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Supplementary Figure S1. Multiple sequence alignment analysis of the polygalacturonases (PGs)
from mango (Mangifera indica L.). Partial sequences where the characteristic domains are located
are shown, A) Shows PGs that contain motifs I, II and IV; B) and C) Show PGs that have motifs I, II,
II and IV. Red boxes show the four functional motifs. Identical amino acids are shown in black, and
gray shading represents conserved amino acid residues.



