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(A) Phylum level relative abundance in each sample grouped by areas.

(B) Rank abundance of each OTU  in each area.
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Online Resource 4 Microbial taxonomic compositions in each area and period. (A) Phylum level community
composition of each area. (B) The proportion of the 20 most predominant operational taxonomic units (OTUs)
in each community. Bar colours indicate the phyla to which individual groups were assigned.


