAGTTTCATTTGAGATTTCTTTATCCAGTTTGACTTATCAAGATACCTAA

ATTTAATACACAAATTGACTTGAAAGCAAATCTAATCTAAGTTAGGTTTTAAGAGTC

CATTTAGAAACATGGATACTTAAATTTTGAAAAACAAATTATTAAAAATTATTTTTTT



ATGTACTGATCTCAAAAATAATTTTTAAAAAATAAAAAATATTATTTTGATGTATTTC

TAAGCTAAAAACACGTTGAACCGCAATCACCATTACAATTTCAAGCTTAAAATACAT

TAAAATGTGTGATTGTGGGAGTTTGGGAGTGTGATTATGGTTACTTTTCAAAGTATTT

TTCACTTGGAAATACATTAAAATAATATTTTTTAAAAAAAATTATTTTTAATATCAGC

ACATTAAAAATATCTAAAAACACTAAAAAAATATTGTTTTTATACAAAAAAATAAA

AAATAAAAATATATAATTTAAATCGCATTCTCGAACATTACATATCTCCCGGTCCAG

CCGTCAAAAGCAACTTTTAAATTATATAATAGTAGTAGATAACATTATGTGCCCCGT

AATTATAAATTTCTATAGCAATTTCCCTCTCAATTATTACAAACCTTTTAACTTATCT

TATTTTCTTAATTACAAATATGTGGGCTGCGAGAAATGAATAGAATGGTCTCCCCCT

TCACCAACTTTTGATTCCTCCTTCTTTGCTTGTTAAAAAGTCTCACTTCACCAACCAC

CAAATACTAAAAAAAACAAAAAAACAAAAAACCCGCTCTACTATCTTTTCACCGAG

AGTGAAGTCACGCGCCACCGTTCTTGTGCACGTGGGACATTGTAATTGGTCAATGTT

TCCCCACAATGGGCATTGACAAGTGACACTTTTTTCCCCTCCCTCTCCTATGACAGCG

ACTATAAGCAGAAGCAAAGAGTCGCACATCGTCCCTCAACTTCTTAAATTTATTCAT

GTTAGACCCTCTTCTTTAAGTTTGATCAAACTCACTACTTCAATCTCAATGAAATGCA

TTCTTACCTCGTGAAAAAACTCAATTATTAATTAAATGACTTGAATGAACATCTGAA

ATTGGATTTGTATGAAAGTAAAAAGGGTTTATTTGACCCAATTTAAAGTGAGGGATT

GAGTTGGTAATTTGTGGAAATTAGAGGGACCATGAATGATTTTTAACAAGAAACAA

AATCCACTCACCAACTCCCTCCCTCGCAGAGACCAACTCCATTCCTAACTCCATTCCT

ACAATTTATATTCTGCCAAGGCCCTTCAGAAAAATTAGACCCTTTCTCTCCCTTTTTT

TTTTCTCTCCACA 

 

PtrCESA7 (Potri.006G181900) 

ATATGCTGTAGCCGTGTCTTGATAAGAATACAAGGTTGGTACTTCACTTTCTTAAAC

AATGGTGCTTTTCTTTCTAGTGTCTTAGTTTTAATCTCTTAAATTGACATAAAAAAAT

GAACACAGCACTACCTGTGCCAAACTGCCATAAGCAAATCACCAACAGTTACATTG

CGTGGATGTAGCAAGTTTTCACAAATACAAATCTTGTGTGCGGTTAGGAGAGGCTAC

ACTGTCCAGATGGAGAAGCTCCAACATACCCAACTAACGATTGGAACATGACTTGA

GTTTAAAGTTCTTGCATTCTAAGCATGCTCATTCACGTGTTTTTCAGCTTGCATTAAC

AGTTGACGGGCAGCGGAAGTTTTGAAAGGGAAGGATTTGAACTGTACCAAGTATCA

CCGGTTGGCAGATAGTAGGGCCTCAGCTAATGTATGTATGCATGCATGCATGCATGT

ATATGGGATTCTTAACTAGTAAGTCACTCATAACAAGAAACTGAAAGTGGAAATAT

CTTGTGCTCCATGGAGATCAAATTCGTATTTATGATTTAACAAAGAATTCAATGTAG

CAATGCTATTTCGTGCTGATAACCTCCTTGCCATAAATAAATAAAATAAACTGAGCA

GGAGAATGAAGTAATACCATTCCTCCCGAATTCTATCCATCTTGAATCTATTTCCAA

ATTGACATCGATGTTGATAGGTGGTGTGTTATTTTATTAGGAAATATATTAAAATAA

CATATTTTAAAAAAAAATTAATTTTGATATTTGCTTATTAAAATAATAAAAAAAACA

TTTTAAATAAAAAAAAATTAAATTTTTGAGAATTCTATTTAGAACGAAAACTCAAGA

CATCGGAATCAACTCAACTGAGAAAATTCAATTTAGTATGAAAAACTTGTTTGTAAA

TCATTCTTTTTCATAATATACCAATAATCATATTGTTTTGGAAAAAGAATTCGGAAGT

GGTTTTTCATCATGCATAGCATTAGTCAAAAGAGAGGAAGAGTTGATCAAGTTTACA



GGCATTACTGAAAGGCCTCGAGTAATTTTGTAGAGCCACGATTACCAAGAGTATTTT

GAGCAACAGAAGAAACAATTAATTAACAAAAAGTAATGAAAAAAGAAAAGAAGCA

GACATGAACTGTTTCAGTGTTAACCAAGAACTTGTCTCCGGCTTCCTTCAGCCTAAA

CAGCATGCGACTAACGAGCATGCATGCTTAACTCAAACGCCAAGTGATCTTCACTTG

AAAAATTACAAAACTAGTACTGTGCCCAAATGTCAATCCCAAGTATAAACGTGGTCT

AATCAGCCGTTATATTTCCCCCTTTCTTCTTTCGGTTTTTGCTGGTATAAGAACAACA

TTTGAGTTCCTATCCAAAGAACAATAAAATTCGAGTCCGAGTCCATGCCCCTAGCTC

TTCCTGCTGTAAAGAAAGTCGTTCAATTTGTTGTTGAATCAAACAAAAACACACCCA

TGTCAATATTAAGTAATGGGTTTTTGTTTTTGTTGGGGGGTATAACTTTTTACAGCAA

AAAATGCAAAAGTAAAAGCAGTAAATTCATGTCTTTTCTGCTGTGTTTTTTTTGCTTT

TAGTAACTTTTGCGTTTTTTACTGTGAAGGGTTAACCATAACAAACGCAAAAATAAA

AAAAAAACACAAACACACTAGTAAAAATCAAACATAAGTGTAACTAAAGGGAGGC

CAAGTGTAAGATTTACTTCATTTTCCAAGTTCTTTTTTAAAAAAAAAAATACAAAAG

AGCTAAAATAAATTATCAAGAAATGATATCCGAAAACTAGAGATATAATACTGAAA

CCGAGTTGGTCGTCGAAAAGAAGGCATAAGAGAAGGGCACGGTAGTTGAAAAATA

GACGAAGCTTAACTTCAAGGCAATGGCGACTCTGCAACCAACTTCCACACCACCAC

CCTTAACATGCCACATTAGGTGAGAGCAAGAGATCCAGCACAACTTTCTATACCCTA

CCCTTCCATTCATAAAAAAGAAACACTCACCCCCTCTCAACCCAGTAGCTCTCTCGC

CCCTTTCCATTGCTCAAC 

 

PtrCESA8 (Potri.011G069600) 

ATTCGTGTGTTATCCTAACAACATACCATAAACTGATTCACCATCTCCAGCATTCGA

CGTCACTGATATTTTGTTTTGGTGCTTTTATGATCTCATAGAAAGTATAGTCTAAATA

TGGCCCTTAAGCTTGTATTATTCTGTTGACCTGTAAGATTTACCAGTAGAACCTTTTC

TTGAATACAGGTTTGCCTGACATAAAGAACGGTAGCAATGGGGCACAATGTTTGAA

TCCTGCATTTGTTCATGCAATAGCAGTTCCAGATGTTGATATGTTGGATAAGTCTGAT

AAAATATGTGTTGTGGCTAGGGGTGATGGTATTGTTGATGTAATAAATATTGAATCA

GAGCTTGCAGTTATTAGATCAAAAACTTCAGCAAAAGCACGGAAAGGATCTTCATC

AACATCTAAAGATGGTGTTCCAGCTGCAGGTACAGGAACTCTTGATGAAAATGCAA

GAAAAAGGTTACATTTGGATTACTCTGTGGGCGGCCATGCTGCTGCTGTATCCTGTG

TCACATTTTCACAGTTTGGGGAGAAGGGGAAGTTGATAATATCAGGTGGGAATGAC

AAGTCTGTGAAAGTCTGGGATTGCTCCAAATATGATGATGCAGTGCAGACTGGTGGC

AACAGTGATGTTCTTCGTCTTAACATTAATTTGAGCAAAAAGGTCAGTTTTCATTGTC

TTTTTGCACAATATCTTGGTTTTCAGCTTCTTGTTCTTTTGCATCACTCGTGTTGGAAT

CTTTTCATCTCATACTTTCCATTTTGGCAGGTCAATTGGCTCTGTACCACTCCGACTG

ACTCAGAAAACCTTGTTGTTTGTGACACAACAAAAGTAGTAAAGGTCTATTCTGTTT

CTTAGTTTACAGCTAAAACATCAAAGACTCCTGGAGAGCATGCCTTAATTCTATTGC

AGGAGAAGATTGTTTCCTGTTTGTCTCAGTGTTGCGTCAATTGCTTGGTTATCCAAGG

GCAGCCTTTTACAGTTATCATCATTTTGACCGAGGTAAAGTGCATGATACACCAGCC

ACCCCTTTCAAGGCACACCGGCAAAACCCATGATTTTTAGAGTTTTAAGCTTGTATA

AGTTGAGTCACAGGTTGATGAACAGCTGTACAAAATGGAATTATTATGGTTCATAGG



AATTTCTTCGCTGTTATATTTCTCAGAATGATTATCGAACTGAATGGATATCGTTGAC

TAAATTTCTGCAACAAGTCTCCTTACAGTTTTGCTGGTTTCTTTGACTAGGAGCAAAA

TTTGCATGATGTGAATTGGCTTGTGATTTATCAAATTAGAAAGAGTATGTATCAAAA

GGAATTTATGTGTTTAATATTCATGACCAAACTTTACTTCCCCCATCCCCAGAAAATA

CAAAGATGGCTGAATAAGCAACGCTTCTGTTGTTATCGTCCAATTTTAATTTTCATCG

AATAAATTCAGTCAGGCACCAAAAAGAACAAGTCAATCAATTCTTTCATGAAATGC

CCTTTTTTTTTAAATCAATTTTTTGATGTCTTTTTCATGGTTCGTTGAATGGCTCTGTT

TGCATCTGGTGTTGCAATTTCCCGTGTAGATTTAACAGGAAAATGGATTCTTTAGTC

ATTTGCATCTTCATCAAAAGCAAGGATCTAAGATCTACGAAAATGGATGCCCATCAT

CTGTTCTTGGGGATAACACTGATGTGAAGTCGCAGAGAATAAATGGTTAATCTGCTA

CCATTACTGGACCAACCAGATATATGGTCTCAGCGACATAAAAAGAGATGTGCTTTA

TTTTTCATTTTTTTCCTTTCCTTGAGAGACTTACCCTGATACATCGATATGATGATTAT

CTGAAGCATGCCGATGGGAGACGCCAGTACACTGTTTGGATGCTGCCAGTTTTCGGT

CTACATGGCGGCCCAGCCCCGGATCTTGTGTTTATATTCAAGAGAGGGGACTTGCAT

TGAAAGTAAGTTTGTTAAAGATGTGCTCTGCCTAACAGACACCTTCCTTAAACTTCC

CGCAAAAATTTCAAAACTTTTCTCTTTCACCCCAAAAATTAGACGTTGCTTCTCATCT

CTCTCTTTCTCTGTAAACACATGACACCAACTCCTCAACCGCCATGCCCCACCAACC

TCAACCCTCTCTTCTGCATTAAAAAATGTCAGCACCACCCTCTGAGAGACAACCAAG

ACACCCTAGCTTTGGTTAGGGTCTTTGATATAAAAACCAGGCCAAAATAAAAGATTG

AAAAGCAGAGGGAAGCCCTCTTGAAAGAACTGAGGAATTGGGGGTGTAAAGAGCC

GGTGAAGTGGTAATCAGCAAA 

 

Supplementary Table 6.  

See Supplementary Spread Sheet 

 

 

 


