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Methods S1 Arabidopsis transformation with full-length maize ZmpTAC12 cDNA. 

 

Vector construction 

The ZmpTAC12-HA fusion construct (3xHA as C-terminal tag) used for Arabidopsis transformation 

was obtained by Gateway cloning into pGWB14 (Nakagawa et al., 2007). The coding sequences of 

ZmpTAC12 was PCR amplified from maize cDNA (ZM_BFb0227G12), transferred into pDONR221 

(pEnter221_Zm12-14), and recombined into pGWB14 (pGWB14_Zm12-3xHA). All plasmids were 

sequenced to verify that no errors were introduced.  

 

Transgenic Plant Production 

The pGWB14_Zm12-3xHA plasmid was introduced into Agrobacterium tumefaciens strain GV3101. 

Arabidopsis plants were transformed by the floral dip method (Clough and Bent, 1998). Transformants 

were selected on MS medium with sucrose supplemented with the 50 µg/ml hygromycin and allowed 

to self-pollinate. Seeds were surface sterilized, cold treated for 2 days, and germinated under 

controlled condition (21°C and a 16 h light / 8 h dark photoperiod). Total proteins for immunoblot 

analysis were isolated from leaves of 5-7 day-old seedlings. 
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