Table S5. Genomic analysis of CCL5 and ANAX1 neoantigens.
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CCL5 p.S109L c.C326T 17:34199413-34199413 G>A FrTum 101 18 22 16 1 1
TC 123 100 123 0 -0
PBMC 161 O
ANXAL p.ES87K c.G259A 9:75774328-75774328 G>A FrTum ND - ND ND - ND
TC 38 39 15 32 59 19
PBMC a8 0

*FrTum, fresh tumor; TC, tumor cell line; PBMC, peripheral blood mononuclear cells.

ND, Not Done.



