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Figure S1. The effect of HDAC inhibitor SAHA on FoxO1l expression in E1A+Ras
cells. The cells were treated with 2.5 uM SAHA for 24-72 h whilst one well was left



untreated (-) and used as a control. (A) Immunoblotting of proteins performed on total
extracts using antibodies against Foxol. The histograms under the immunoblot figures
represent the calculation of WB bands intensity in relation to intensity in control point
(-)- (B) ROS levels as measured by FACS analysis after staining with DCFDA. The
augmentation of median X meaning due to increased fluorescence indicates an increase
in the intracellular levels of ROS. The results are presented as the ratio of mean DCF
fluorescence at each experimental point to the mean fluorescence in control untreated
cells. DCF fluorescence in untreated cells is taken as unit.
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Figure S2. The effect of NaB treatment on FoxO expression in human tumor cells. The
cells HCT-116, A-549, HEK-293 amd E1A+Ras were treated with 4 mM NaB for 24-72
h whilst one well was left untreated (-) and used as a control. Immunoblotting of proteins
performed on total extracts using antibodies against Foxol. Expression of a-tubulin was
used as loading control.
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Figure S3. The influence of NaB treatment on the cell localization of the FoxO
family proteins in cells ELA+Ras. The cells were treated as described in Figure 3.
Immunofluorescence analysis of Foxol (A) and Foxo3 (B) proteins localization.
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