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MiPG21-1 1 ———————————— MSKLSVSCKFFIISFLTLFQLTVEAYN —— -
MiPG23-3 1 -————- MENKTSYNLLLLLASLNLAFLFSSWSASASSFN—————————————————————
MiPG14 1 ---MALLHPYASFTFSIIFIPFILSYFCLSVKDTPYDYYHQEAYGYGHDSLAYPSHLTAT
MiPG69-1 1 —————- MKLKIFTTFMVLSMAHCGSSLOLSLKPRAFEYS———————————=—————————
MiPG49 1 ---MARVFLLFSLILLSYVSSFSLASVITCSGIVPLRYR -— -

MiPG46-3 61 SVSYLPVVLLLVLTLSGAAEQNVRESDGHCKYARSLEPR—————————————————————

MiPG21-1 28 ————— e VISFGAKPDGQTDSTQAFANAWESAC
MiPG23-3 34 —————— VVSFGARADGKSDSTRAFLDAWAQAC
MiPG14 58 EDAEFEEYLIKLMRKEILGSNVVGLFSTAKNTVIVDDFGAKGDGSTDDTEAFKKAWQEAC
MiPG69-1 34 ———————— VNVMNMGAVGDGTTDDSQAFLKAWAAVC
MiPG49 37 — NDTISITDFGGVGDGKTLNTKAFREATIYRIE
MiPG46-3 100 ——————————— PHSVSLTEFGAVGDGKTLNTVAFQNATFYLK

MiPG21-1 54 KSTRPATINVPRG--RFLIKPIYFNGTCN-NEIIFQINGTIVAPASYSSLG-DSGFWIIF
MiPG23-3 60 GSATAATVYVPRG——-RFLLRNSVFAGQCKSTKITVRIDGTLVAPSDYNVIG-NSKYWLLF

MiPG1l4 118 SQG---AVLVVPGDKTYYLKPIRFSGPCKPN-LMVEIYGTLEASDSQSDYRKDRKHWLLF
MiPG69-1 62 GAQKSEPLVVIPGGKTFLLYPVTFRGPCSSSSVNIQIWGNIVAPEY SAWRKGRDVQTWLLF
MiPG49 68 RLRRRGGTLLYVPSGVYLTESFNLTSHMTLYLARGAVIKATODTDNWPLIAPLPSYGRGR

MiPG46-3 131 SFADRGGAQLYVPPGRWLTGSFNLTSHLTLFLERGAVILGSKDYSHWEVVEPLPSYGRGI

MiPG21-1 110 YRVSG-—--LIVRG———————————— GTFDARGAAYWDCR—-—--KSGKSCPSLPRSVTFMES
MiPG23-3 117 QQVNT---VTING———————————— GILDGOGTGLWACK—-—-NSGKSCPGGATSISFMNS
MiPG14 174 DSVEN---LLVEGG——————————— GTINGNGRIWWONSCKVNKSLPCRDAPTALTFYRS
MiPG69-1 122 DSINW---LKIDGN——————————— GQIDGRGESWWRN—————-. -AYSPYNRPSALTFNNC
MiPG49 128 ELPGGRYMSFIHGDGLHDVVITGENGTIDGQGATWWNMWR-——-QRTLPFTRPNLIEFINS
MiPG46-3 191 DLPGGRYRALINGN———————————— NLIDVGSVWHELFN——-SGDLKYSRPHLVEEFTGS

MiPG21-1 152 SNVVVSRLKSLNSRYFHIATDGCENITLEKRLNISAPSWSPNTDGIHIQSSSGISITDSSI
MiPG23-3 159 NNIVINGLTSQONSQLYHIVFNGCNNVEMQGVRISASRTSPNTDGIHVQLSTSVSIYNTRI

MiPG1l4 220 RNLVVRNLNIQDSQQIHVSFQRKSTNVMASNIMITAPADSPNTDGIHVINTQNIRITSSTI
MiPG69-1 162 NNLHVNGLHHVNSQRNHITVTGSKSVVLSQLTITAPDSSPNTDGIDLDQSSNVIVRDCTI
MiPG49 185 RSIIISNVIFONSPFWNIHPVYCSNVVIRYVTILAPLDSPNTDGIDPDSSSNVCIEDSYI

MiPG46-3 236 NDVTISNLTFLNSPAWNIHPVYCSNVQVONITAYAPPESPFTCGVVPDSSEHVCIEKSNI

MiPG21-1 212 KTGDDCISLGPGSKNLLIQRIACGPGHGISIGSLGDNAY-———————— EEGVENVTVSDS
MiPG23-3 219 ATGDDCVSVGPGTANLWIENVQCGPGHGISIGSLGRKHLE-———————-— EPGVONVTVKTT
MiPG14 280 RTGDDCISIVGGSQNVQAEDITCGPGHGISIGSLGARNS————————-— EGYVSGVTVNGA
MiPG69-1 222 GTGDDCIAVGTESFNFTFNRITCGPGHGISIGSLGARGT-———————— SARVONILVYDS
MiPG49 245 STGDDLVAVKSGWDEYGIAYGRPSSGITIRRITG-SSPFAGIAVGSETSGGVENVLAENI

MiPG46-3 296 SMSYDAISLKSGWDEYGISYGRATTRKVHIREVQLOSSSGSSLAFGSQMSGGISEILAENI

MiPG21-1 263 TISRAENGVRIKTWARSSNGFARNINFONITIMRNAYNPILIDQYYCPGHKGCPNQVIN--
MiPG23-3 270 TFTGTONGVRIKSWGRPSNGFARNILFQHAVMSNVONPIIIDQONYCPDNINCPGRVSGVK

MiPG14 331 QISGTTNGVRIKTWQGGS-GTASNIKFONIYMFNVSNPIIIDONYCDQEEPCKEQSSAVQ
MiPG69-1 273 IFKGTTNGVRIKTWQGGS-GSARKNITFDKIRLESVONPIIIDQYYCPHRN-CQONQTSAVR
MiPG49 304 NLYNVGVGIHVRKTNMGRG—GFIRNITVSDVYMEGARKGIKIAGDVGDHPDENFNPNALPV

MiPG46-3 356 HSRNSLIGINLKTNRGRG-GYMRAIVVSDVEMENVOMALRVTGDFGLHPDDKFDPRALPV



Supplementary Figure S6. Sequence alignment of polygalacturonases that were modeled to obtain
theoretical models, the exons were colored with different colors. MiPG21-1 and MiPG23-3 are from
clade C, MiPG14 from clade B, MiPG69-1 from clade F; while MiPG46-3 and MiPG49 are from
clade E.



