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Supplementary results
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Figure S1. Western blot results of the sixteen strains expressed in . cerevisiae

S2



GC-MS Chromatography
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Figure S2. GC-MS chromatography overlay example for two naringenin producing strains and a
control. A: Serine (retention time: 14.35 mins) B: L-Aspartate (retention time: 19.7 mins) C: Glycine
(retention time: 19.95 mins) Black chromatograph: pCEV-G1-Km-at4CL-haCHS. Blue chromatograph:
pCEV-G1-Km-mt4CL-vvCHS. Red chromatograph: Control.
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