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Figure S3 — Plasmid library barcode representation. A (A) histogram and (B) density function showing the
abundance of DNA barcodes in the plasmid libraries. Barcodes present at very low levels in the plasmid library
will cause the RNA output to be highly variable. A minimum plasmid library abundance is chosen by inspection
to use as a cutoff. Barcodes that are not present above this level will be discarded from the downstream
analysis. The counts are first normalized for sequencing depth by dividing through by the respective sample
number of reads and multiplying by one million. A dashed line indicates the selected depth-normalized count

cutoff.



