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Supplementary Information 

Supplementary Figure 1: Kaplan-Meier analysis of overall survival according to 

KRAS mutations detected by A) ddPCR assay and B) NGS assay 

Supplementary Table1: Summary of patient characteristics 

 



KRAS mutation detection by ddPCR assay
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Median OS: 5 months vs 10.7 months

p-value: 0.0222

KRAS mutation detection by NGS assay

Median OS: 4.25 months vs 10.625 months

p-value: 0.0363
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