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159 bp (expected size)

Exon 17
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..NQKHFEQAIERVIGGCSSVVRKRSIR Stop... mutated allele 566 aa - 62 kDa
..NQKHFEQAIERVIGGLEKKTQ... wild-type allele 797 aa - 87 kDa



Fig S2
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Fig S4
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Fig S5
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WIId-type Af93|2./-

wi Id-type Afgle'l'

CAF - - - + + + + + + - - - + + + + + +

Days from washout 0 6 21 0 2 6 9 14 20 0 6 21 0 2 6 9 14 20

Afg312+-

CAF - +

Days from washout 1 1




