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S2 Fig. Asymmetric migration rate matrix of H9N2 influenza

viruses between countries/regions in Asia estimated by 385 se-

quences. The migration rate matrix was estimated using DTA, and it

describes the virus migration rates between each pair of locations. Unit is the

number of migration events per lineage per year. Bayes factors on migration

rate over 3 and 20 are labeled by a yellow and a red asterisk at the bottom

right of the cell respectively. UAE is short for the United Arab Emirates.

The largest and most well-supported rates are between neighbouring loca-

tions, suggesting the underlying factors related to geographic proximity can

contribute to virus spread.


