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Supp_Figl STR_TREE_Da_breeds.pdf: Neighbour-joining tree representation of
Nei’s DA genetic distances between 109 breeds based on microsatellite data and showing
bootstrap values. Bootstrap values were obtained with 1,000 replicates over loci (only
bootstrap values >30% are shown). Breed numerical codes are as defined in Table 1.

Supp_Fig2_STR_TREE_Da_groups.pdf: Neighbour-joining tree representation of
Nei’s DA genetic distances between geographic breed groups (cattle breeds were grouped
according to their origin) based on autosomal microsatellite data. Bootstrap values were
obtained with 1,000 replicates over loci. Breed groups are as defined in Table 1.

Supp_Fig3_distruct_summary.pdf: Contributions of ancestral populations to the 109
breeds analyzed and graphically represented with CLUMPAK (http://clumpak.tau.ac.il/),
assuming values of K from K=2 a K=40. The coloured segment shows the breed’s
estimated membership proportions in a given cluster. Breed numerical codes are as
defined in Table 1.
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Supp_Figl STR_TREE_Da_breeds.pdf: Neighbour-joining tree representation of Nei’s DA genetic distances
between 109 breeds based on microsatellite data and showing bootstrap values. Bootstrap values were obtained

with 1,000 replicates over loci (only bootstrap values >30% are shown). Breed numerical codes are as defined
in Table 1.
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Supp_Fig2_STR_TREE_Da_groups.pdf: Neighbour-joining tree representation of Nei’s DA genetic
distances between geographic breed groups (cattle breeds were grouped according to their origin) based
on autosomal microsatellite data. Bootstrap values were obtained with 1,000 replicates over loci. Breed
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groups are as defined in Table 1.



K=2 results-k2-r0-nodo91-f

o,.

N VO PRI R PR RIS IR PR IPONATARNRSS IR T RBISSESGTEREE SRR LARRS S FFREOIH S P & JWEES

K=3 results-k3-rO-chuck1-f

1)

~ VO PRI PRI IR A FIOOMATARNPRSS IR TRBISSESGTEEE SN LALRS S EFREOE S BB & JTEES

K=4 results-k4-rO-bigfoot-f

=)

™ VO SRR PR RIS T IR MATARPRSSIETRBFRSEEGEEEES SRR SHFREHEP S BY S SJES

K=5 results-k5-r0-nova2l-f

o,.

N VO PRI R PR RIS IR PR IPONATARNRSS IR T RBISSESGTEREE SRR LARRS S FFREOIH S P & JWEES

K=6 results-k6-rO-chuck4-f

m”m"mwW,Wwww“lwmmr-—wwwmwwmw WI”WM Wi MW = w-_,,m ]W T

I~ v Y A K RS P AR AN AR PRSP R AT SRRES «?&\\W«“A‘K"A«Wﬁ%‘%@&%é‘m&w

K=7 results-k7-r0-nova9-f

V”w‘mrﬂ ﬂf“‘p'lq””' F m*r‘, TR “'»N' W '“r”v”"’ﬂ'*"“l‘ ™ ﬂﬂn W |
| ‘ \ H | ;\“ “U\

™ VO R PR RIS P AR AR MATAMPRISI ST AL GRS SRS SEFRLD S BB ‘”w

L

™ VO PRI PR RIS IR AR PO IR TRBISSSSGTEEE SONRUCRAHALAS S FFREDIH S HHS & JTEE®

~N

K=9 results-k9-r0-noval3-f

T8

~ Vo R R P RIS F D FISO I AN PRI R RAIEEEGTEES SNV OOV STIFEHID S TS S IR

K=10 results-k10-r0-nodo135-f

|

~ve WMW %W%%\\%%%%%%%%%%%%%%%‘@%‘ SONICNALARASSEFRSOER & FHP S JWE®S

K=11 results-k11-r0O-nodo91-f

™ VO PRI PR RIS IR AR PO IR TRBISSSSGTEEE SONRUCRAHALAS S FFREDIH S HHS & JTEE®

~N

K=12 results-k12-rO-euler-f

[

T Ti """"""" ”'”ﬁ"’"‘”";*T“T'”""’"“IFT’"TET””T“W"T" T u * TSI “-r’m“v'?w*" R R
| | I i | | i T WL b E | |
| ‘ ‘
|
H

~ Vo R R P RIS F D FISO I AN PRI R RAIEEEGTEES SNV OOV STIFEHID S TS S IR

K=13 results-k13-r0-chuck2-f

N VO R IR PSRRI T IR MATAR PRSI ET DRI EGEEES SONWRXLLARRS S FFEHEP S BT © [P

K=14 results-k14-r0-chuckl-f

N VO S PSRRI IR P FPRNMATAIPRDSIETRBIRSEEGTESS SSNWCRALARRE S ~m‘°qs\s% P S IS

~N

K=15 results-k15-r0-chuck4-f

~ Vo R R P RIS F D FISO I AN PRI R RAIEEEGTEES SNV OOV STIFEHID S TS S IR

K=16 results-k16-r1-nova2l-f

e | .": | i H ‘ i n el r !
o L 1 l " | w \
! UL ' [ |

N VO R IR PSRRI T IR MATAR PRSI ET DRI EGEEES SONWRXLLARRS S FFEHEP S BT © [P

K=17 results-k17-r0-nova20-f

N VO R Y RIS R P AR PRSI R T RBISSESGTEEE SRR S FFREDTE S DS "‘m@

~N

K=18 results-k18-r2-nodo82-f

~ Vo R R P RIS F D FISO I AN PRI R RAIEEEGTEES SNV OOV STIFEHID S TS S IR

K=19 results-k19-r1-nodo123-f

~ve WMW@%W%%\\%%%%%%%%%%%%%%%‘&% SONICNALARASSEFRSOER & FHP S JWE®S

K=20 results-k20-r0-noval9-f

5 ‘;‘: i ‘ I ‘
| | ! I i |
i ! il { i |
] i | i e | i ! I |
| ‘ | ‘ | ‘ " | i |
| | | 4 | Hfik! 2} |
| I ! il il B | 1 | AR 1

W

R R R IO NN TSNP SRTE SRS TSI > B SSRGS

K=21 results-k21-r0-nodo135-f

R T Sy BT AO PR NI IR NEHES GO AR ST T > S QW

K=22 results-k22-r0-gazpacho-f

~ve WMW@%W%%\\%%%%%%%%%%%%%%%‘&% SONICNALARASSEFRSOER & FHP S JWE®S

K=23 results-k23-r1-noval6-f

K=24 results-k24-r0-chuck3-f

R RIS SRS BOSHIASIIBR OIS ORI OO BSOS S £ WSS

K=25 results-k25-r0-bigfoot-f

~ve WMW@%W%%\\%%%%%%%%%%%%%%%‘&% SONICNALARASSEFRSOER & FHP S JWE®S

K=26 results-k26-r1-nodo108-f

™ VO MR VIR %W%%%\%%%%%%%%%%%%‘&W&P“ SONICNCADAS S EFRSOER & TP & JWE®S

~N

K=27 results-k27-r0-nova7-f

[} | { 20l
' ] i i
i | i 1
J | 1 |
| { | / )
AR | | \ 1 it
il L] | il i

~ A R OO PR SO AGPRBIRIEF SIS SBISOT S B g

K=28 results-k28-r0-bigfoot-f

~ve WMW@%W%%\\%%%%%%%%%%%%%%%‘&% SONYCNALARRSS “‘m%w@ RS ‘”w

K=29 results-k29-r0-nova7-f

™ VO MR VIR %W%%%\%%%%%%%%%%%%‘&W&P“ SONICNCADAS S EFRSOER & TP & JWE®S

~N

K=30 results-k30-r0-nova3-f

ﬁ" ‘ il i | ! | i i ; } i .i i ) i “’1\\‘ ‘ il ‘
L 1 NimE i | I ISR (L]

R IO SRS BOSHIASIIBRO IS ORI OO BSOS S QW

K=31 results-k31-rO-chuckl-f

~ve WMW@%W%%\\%%%%%%%%%%%%%%%‘&% SONYCNALARRSS “‘m%w@ P S IS

K=32 results-k32-r2-nova2-f

i ol
i |
If y I 1 ) |
| il I b 1 | )
4 1 l ) Il
i ) | o | | {
1 ik |
| i CUREL
(’v Kl ; } i ;"

™ VO PRI PR RIS IR AR PO IR TRBISSSSGTEEE SONRUCRAHALAS S FFREDIH S HHS & JTEE®

~N

K=33 results-k33-r0-novall-f

R R Sy BTSSP NI IR NEHES GO AR TR T > S g

K=34 results-k34-r0-nodo92-f

~ve WMW@%W%%\\%%%%%%%%%%%%%%%‘&% SONYCNALARRSS “m%'\w@ P S IS

K=35 results-k35-r1-noval8-f

™ VO MR VIR %W%%%\%%%%%%%%%%%%‘&W&P“ SONICNCADAS S EFRSOER & TP & JWE®S

~N

K=36 results-k36-r0-bigfoot-f

R IO SRS FOSHIRASIIBRO IS ORI OO BSOS S g

K=37 results-k37-r0-bigfoot-f

~ve WMW@%W%%\\%%%%%%%%%%%%%%%‘&% SONICNALARRS SISO & m ‘”w

K=38 results-k38-r0-nodo123-f

~ e W%W}V@%WR%%\%%%%%\%%%%%%%%%‘W&P'\ SONYCAHCRDAS S FFRSOEE & m SR Y

~N

K=39 results-k39-r4-nova31-f

R R O BSOSO PR NFIES IR NEHES GO AR S THO T > B QW

K=40 results-k40-r0-bigfoot-f

Supp_Fig3_distruct_summary.pdf: Contributions of ancestral populations to the 109 breeds
analyzed and graphically represented with CLUMPAK (http://clumpak.tau.ac.il/), assuming values of
K from K=2 a K=40. The coloured segment shows the breed’s estimated membership
proportions in a given cluster. Breed numerical codes are as defined in Table 1.
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