Figure S6

Rank De novo Motif P-value % T/Bg Best match

1. ZCTCAGLCLEL 1e-886 31.6/10.9 PAX2

L2 2 CCCITRASTS 1e-784  29.7/10.5 PAX6
é é 3 ACTTCCI=LE 1e-662 35.1/15.4 ETV2 (ETS)
“F s ICCCSAGGHASE 16-480 13.9/3.8 EBF
6. S2AACCACAA 1e-368 11.6/3.4 RUNX

oot £<TCCCTAGGLA 1e-8225 68.3/8.0 EBF
g?; 2. ZiS'CATQT & 1e-677 36.3/18.1 PTF1a (bHLH)
§' L3 ACTTCCI=LIE 16-666 37.1/18.8 ETV2 (ETS)
Yo =2AACCACA 1e-411 17.717.5 RUNX1

1. SACER AAAE 1e-3034  53.4/215 FLI1 (ETS)

) g 2 2aCALCTGEES 1e-1860 37.7115.2 ASCL1 (bHLH)
g § 3 2<TCCCLs 1e-1560  19.3/5.1 EBF
¢ 4 TAAACCACAA 16-1271 211/7.0 RUNX1

9. TSAAGCATGA 1e-187 7.713.9 PAX6

1. =LAACCACAL 1e-2009 35.8/9.3 RUNX

¢ 2. AFCTTCCrsEE 1e-1977  48.8/175 FLI1 (ETS)
%f’é 3. ZCACCTCxEL 1e-1676 42.0/14.7 PTF1a (bHLH)
%‘% 4. ICCCELLLAZS 1e-1227  21.5/5.1 EBF
; 11. CICASCCLIC 1e-127 6.9/3.2 PAX2
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