Supplementary figure 3
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Antigen Peptide sequence | MFI after loading = Binding
on T2 cells predictionscore(Syfpeithi
score)
MUC1 LLLLTVLTV 394 31
hTERT ILAKFLHWL 403 30
CS1 SLFVLGLFL 387 25
MAGE-C1 ILFGISLREV 383 18
WNF LGMSNRDFL 291 13

UnpulsedT2cells N/A 191 N/A



