Table S4

Binding characteristics of MHV68 miRNA-host mRNA hybrids
selected for validation.
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* Indicates the complementarity within the miRNA seed sequence (miRNA nt 2-8): “seed 6” indicates complementarity of 6
consecutive nt within the seed sequence, “seed 7” indicates complementarity of all 7 nt, “seed 7m1” indicates 1 mismatch within the
7 nt seed, “other” indicates complementarity to less than 6 nt.

* Indicates the extent of complementarity within the 3’ portion of the miRNA (those nts downstream of the seed sequence).

A Top strand is miRNA sequence, bottom strand is mRNA target sequence. Vertical lines between nucleotides indicates base pairing
and dashed lines represent G:U wobble pairing. Dots between nucleotides represent a stretch of nucleotides on the opposing side
which contains a bulge.




