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Figure S2

early gastrula mid gastrula late gastrula early neurula late neurula
00
X 0
w0 7
X
28
o
"X
23 |
09
Yo A :
Reporter Stage Reproducible expr. Ectopicexpr. Noexpr. Total
-0.5kb Xt_gsc  Mid-Late Neurula 13 (Mouth) 0 9 22
-3 kb Xt_gsc Early-Mid gastrula 13 (Organizer) 6 22 41
Late gastrula 14 (Head organizer) 9 33 56
Mid-Late Neurula 13 (Mouth + neural tissue) 1 2 16
-45kb Bj_gsc  Early-mid gastrula* 5 (Organizer) 1 17 23
28 (Organizer) 14 6 48
Late gastrula* 2 (Posterior mesoderm) 3 26 31
17 (Posterior mesoderm) 3 10 30
Mid-Late Neurula* 19 (notochord + neural tissue) 2 13 34
40 (notochord + neural tissue) 12 22 74

*results of two independent experiments are shown in separate lines






