B gRT-PCR
B RNAseq

- -
o (@)

Expression ratio
(@)]

0
_5 1 ] 1 «l 1 ] «l 1 1
N> N D D A DN
W & & O P A O
G LT &
) ) RN

Supplementary Figure 5. Expression ratio (Logy) for the 9 polygalacturonases was obtained by
RNA-seq and qPCR. GAPDH was the constitutive gene used for normalization of qPCR data. Bars
represent the standard error (n=3).



