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Supplementary Figure 1

Supplementary Figure 1. A graphical model of the TF activity network.
There are three observed variables: TF’s expression (R), Modulator’s
expression (Q), and target gene’s expression (E) and one hidden
variable: TF’s activity (P). Target gene’s expression is affected by TF’s
activity. The activity of a TF is jointly determined by the modulators
and TFs’ expression.
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Supplementary Figure 2

Supplementary Figure 2. Topological structure of the TF activity
network. (A) The FDCRNet. (B-D) The distributions of modulators’
out-degree, TFs’ in-degree, and TFs’ out-degree.



Supplementary Tables

Supplementary Table 1. The list of the flower development associated TFs used in our FDCRNet.

Supplementary Table 2. The list of the circadian rhythm associated TFs used in our FDCRNet.

Supplementary Table 3. The transcriptional regulation network for flower development.

Supplementary Table 4. The transcriptional regulation network for circadian rhythm.

Supplementary Table 5. The modulation regulation network for flower development.

Supplementary Table 6. The modulation regulation network for circadian rhythm.

Supplementary Table 7. The integrative FDCRNet.


