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Medtr4g109470                  c              c c  c       c c                c          c  cc c     c cc     c c    c                  G  KG KdG  KG      B KG KdddG KddG KdddddddG     B B KddddddddG B KG KdddddddG KdG KddG KddddddddG KdG KG KG                   L               N  C   N        G  R                 V           N   D F  P      D  Q G      K  L     D                   R   E V   L I    A       V  L G  M L  V   T  A L  R V M I  R  V F      D  A  E F K  M  V E L M  L  G V   I G   L  A   W L     V   K M  K  H K R F    L T  I I  D H          Q E   A R   R N   S S G S K A  N   Q      T     A          N E G N C  R  D    S       V  A   F         F E    L    Q G           T F   S   E   R I S K S E K H

Glyma.06G202300                c              c c  c       c c                c          c  cc c     c cc     c c    c                  G  KG KdG  KG      B KG KdddG KddG KdddddddG     B B KddddddddG B KG KdddddddG KdG KddG KddddddddG KdG KG KG                   L               N  C   N        G  R                 V           N   D F  P      D  Q G      K  L     D                   R   E V   L     A       V  L G  L L  V   T  A L  R A M I  R  V F      D  A  E F K  M  M E V M  L  G V   I G   I   L  W L     V   K M  K  H K R F    L T  I I  E H          Q E   A R  T C N   S S D T K A  N   Q      T     A          N D G N C  R  D    A       V  A   F        S  E    L    Q A           A F   S   E   N N S S S E N H

Medtr3g024520                  c              c c  c       c c                c          c  cc c     c cc     c c    c                  G  KG KdG  KG      B KG KdddG KddG KdddddddG     B B KddddddddG B KG KdddddddG KdG KddG KddddddddG KdG KG KG                   L               N  C   N        G  R                 V           N   D F  P      D  Q G      K  L     D                   R   E V   L     A       V  L G  L L  V   T  A L  R V M L  R  V F      D  A  E F K E M  L E L M  L  G V   I    I   L  W L     V   K M  K  H K K F    L T  I I  E R          Q E   A R  T S N   S Y S D T K  N   Q      T     A          N D G N C  K  D           V  A   F   S     S  E    L    Q A           A F   N   D   E N S N F E K H

Medtr3g025230                  c              c c  c       c c                c          c  cc c     c cc     c c    c                  G  KG KdG  KG      B KG KdddG KddG KdddddddG     B B KddddddddG B KG KdddddddG KdG KddG KddddddddG KdG KG KG                   L               N  C   N        G  R                 V           N   D F  P      D  Q G      K  L     D                   R   E V   L     A       V  L G  L L  V   T  A L  R V M L  R  V F      D  A  E F K E M  L E L M  L  G V   I    I   L  W L     V   K M  K  H K K F    L T  I I  E R          Q E   A R  T S N   S Y S N T K  N   Q      T     A          N D G N C  K  D           V  A   F   S     S  E    L    Q A           A F   N   D   E N S N F E K H

Medtr3g025260                  c              c c  c       c c                c          c  cc c     c cc     c c    c                  H  JH JIH  JH      C JH JIIIH JIIH JIIIIIIIH     C C JIIIIIIIIH C JH JIIIIIIIH JIH JIIH JIIIIIIIIH JIH JH JH                   L               N  C   N        G  R                 V           N   D F  P      D  Q G      K  L     D                   R   E V   L V    A       V  L G  L L  V   T  A L  R A V I  R  V F      D  A  D F K  M   E L M  L  G V   I G   I   L  W L     L   K M  K  H K R F    L T  I I  E H          Q E   T R   N N   S H S N S K  N   Q      T     A          N E G N F  K  G    A   D    V  G   F        S  E    L    Q A           A F   N   D   K T S I S E K H
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Supplementary file 1. Amino acid sequence alignment of plant F3'Hs.  Amino acid site is numbered according to HORVU6Hr1G002400.1 without the first 35 amino acids. The positively selected sites were indicated by solid black triangle. Amino acid sites within 5 Å of the substrates were indicated by the blue star symbol. Substrate recognization site (SRS) was boxed in black line rectangle. Two amino acid residues known to reverse the enzyme activity between F3'H and F3'5'H were highlighted in yellow.
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HORVU6Hr1G002400.1                                   ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      DEF DEF A    DF DEEEEEEEEEEEEEF DEEEEEEEEEEEEEEEEEEEEEEF  DF DEF DEEF DEEEEEEEF DEEF DEEEEEEEEEEEEEEEEEEEF DEEEF DE                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  K I  D T D V K A L I L N L F     D  T S  T V E  A M A   I R H P  I L   A Q   L D  V V  R  R L V  E S  L P   T F L   V I   T F  L   S    S L  R M A  E E  E V  G  K    A    A  V Q E D   D   R             V        I              H   K Q   E    A     D    L      H     N                      I      A  H

LOC_Os10g16974                                       ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E D  R I T D T E I K A L I L N L F     D  T S T  V E   M A   I R H P D I L   A Q   L D  V V  R  R L L S E S  L    T F    I I   T F  L   S    S L  R M A  E E  E I  G YK    G    A  V Q E Q   D                V         I    T            K H   E    V     D         S H    F H                      S      A   

AET6Gv20027200.2                                     ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L I  L L L  M     E E  K I T D T D V K A L I L N L F     D  T S  T V E  A M A   I R H P D I M   A Q   L D  I V  R  R L V S E S  L P   T F L   I I   T F  L   S    S L  R M A  E E  E V  G YK    G    A  V Q E D   N                V        I                 K Q   E    A     E          R     S                      T      A   

TRIAE_6DS_AA1726070                                  ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L I  L L L  M     E E  K I T D T E V K A L I L N L F     D  T S  T V E  A M A   I R H P D I M   A Q   L D  I V  R  R L V S E S  L P   T F L   I I   T F  L   S    S L  R M   E E  E V  G YK    G    A  V Q E D   N                V        I                 K Q   E    A     E          R     S                     T T      A   

TRIAE_6AS_AA1572010                                  ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  K I T D T D V K A L I L N L      D  T S  T V E  A M A   I R H P D I M   A Q   L D  V M  R  R L V S E S  L P   T  L   I I   T F  L   S    S L  R M A  E D       K    G    A  V Q E D   N               L V        I                 K Q   E    A     E          R   S  S                      T    K . . . .

TRIDC6AG001340.1                                     ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  K I T D T D V K A  I  N L      D  T S  T V E  A M A   I R H P D I M   A Q   L D  V V  R  R L V S E S  L P   T F L   I I   T F  L   S    S L  R M A   D   V  G YK    G    A  V Q E D   N          C  H   L V        I                 K Q   E    A     E          R     S                      T K   K  A   

TRIAE_6BS_AA1635810                                  ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M      E  R M T D T D V K A L I L N L F     D  T S  T V E  A M A   I R H P D I L   A Q   L D  V I  R  R L V  E S  L P   N F L   I I   T F  L   S    S L  R M A  E E  E V  G YK    C    A  V Q E D S  D                V        I                 K Q   K    A     D    L      R     N                      T      A   

TRIDC6BG002010.1                                     ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M      E  R  T D T D V K A L I L N L F     D  T S  T V E  A M A   I R H P D I M   A Q   L D  V L  R  R L V S E S  L    T F L   V I   T F  L        L  R M A  E E  E V  G YK    G    A  V Q E D S  D  R              V        I                 K Q   E    A     D         L R     G            V    L      T      A   

AET7Gv20999800.1                                     ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  R I T D T D V K A L I L N L F     E  T S T  V E  A V A   I R H P D M L   A Q   M D  V V  R  R L V  E S  L P   T F L   V I   T F  L   S    S L  R M A  E E  E V  G YK    G    A  V Q E D   D                V         I                K R   E    A     G    A      R     N                      S      A   

TRIAE_7DL_AA1985580                                  ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  R I T D T D V K A L I L N L F     E  T S T  V E  A V A   I R H P D M L   A Q   M D  V V  R  R L V  E S  L P   T F L   V I   T F  L   S    S L  R M A  E E  E V  G YK    G    A  V Q E D   D                V         I                K R   E    A     G    A      R     N                      S      A   

TRIDC7BG049820.2                                     ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  R I T D T D V K A L I L N L F     E  T S T  V E  A V A   I R H P D M L   A Q   M D  V V  R  R L V S E S  L P   T F L   V I   T F  L   S    S L  R M A  E E  E V  G YK    G    A  V Q E D   D                V         I                K R   E    A     D          R     N                      S      A   

Sc7Loc01952123.3                                     ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  R I T D T D V K A L I L N L F     E  T S T  V E  A V A   I R H P D M L   A Q   M D  V V  R  R L V S E S  L P   T F L   V I   T F  L   S    S L  R M A  E E  E V  G YK    G    A  V Q E D   D                V         I                K Q   E    A     G          R     N                      S      A   

TRIAE_7AL_AA1781230                                  ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  R I T D T D V K A L I L N L F     E  T S T  V E  A V A   I R H P D M L   A Q   M D  V V  R  R L V S E S  L P   T F L   V I   T F  L   S    S L  R M A  E E  E V  G YK    G    A  V Q E D   D                V         I                K R   E    A     D          R     N                      S      A   

TRIDC7AG057400.2                                     ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  R I T D T D V K A L I L N L F     E  T S T  V E  A V A   I R H P D M L   A Q   M D  V V  R  R L V S E S  L P   T F L   V I   T F  L   S    S L  R M A  E E  E V  G YK    G    A  V Q E D   D                V         I                K R   E    A     D          R     N                      S      A   

TuG1812G0700004460                                   ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  R I T D T D V K A L I L N L F     E  T S T  V E  A V A   I R H P D M L   A Q   M D  V V  R  R L V S E S  L P   T F L   V I   T F  L   S    S L  R M A  E E  E V  G YK    G    A  V Q E D   D                V         I                K R   E    A     D          R     N                      S      A   

HORVU7Hr1G095900.47                                  ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  K I T D T D V K A L I L N L F     E  T S T  V E  A V A   I R H P D M L   A Q   L D  V V  R  K L V  E S  L P    F L   V I   T F  L   S    S L  R M A  E E  E V  G YK    G    A  V Q E D   D                V         I                K R   E    A     D    A      R  A   G                      S      A   

Bradi1g24840                                         ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E   L T  T D I K A L I L N L F     D  T S S  V E  A M    I R H P D L L   A Q   L D  V V  R  R L V S E S  M     F L   V I   T F     S    S L  R M A  E E   V  G YK    G    A  M K E D   . .   H            V         I      S          Q Q   E    A     A         S R  P   T         P             S    F  A   

Bradi4g16560                                         ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  K I T  T D I K A L V L N L F     E  T S T  V E  A V A   I R H P D L L   A Q   L D  V V  R  R V V S E   L P    F    V I   T F  L   S    S L  R M A  E E   V  G YK    G    G  M Q E E   D    H            V         I                Q Q   E    A     A      A    R  P  F T                      S    F  A   

Pahal.H01052                                         ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  R I T E T D A K A L I L N L F     D  T S T  V E   L    I R H P D I L   A Q   L D  V V  R  R L V S E S  L P   T F    V I   T F  L   S    S L  R M A  E E  E V  G YK    G    A  V H D E   D                V         I    S  S          R Q   D    A     G          R    F N                      A      A   

Seita.9G244600                                       ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  R I T E T  A K A L I L N L F     D  T S T  V E   L A   I R H P  I L   A Q   L D  V V  R  R L L S E S  L P   T F    V I   T F  L   S    S L  R M A   E  E V  G YK    G    A  V K D A   D      N          V         I    S         A   K Q   A    A     G          R    F N                      A A     A   

Sobic.009G162500                                     ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     D D  R I T E T D V K A L I L N L F     D  T S T  A E   L A   I R H P D I L   A Q   L D  V V  R  R L V T E S  L    T F    V I   T F  L   S    S L  R M A  E E  E I  G YK    G    S  V E D E   V                I         I    S            K Q   E    T     G         R H    F N                      A      A   

Zm00008a031477                                       ccc c      c   cc            c     c        c   c    c  cc  c cc ccc  c      c      KdG KdG B    KG KdddddddddddddG KddddddddddddddddddddddG  KG KdG KddG KdddddddG KddG KdddddddddddddddddddG KdddG Kd                                 A G T  T       W    E L             E      G         D    L     A   K E   R  H P  T P L   P       C       D L L  L L L  M     E E  R I T E T D V K A L I L N L F     D  T S T  V E   L A   I R H P E I L   A Q   L D  V A  R  R L V S E S  L    T F    V I   T F  L   S    S L  R M A  E E  E V  G YK    G    S  V . D E   V                V         I    S            R Q   E    A     G         R S    F N                      A      A   
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PGSC0003DMG400024643                      c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                   I P K G S  L L V N V W  I  R D P     D P L E F R   R  L P  G  K   V D V K   D F  V         I    M S   I R M V Q L  T A T L I H  F  W  L   G   P  M E E A F  L  L Q R A  P L V V H P  P R  F      T       A  S    N E  A        E       E  P K      N   E            P    L        M       S  N  A  P T  Q L  N      G  T     D       I    

Solyc03g115220.2                         c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                   I P K G S  L L V N V W  I A R D P     D P I E F R   R  L P  G  K   V D V K   D F  V         I    M S   I R M V Q L  T A T L I H  F  W  L   G   P  M E E A F  L  L Q R A  P L V V H P  P R  F      T       A      N Q  A        E       E  P K      N   E            P    L        M       S  N  A  P T  Q L  N      G  T     D       I    

Thecc1EG014241                           c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G   L L V N V W  I A R D P     D P L E F R   R  L P  G  R   A D V R   D F  V         I  A  M S   L R M V Q L   A T L V H  F D W  L   G   P  M E E A F  L  L Q R A A P L M V H P  P R       A T       A      D E  K        E       E  P N      N   E                L        L A      A    E  A D  L M  N      G  T            R    

MDP0000190489                            c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G   L L V N V W  I  R D P     E P L E F R   R  L P  G  K   V D V K   D F  V         I  A  M T   L R M V S L  T A T L V H  F D W  L   G  T P  M D E A Y  L  L Q R A A P L M V H P   R       A T       A  S    A Q  S        E       E  P N      N   E                L        M       G    T  A D  L   N      G  T            R N   

gene25801_hybrid                         c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G S  L L V N V W  I  R D P     E P L E F R   R  L P  G  K   V D I R   D F  V         I  A  M S   L R M V S L  T A T L V H  F D W  L   G  T P  M D E A F  L  L Q R A A P L M M H P   R        T       A  S    A E  A        E       E  P N      N   E                L        M       A    T  A D  .   N      G  T            R T   

Potri.013G073300                         c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G S  V L V N V W  I A R D P      P L E F R   R  L P  G  K   V D V K   D F  L         I  A  M S   L R M V Q L  T A T L I H  F D W  L   G   P  M D E A Y  L  L Q R A  P L M V H P  P R        T       A      D V  T K       E       D  A D      N   E                L        L       A    D  A D  L V  N      G  T     D       R    

Glyma.05G021800                          c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G   L L V N V W  I  R D P     D P L E F K   R  L P    K   V D V K    F  L         I  V  M S   L K I V Q L   A T L A H  F D W  L   G   P  M D E  Y  I  L Q K A M P L  V H P  P R       A T       A  G    K E  I        E      N E  V D      N N  E                L        L I      S    E  E N  T D  N    T  G  T        S    H    

Glyma.05G021900                          c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G   L L V N V W  I  R D P     D P L E F K   R   P  G  K   V D V K    F  L         I  V  M S   L K V V Q L   A T L A H  F D W  L   G   P  M D E  Y  I  L Q K A L P L  V H P  P R       A T       A  G    K E  I        E   F    E  D D      N N  E                L        L I      S    E  E N  A D  N    T  G  T        F    H    

Glyma.05G022100                          c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G   L L V N V W  I  R D P     D P L E F K   R  L P  G  K   V D I R    F  V         I  V  M S   I K V V Q L   A S L A H  F D W  L   G   P  M D E A Y  L  L Q R A V P L  I H   P R       A T       A  G    K E  L        E       E  A D      N N  E                L        L I      A    E  E N  Y D  N      G  T        S   T H    

Glyma.17G077700                          c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G T  L L V N I W  I  R D P     D P L E F K   R  L   G  K   V D V     F  V         I  V  M    L K V V Q L  T A T L A H  F  W  L   G   P  M D E A     L Q R  M P L  V H P  P R        T       A  G    N E  I        E    L   E  A G    M  T N  E               G L        L       T  V  E  E N  L D  N     H G F I    E    F    Y    

Medtr4g109470                            c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G   L L V N V W  I  R D P      P L E F K   R  L P  G  K   V D V R   D F  V         I  A  M S   L R M V Q L  T A T L A H  Y D W  L   G  S P  M D E A Y  L  L Q R A V P I L A H P  P R       A T       A  S    K E  S N       E       E  F D      N   E                L        L       A    E  E N  V   N      G  T            R    

Glyma.06G202300                          c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G   L L V N I W  I A R D P     D P L E F R   R  L   G  K   V D V R   D F  V         I  A  L S   L  M V Q L  T A  L A H  F D W  L     N P  M D E A Y  L  L Q R A V P L  V H P  P R       A T       A      K E  N        E    L   E  A D      N   E                L   Q     L   A    S    E  E D C M   N      G  T        S    R    

Medtr3g024520                            c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G S  L L V N V W  I A R D P     D P L E F K   R  L P  G  K   V D V K   D F  V         I    M S   L R M V Q L  T A T L A H  F D W  L   G  N   M D E  Y  L  L Q R A V P L  V H P  P R        T       A      K E  V        E       E  C D      N   E            P    L        L       S    E  E N  L  A N    G  G  T        S    K    

Medtr3g025230                            c       c  c  c         c     cccccccc c c   c                                                 dddddG KddddG KdddG  B KdddddG KddddG B  KdddG KG KdddddddddddddddddddddG KddddG KdG B  B KG KdddG B KdddddddddG KG                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K G S  L L V N V W  I A R D P     D P L E F K   R  L P  G  K   V D V K   D F  V         I    M S   L R M V Q L  T A T L A H  F D W  L   G  N   M D E  Y  L  L Q R A V P L L V H P  P R        T       A      K E  V        E       E  C D      N   E            P    L        L       S    E  E N  L  A N    G  G  T            K    

Medtr3g025260                            c       c  c  c         c     cccccccc c c   c                                                 IIIIIH JIIIIH JIIIH  C JIIIIIH JIIIIH C  JIIIH JH JIIIIIIIIIIIIIIIIIIIIIH JIIIIH JIH C  C JH JIIIH C JIIIIIIIIIH JH                      W        P   F   G          G      I P F G A G R R  C  G    G                                                  H I P K  S  L L V N V W  I A R D      D P L  F K   R  L P  G     V D V K   D F  V         I  A  L N   I R M V Q L   A T L A H  F  W  L   G  N   M D E  F  L  I Q R A V P L L V H P  P R      D  T       A     Q E I  V    K    E       E N C D      N   E                L        Q I      S  N  E  E N  I  A N    S  G  G            K    
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