Base at

. T2 plants T3 plants
+ 1447 position

C (unchanged) 2 4
G 1 -

C,G 1 1

CT - 1

G T 2

> 2 bases 9 8
Indels 2 -

Table S1. Base changes resulting from the genome editing of the Cytosine 1447 of elF4E1 in T2 and
T3 plants obtained from T1 plants harboring the pDICAID_nCas9-PmCDA_Nptll_elF4E1 construct.
Base status was characterized locus based on the chromatograms following Sanger sequencing of the
elF4E1.



