
Rosenfeld_C: Heat Shock Protein genes

1421290_at
1425076_at
1442182_at
1417441_at
1449083_at
1431182_at
1449372_at
1424622_at
1448657_a_at
1434588_x_at
1450436_s_at

BG968304
AI606403
AV256803
NM_013888
AA067702
AK004608
BE624323
BC013716
NM_020266
AI181686
AI664344

heat shock protein family, member 7 (cardiovascular)
DnaJ (Hsp40) homolog, subfamily C, member 18
DnaJ (Hsp40) homolog, subfamily C, member 19
DnaJ (Hsp40) homolog, subfamily C, member 12
coiled-coil domain containing 91
heat shock protein 8  /// simi lar to heat shock protein 8 /
DnaJ (Hsp40) homolog, subfamily C, member 3A
heat shock factor 1
DnaJ (Hsp40) homolog, subfamily B, member 10
tubulin cofactor a /// predicted gene, EG620313
DnaJ (Hsp40) homolog, subfamily B, member 5
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Rosenfeld_C: Ubiquitin pathway and Proteolysis associated genes

14 50171_x_a t
14 20770_a t
14 44507_a t
14 27207_s_a t
14 52868_a t
14 28831_a t
14 41022_a t
14 35133_a t
14 34724_a t
14 34177_a t
14 15680_a t
14 52058_a _at
14 27785_x_a t
14 25019_a t
14 15811_a t
14 34078_a t
14 15810_a t
14 24193_a t
14 48116_a t
14 33765_a t
14 60001_a t
14 25753_a _at
14 24981_a t
14 35164_s_a t
14 17983_a _at
14 36976_a _at
14 19401_a t
14 49297_a t
14 23095_s_a t
14 52054_a t
14 52385_a t
14 25241_a _at
14 15768_a _at
14 26425_a t
14 56510_x_a t
14 23461_a _at
14 49591_a t
14 36566_a t
14 29265_a _at
14 25022_a t
14 18945_a t
14 16664_a t
14 52954_a t
14 57058_a t
14 16127_a _at
14 24681_a _at
14 16327_a t

NM_01 0373
NM_01 0643
BQ0 33939
AW 54614 9
AK0 12842
AV3 33805
BB3 54785
BF682 223
BE9 86792
AI5 51117
NM_00 8569
BI1 50320
BC 02268 5
AV1 74556
BB7 02754
AV3 80813
BB7 02754
AB0 41855
NM_00 9457
BB3 04622
AI6 42171
BC 00403 7
BC 01622 4
AW 21075 3
AV2 41588
BB2 01861
AF403 041
NM_00 9808
AV1 56594
BB7 96558
BG0 76275
BC 01960 1
AV0 54417
BE8 53371
BB7 03414
AV3 28436
NM_00 7609
AV3 64488
AK0 11088
BM 936366
NM_01 0809
NM_02 3223
AV1 62459
BM 125019
NM_01 6878
BC 01070 9
NM_02 5388

granzyme E
kallikrein 1-related peptidase b24
ub iquitin specific peptidase 5 3
AFG3(ATPase family gen e 3)- like 2 (ye ast) /// similar  to AFG3(ATPase family gene  3)- like 2 (yea st )
ub iquitin specific peptidase 2 4 /// similar to  Usp24 p rotein
SU MO/sentr in specific p eptid ase 5
ar iadne ubiquitin-conjugating e nzyme E2 b inding p rotein ho molog  1 (D rosop hila)
U DP-glucose ceramide glucosyltransfera se
ub iquitin specific peptidase 3 1
en dothelin  co nverting e nzyme 1
an aphase promoting complex subunit 1
r in g fin ger p rote in 11
small optic lobes ho molo g (D rosoph ila)
U BX domain containing 4
ub iquitin-like, con tain ing PH D an d RIN G finge r dom ains, 1
ub iquitin family doma in cont aining 1
ub iquitin-like, con tain ing PH D an d RIN G finge r dom ains, 1
PW P2  per iodic trypto phan protein homolog (yeast)
ub iquitin-like mo difier  activa ting enzyme 1
ub iquitin-conjuga ting enzyme E2O
pyroglutamyl-peptidase I
uracil D NA glycosyla se
ne urolysin (metallo peptidase M3 fa mily)
ub iquitin-a ctivating enzyme E1C
ub iquitin-conjuga ting enzyme E2 variant 2
YOD1  OTU d eubiquit inating e nzyme 1 h omologue (S. cerevisia e)
an kyrin repeat a nd SOCS bo x-containing protein  13
caspase 1 2 /// hypothet ical pro tein  LOC1000 44205
cereblon
ub iquitin-conjuga ting enzyme E2W  (p utative)
ub iquitin specific peptidase 5 3
W D repeat an d SOCS box-containin g 1
ub iquitin-conjuga ting enzyme E2R  2
SGT1, suppresso r of G2  allele of SKP1 (S. cerevisia e)
U biE-YGHL1 fu sion protein
ub iquitin-like 3
caspase 4 , apoptosis-related cyste ine peptidase /// hypothe tical protein LOC100 044206
R ab40b, member RAS oncoge ne family
r in g fin ger p rote in 13 0 /// similar t o Ring finger  protein  130
ub iquitin specific peptidase 3
mat rix metallope ptid ase  3
cell division  cycle  20 homo log (S. cerevisiae)
ub iquitin-conjuga ting enzyme E2C
a disintegr in- like and metallope ptida se  (reprolysin type ) with th rombo sp ondin typ e 1 motif, 2
aspa rtyl a mino peptidase
proteasome  (prosome, ma cropain) subunit, alpha type 5
ub iquitin-fo ld mo difier  conju gating enzym e 1
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Rosenfeld_C: Apoptosis related genes

1426254_at
1448527_at
1449591_at
1449297_at
1434423_at
1429265_a_at
1423712_a_at
1422727_at
1423534_at
1449951_at
1425679_a_at
1418254_at
1437934_at
1420909_at
1434564_at
1434748_at
1418626_a_at
1454849_x_at
1437689_x_at
1416981_at
1449353_at
1434557_at
1434159_at
1415813_at
1443609_s_at
1434900_at
1460172_at
1423739_x_at
1421887_a_at
1454934_at
1426915_at
1416180_a_at
1435857_s_at
1451038_at

AF353993
AV094856
NM_007609
NM_009808
BB138485
AK011088
BC023023
NM_080637
BI526195
NM_010909
AF109769
NM_019735
BB098115
NM_009505
BQ176318
BM208103
NM_013492
BB433678
AV152288
AI462296
NM_009517
BB794880
BG069810
NM_007466
C85322
BM196656
NM_025670
U15571
M97216
BB379585
BC021490
NM_009041
AI848048
BB819942

TM2 domain containing 1
programmed cell death 10
caspase 4, apoptosis-related cysteine peptidase /// hypothetical protein LOC100044206
caspase 12 /// hypothetical protein LOC100044205
GULP, engulfment adaptor PTB domain containing 1
ring finger protein 130 /// similar to Ring finger protein 130
glutaminyl-tRNA synthetase
expressed in non-metastatic cells 5
programmed cell death 2
nuclear factor of  kappa light polypeptide gene enhancer in B-cells inhibitor-like 1
mitogen activated protein kinase 8 interacting protein 1
APAF1 interacting protein /// similar to MMRP19
cytotoxic granule-associated RNA binding protein 1
vascular endothelial growth factor A
E2F transcription factor 3
cytoskeleton associated protein 2
clusterin /// similar to clusterin
clusterin /// similar to clusterin
clusterin /// similar to clusterin
forkhead box O1
zinc finger matrin type 3
huntingtin interacting protein 1
serine/threonine kinase 4
apoptosis inhibitor 5
synovial apoptosis inhibitor 1, synoviolin
MKL (megakaryoblastic leukemia)/myocardin-like 1
RIKEN cDNA 5730403B10 gene
amyloid beta (A4) precursor-like protein 2
amyloid beta (A4) precursor-like protein 2
protein phosphatase 1F (PP2C domain containing)
death associated protein kinase 1
radixin
amyloid beta (A4) precursor-like protein 1
apelin
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Rosenfeld_C: Actin cytoskeleton and Cell adhesion genes

145899 6_at
145719 8_at
141634 2_at
143378 7_at
143893 7_x_at
143617 3_at
143526 4_at
142788 3_a_a t
141616 4_at
145234 2_at
145066 3_at
142602 4_a_a t
144966 0_s_at
145571 7_s_at
141867 0_s_at
144818 9_a_a t
141604 4_at
141698 5_at
143395 6_at
143867 2_at
145203 5_at
142664 2_at
144907 3_at
143585 7_s_at
145966 7_at
145514 5_at
145301 6_at
142831 9_at
145062 9_at
141871 1_at
142055 4_a_a t
142630 1_at
144835 1_at

AI481717
AV2910 09
N M_0 11607
AI841091
AI385586
BB768 194
BB811 788
AW5506 25
N M_0 11812
AW5427 21
N M_0 11581
AF18714 7
AW5488 37
BM2060 30
N M_0 08305
N M_0 22009
N M_0 22009
AB0181 94
AW5436 98
BI13472 1
BF15863 8
BC0 04724
N M_0 26839
AI848048
BB749 468
BM1155 77
AK0136 36
AK0103 39
AV1145 22
BB371 842
N M_1 33223
U 95030
N M_0 11778

inte grin a lpha 5 (fibrone ctin receptor a lpha)
neuropili n 1
te nascin C
NEL-like 1 (chi cke n)
angiog enin, ribo nuclease, RNa se A family, 5
deleted in liver cancer 1
elastin microfibril interfa cer 2
collage n, type III, alpha 1
fib ulin 5
amyloid beta (A4) precursor p ro tein-b inding, family B, member 2
thromb ospondin 2
drebrin 1
coronin, actin binding protein 1C
dishevelled  associated activa tor of morp hogenesis 2
perlecan (hepara n sulfate p ro teo glyca n 2)
fli ghtle ss I homolo g (Dro so phila)
fli ghtle ss I homolo g (Dro so phila)
signal-regulato ry protein alpha
cadherin 5
parvin, beta
collage n, type IV, a lpha 1
fib ronecti n 1
fil amin C , gamma (actin bind ing p rote in 28 0)
amyloid beta (A4) precursor-like protein 1
Rho GTPase  activatin g pro tein 17
protocadherin 19
RIKEN cDNA 290 0042B11  ge ne
PDZ and LIM domain 7
LIM domain and acti n bind ing 1
platelet d erived growth factor, alpha
RAS-rela ted  C3  bo tulinum substra te 3
acti vated leukocyte cel l ad hesion molecule
coronin, actin binding protein 1B
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•DMSO Control
•beta-Estradiol (low dose)
•beta-Estradiol (high dose)
•ICI
•MPP
•Raloxifene
•ICI + beta-Estradiol
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Rosenfeld_C: Stress Response genes

14 50436 _s_at
14 18626 _a_at
14 37689 _x_a t
14 54849 _x_a t
14 49372 _at
14 18670 _s_at
14 56733 _x_a t
14 24622 _at
14 17542 _at
14 53288 _at
14 21960 _at
14 28979 _at
14 43609 _s_at
14 31182 _at
14 26798 _a_at
14 22727 _at
14 25076 _at
14 21290 _at
14 49319 _at
14 42182 _at
14 27467 _a_at
14 15759 _a_at
14 48427 _at
14 60725 _at
14 17441 _at
14 48923 _at
14 60671 _at
14 23627 _at
14 16138 _at
14 22005 _at

AI66434 4
NM_ 013492
AV152 288
BB43 3678
BE62 4323
NM_ 008305
BB32 9489
BC 01371 6
BB73 7182
AK020 270
AF4580 89
AV316 320
C8532 2
AK004 608
BC 00689 7
NM_ 080637
AI60640 3
BG9683 04
NM_ 138683
AV256 803
AJ23 8396
BC 02854 7
NM_ 025987
NM_ 011728
NM_ 013888
NM_ 011871
BI2190 63
AV158 882
BC 00899 7
BE91 1144

D naJ (Hsp4 0) homo log, subfamily B, me mber 5
clusterin /// similar to clusterin
clusterin /// similar to clusterin
clusterin /// similar to clusterin
D naJ (Hsp4 0) homo log, subfamily C, member 3A
p erlecan (heparan sulfa te proteogl ycan 2)
serin e (or cysteine) peptida se  inhib ito r, clade H, membe r 1
he at shock factor 1
rib osomal protein S6 kinase, polypeptide 2
a ctivating transcription fa ctor 6
a denylate cyclase 3
me tal response ele me nt binding  transcription factor 1
synovial apop tosis inhibitor 1, synoviolin
he at shock prote in 8  /// simi lar to heat shock protein 8 /// similar to heat sho ck  protein 70 cognate
p rotei n pho sp hata se 1, regulatory (inhib ito r) subunit 1 5b
e xpressed  in non-metasta tic cells 5
D naJ (Hsp4 0) homo log, subfamily C, member 18
he at shock prote in family, membe r 7 (cardiovascular)
R -sp ondin homolog (Xenopus laevis)
D naJ (Hsp4 0) homo log, subfamily C, member 19
re tinit is pigmentosa GTPase regula tor
he patitis B virus x inte ra cting protein
N ADH  dehydrog enase (ubiquinone ) 1 alpha  subcomplex, 6 (B14)
xerode rma  pigmento sum, complementation group A
D naJ (Hsp4 0) homo log, subfamily C, member 12
p rotei n kina se , interferon  inducib le double stra nded RNA de pendent activator
g luta thione  pe roxid ase 1
N AD(P)H dehydrogen ase, quinone  1
a nnexin A7
e ukaryo tic tran sla tio n init iation fa ctor 2-alpha  kinase  2
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1431074_a_at
1448948_at
1426478_at
1420554_a_at
1425679_a_at
1449951_at
1448922_at
1418712_at
1422178_a_at
1430234_at
1417790_at
1455337_at
1437225_x_at
1436900_x_at
1445693_at
1417478_a_at
1423459_at
1437039_at
1425542_a_at
1436566_at
1450158_at
1421854_at
1450772_at
1429206_at
1433600_at
1448606_at
1434850_at
1422620_s_at
1439015_at
1434295_at
1447669_s_at
1436359_at
1453288_at
1425795_a_at
1420905_at
1451912_a_at
1428265_at
1433803_at
1426915_at
1434254_at
1424193_at
1434836_at
1416342_at
1428016_a_at
1455008_at
1435272_at
1450650_at
1436173_at
1419137_at
1452264_at
1417937_at
1423403_at
1421964_at
1434159_at
1440120_at
1418634_at
1426587_a_at
1433558_at
1427064_a_at
1428136_at
1448395_at
1452342_at
1434112_at
1452843_at
1428367_at
1451038_at
1437937_at
1459667_at
1419833_s_at
1427006_at
1455137_at
1425466_at
1449058_at
1422655_at
1419089_at
1425425_a_at
1436115_at
1420678_a_at
1447547_at
1439314_at
1451475_at

BI654600
NM_009057
AA124924
NM_133223
AF109769
NM_010909
NM_024438
NM_021454
NM_008998
AK018621
BC013066
BQ175875
BB782705
AV156961
BB319063
AV367559
BE853265
BM119274
BC003979
AV364488
BB624483
BF136544
NM_009519
AK014194
BB262415
U70622
BI083036
NM_008903
AV221299
BE691356
AV347903
BF471533
AK020270
D76446
AK010040
AF321301
AK010754
BQ032637
BC021490
BM235739
AB041855
AV277440
NM_011607
BC028444
BF467143
BE196957
AV297945
BB768194
NM_021423
BI408679
NM_021532
BQ174980
NM_008716
BG069810
BM205434
NM_008714
AI325183
BM231046
BC006859
AK008943
BI658627
AW542721
BG966339
AK017211
BI652065
BB819942
AV220666
BB749468
AI851258
BB339051
AW536472
AV317107
NM_010296
NM_008958
BI111620
BC004048
BB829749
NM_019583
BB138185
AV290890
BC019530

phospha tidylinosi tol transfer protein, cytoplasmic 1
recombination activating gene 1 activating protein 1
RAS p21 protein activator 1
RAS-related C3  botulinum substra te 3
mitogen activated protein kinase 8 interacting protein 1
nuclear factor of kappa l ight polypeptide gene enhancer in B-cells inhibitor-like 1
dual specificity phosphatase 19
CDC42 effector protein (Rho GTPase bind ing) 5
RAB17, member RAS oncogene family
ADP-ribosyla tion factor-l ike 14
docking protein 1
FYVE, RhoGEF and PH domain containing 4
guanine nucleotide binding protein (G p rotein), alpha inhibi ting 3
leptin receptor overlapping transcript
v-ra f murine sarcoma 3611 viral  oncogene homolog
protein phosphatase 2, regula tory subunit B'', gamma
COP9 (consti tutive photomorphogenic) homolog, subunit 2 (Arabidopsis thaliana)
COP9 (consti tutive photomorphogenic) homolog, subunit 2 (Arabidopsis thaliana)
protein phosphatase 2, regula tory subunit B (B56), gamma isoform
Rab40b, member RAS oncogene famil y
rad and gem related GTP binding protein 1
fibrinogen-like protein  2
wingless-related MMTV integration site 11
Rho-rela ted BTB domain containing 1
adrenerg ic receptor, a lpha 2a /// similar to  adrenergic recepto r, alpha 2a
endothelia l d ifferentiation, lysophosphatid ic acid G-protein-coupled receptor, 2
IQ motif containing GTPase activating protein 3
phospha tidic acid phosphatase 2a
glial  cell line derived neurotrophic factor family receptor alpha 1
RAS guanyl releasing protein 1
guanine nucleotide binding protein (G p rotein), gamma 4 subunit
ret proto-oncogene
activating transcrip tion factor 6
mitogen activated protein kinase kinase kinase 7
interleukin 17 receptor A
fibroblast growth factor receptor-like 1 /// similar to fibroblast growth factor receptor 5 beta
protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), beta isoform
Janus kinase 1
death associated protein kinase  1
guanine nucleotide binding protein, alpha 11
PWP2 periodic tryptophan prote in homolog (yeast)
nuclear factor of activated T-ce lls, cytoplasmic, ca lcineurin-dependent 2 interacting prote in
tenascin C
Ras interacting protein 1
similar to Guanine nucleotide-bind ing prote in alpha-12 subunit (G alpha-12)
inositol 1,4 ,5-trisphosphate 3-kinase B
myosin X
dele ted in liver cancer 1
SH3/ankyrin domain gene 3
tensin lik e C1 domain-conta ining phosphatase
dapper homolog 1, antagonist of beta-catenin (xenopus)
mitogen activated protein kinase binding protein 1
Notch gene homolog 3 (Drosophila)
serine/threonine kinase 4
Guanine nucleotide binding protein (G protein), beta polypeptide 2 like 1
Notch gene homolog 1 (Drosophila)
signal transducer and activator of transcription 3
disabled homolog 2 (Drosophila) interacting protein
scribbled homolog (Drosophila)
secreted frizzled-related protein 1
secreted frizzled-related protein 1
amyloid beta (A4) precursor prote in-binding, family B, member 2
latrophilin 2 /// similar to calcium-independent alpha-latrotoxin receptor homolog 2
interleukin 6 signal transducer
N-deace tylase/N-sulfo transferase (heparan glucosaminyl) 1
apel in
chemokine binding protein 2
Rho GTPase  activating protein 17
centaurin, delta 3
Rap guanine nucleotide exchange factor (GEF) 1
Rap guanine nucleotide exchange factor (GEF) 5
SUMO/sentrin specific peptidase 2
GLI-Kruppel family member GLI1
patched homolog 2
tissue inhib itor of metalloprote inase 3
Wnt inhibitory factor 1
gene model 266, (NCBI)
interleukin 17 receptor B
latent transforming growth factor beta b inding protein 1
circadian locomoter output cycles kaput
plexin D1
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Rosenfeld_C: Signal Transduction genes

•DMSO Control
•beta-Estradiol (low dose)
•beta-Estradiol (high dose)
•ICI
•MPP
•Raloxifene
•ICI + beta-Estradiol
•MPP + beta-Estradiol
•Raloxifene + beta-Estradiol
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Rosenfeld_C: Signal Transduction genes (top half)

1431074_a_at
1448948_at
1426478_at
1420554_a_at
1425679_a_at
1449951_at
1448922_at
1418712_at
1422178_a_at
1430234_at
1417790_at
1455337_at
1437225_x_at
1436900_x_at
1445693_at
1417478_a_at
1423459_at
1437039_at
1425542_a_at
1436566_at
1450158_at
1421854_at
1450772_at
1429206_at
1433600_at
1448606_at
1434850_at
1422620_s_at
1439015_at
1434295_at
1447669_s_at
1436359_at
1453288_at
1425795_a_at
1420905_at
1451912_a_at
1428265_at
1433803_at
1426915_at
1434254_at
1424193_at
1434836_at
1416342_at
1428016_a_at
1455008_at
1435272_at
1450650_at
1436173_at

BI654600
NM_009057
AA124924
NM_133223
AF109769
NM_010909
NM_024438
NM_021454
NM_008998
AK018621
BC013066
BQ175875
BB782705
AV156961
BB319063
AV367559
BE853265
BM119274
BC003979
AV364488
BB624483
BF136544
NM_009519
AK014194
BB262415
U70622
BI083036
NM_008903
AV221299
BE691356
AV347903
BF471533
AK020270
D76446
AK010040
AF321301
AK010754
BQ032637
BC021490
BM235739
AB041855
AV277440
NM_011607
BC028444
BF467143
BE196957
AV297945
BB768194

phosphatidylinositol transfer protein, cytoplasmic 1
recombination activating gene 1 activating protein 1
RAS p21 protein activator 1
RAS-related C3 botulinum substrate 3
mitogen activated protein kinase 8 interacting protein 1
nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor-like 1
dual specificity phosphatase 19
CDC42 effector protein (Rho GTPase binding) 5
RAB17, member RAS oncogene family
ADP-ribosylation factor-like 14
docking protein 1
FYVE, RhoGEF and PH domain containing 4
guanine nucleotide binding protein (G protein), alpha inhibiting 3
leptin receptor overlapping transcript
v-raf murine sarcoma 3611 viral oncogene homolog
protein phosphatase 2, regulatory subunit B'', gamma
COP9 (constitutive photomorphogenic) homolog, subunit 2 (Arabidopsis thaliana
COP9 (constitutive photomorphogenic) homolog, subunit 2 (Arabidopsis thaliana
protein phosphatase 2, regulatory subunit B (B56), gamma isoform
Rab40b, member RAS oncogene family
rad and gem related GTP binding protein 1
fibrinogen-like protein 2
wingless-related MMTV integration site 11
Rho-related BTB domain containing 1
adrenergic receptor, alpha 2a /// similar to adrenergic receptor, alpha 2a
endothelial differentiation, lysophosphatidic acid G-protein-coupled receptor, 2
IQ motif containing GTPase activating protein 3
phosphatidic acid phosphatase 2a
glial cell line derived neurotrophic factor family receptor alpha 1
RAS guanyl releasing protein 1
guanine nucleotide binding protein (G protein), gamma 4 subunit
ret proto-oncogene
activating transcription factor 6
mitogen activated protein kinase kinase k inase 7
interleukin 17 receptor A
fibroblast growth factor receptor-like 1 /// similar to fibroblast growth factor recep
protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), beta isoform
Janus kinase 1
death associated protein kinase 1
guanine nucleotide binding protein, alpha 11
PWP2 periodic tryptophan protein homolog (yeast)
nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 2 interact
tenascin C
Ras interacting protein 1
similar to Guanine nucleotide-binding protein alpha-12 subunit (G alpha-12)
inositol 1,4,5-trisphosphate 3-k inase B
myosin X
deleted in liver cancer 1
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Rosenfeld_C: Signal Transduction genes (bottom half)
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1419137_at
1452264_at
1417937_at
1423403_at
1421964_at
1434159_at
1440120_at
1418634_at
1426587_a_at
1433558_at
1427064_a_at
1428136_at
1448395_at
1452342_at
1434112_at
1452843_at
1428367_at
1451038_at
1437937_at
1459667_at
1419833_s_at
1427006_at
1455137_at
1425466_at
1449058_at
1422655_at
1419089_at
1425425_a_at
1436115_at
1420678_a_at
1447547_at
1439314_at
1451475_at

NM_021423
BI408679
NM_021532
BQ174980
NM_008716
BG069810
BM205434
NM_008714
AI325183
BM231046
BC006859
AK008943
BI658627
AW542721
BG966339
AK017211
BI652065
BB819942
AV220666
BB749468
AI851258
BB339051
AW536472
AV317107
NM_010296
NM_008958
BI111620
BC004048
BB829749
NM_019583
BB138185
AV290890
BC019530

SH3/ankyrin domain gene 3
tensin like C1 domain-containing phosphatase
dapper homolog 1, antagonist of beta-catenin (xenopus)
mitogen activated protein kinase binding protein 1
Notch gene homolog 3 (Drosophila)
serine/threonine kinase 4
Guanine nucleotide binding protein (G protein), beta polypeptide 2 like 1
Notch gene homolog 1 (Drosophila)
signal transducer and activator of transcription 3
disabled homolog 2 (Drosophila) interacting protein
scribbled homolog (Drosophila)
secreted frizzled-related protein 1
secreted frizzled-related protein 1
amyloid beta (A4) precursor protein-binding, family B, member 2
latrophilin 2 /// similar to calcium-independent alpha-latrotoxin receptor homolog
interleukin 6 signal transducer
N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1
apelin
chemokine binding protein 2
Rho GTPase activating protein 17
centaurin, delta 3
Rap guanine nucleotide exchange factor (GEF) 1
Rap guanine nucleotide exchange factor (GEF) 5
SUMO/sentrin specific peptidase 2
GLI-Kruppel family member GLI1
patched homolog 2
tissue inhibitor of metalloproteinase 3
Wnt inhibitory factor 1
gene model 266, (NCBI)
interleukin 17 receptor B
latent transforming growth factor beta binding protein 1
circadian locomoter output cycles kaput
plexin D1

•DMSO Control
•beta-Estradiol (low dose)
•beta-Estradiol (high dose)
•ICI
•MPP
•Raloxifene
•ICI + beta-Estradiol
•MPP + beta-Estradiol
•Raloxifene + beta-Estradiol

Log2 fold change
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Rosenfeld_C: Wnt/Hedgehog signaling pathway genes

1450772_at
1422655_at
1425425_a_at
1417937_at
1425466_at
1428136_at
1448395_at

NM_009519
NM_008958
BC004048
NM_021532
AV317107
AK008943
BI658627

wing less-related MMTV integration site  11
patched homo log 2
W nt inhibitory factor 1
dapper homolog 1, antagonist of beta-caten in (xenopus)
SUMO/sentrin specific peptidase 2
secreted frizzled-related protein 1
secreted frizzled-related protein 1
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•DMSO Control
•beta-Estradiol (low dose)
•beta-Estradiol (high dose)
•ICI
•MPP
•Raloxifene
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Rosenfeld_C: Glycolysis/Gluconeogenesis/Carbohydrate metabolism genes

1418483_a_at
1426620_at
1425364_a_at
1452843_at
1422612_at
1418753_at
1426554_a_at
1438627_x_at
1455798_at
1419509_a_at
1434855_at
1425615_a_at
1437044_a_at
1435659_a_at
1438640_x_at
1416921_x_at
1434799_x_at

AF297615
BB549997
U25708
AK017211
NM_013820
NM_013529
BI407347
BB095413
BB771515
NM_019542
AV298377
BC010318
BB241507
AA153477
AV305101
NM_007438
BG793658

glycoprotein ga lactosyltransferase  alpha 1, 3
carbohydrate sulfotransferase 10
solute carrier family 3 (activators of dibasic and neutra l amino acid transport), member 2
interleukin 6 signal transducer
hexokinase 2
glutamine  fructose-6-phosphate transaminase 2
phosphoglycerate mutase 1
phosphogluconate dehydrogenase
galactokinase 2
N-acetylglucosamine kinase
amidohydrolase domain containing 2
phosphoenolpyruvate carboxykinase 2 (mitochondrial)
glucosidase, be ta, acid
triosephosphate isomerase 1
phosphoglycerate k inase 1  /// predicted gene, EG668435
aldolase 1, A isoform
aldolase 1, A isoform
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1417139_a t
1434426_a t
1433773_a t
1428831_a t
1448542_a t
1434564_a t
1452459_a t
1436186_a t
1434748_a t
1416802_a_at
1424511_a t
1452954_a t
1416664_a t
1417910_a t
1438511_a_at
1417420_a t
1433558_a t
1433736_a t
1416532_a t
1448777_a t
1415811_a t
1416433_a t
1415810_a t
1415878_a t
1416641_a t
1423847_a t
1416746_a t
1415945_a t
1416575_a t
1458560_a t
1417542_a t
1452210_a t
1415680_a t
1433408_a_at
1426002_a_at
1426100_a_at
1452616_s_a t
1427885_a t
1435164_s_a t
1417239_a t
1452725_a_at
1424461_a t
1419247_a t
1419248_a t
1452648_a t
1427338_a t

NM_025853
BG069311
AA543385
AV333805
NM_025392
BQ176318
BB648052
BM247465
BM208103
NM_026410
U80932
AV162459
NM_023223
X75483
BB408123
NM_007631
BM231046
BG864583
NM_133901
NM_008564
BB702754
BC004578
BB702754
BB758819
NM_010715
BC025460
NM_010436
NM_008566
NM_009862
BB825704
BB737182
BB546985
NM_008569
AK010648
AB018574
AF105217
BG073014
AK010477
AW210753
BC002162
AK010292
BC004613
AF215668
AF215668
AK010925
BC027090

DSN1, MIND kinetochore complex component, homolog (S. cerevisiae)
non-SMC condensin II complex, subunit D3
ribonucleotide reductase  M2 B (TP53 inducib le)
SUMO/sentrin specific peptidase 5
BRCA2 and CDKN1A in teracting protein
E2F transcription factor 3
asp (abnorma l spind le)-like, microcephaly associated (Drosophi la)
E2F transcription factor 8
cytoske leton associa ted  protein 2
cell division cycle associa ted  5
aurora  kinase  A
ubiquitin-conjugating enzyme E2C
cell division cycle 20  homo log (S. ce revisiae)
cyclin A2
RIKEN cDNA 1190002H23 gene
cyclin D 1
disabled homolog  2 (Drosophila) interacting protein
host cel l factor C1
transfo rma tion/transcription domain-associated prote in
minichromosome maintenance  de ficient 2 mitotin (S. cerevisiae)
ubiquitin-l ike, containing PHD and RING finge r doma ins, 1
repl ication pro tein A2
ubiquitin-l ike, containing PHD and RING finge r doma ins, 1
ribonucleotide reductase  M1
ligase I, DNA, ATP-dependent
non-SMC condensin I complex, subunit D2
H2A histone family, member X
minichromosome maintenance  de ficient 5, cell division cycle 46 (S. cerevisiae)
cell division cycle 45  homo log (S. ce revisiae)-like
asp (abnorma l spind le)-like, microcephaly associated (Drosophi la)
ribosomal p rote in S6 kinase, polypeptide 2
DNA2 DNA replication helicase 2-like (yeast)
anaphase promoting complex subunit 1
minichromosome maintenance  de ficient 10 (S. ce revisiae)
cell division cycle 7 (S. cerevisiae)
thymidine kinase 2, mitochondrial
single -stranded DN A binding  pro tein 1
po lymerase  (DNA-directed), de lta  4
ubiquitin-activating enzyme E1C
centrin 3
ribonuclease H2, large subuni t
dynactin 2
regulato r of G-protein signaling 2
regulato r of G-protein signaling 2
transfo rming growth factor beta regulated gene 1
cilia ry rootlet coiled-coil, rootletin
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Rosenfeld_C: Cell cycle associated genes
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1426266_s_at
1438026_at
1451146_at
1425030_at
1451566_at
1425495_at
1439558_at
1425010_at
1424261_at
1434355_at
1429623_at
1427200_at
1434236_at
1427969_s_at
1453105_at
1428341_at
1434896_at
1419207_at
1449546_a_at
1448760_at
1436429_at
1454884_at
1437111_at
1422528_a_at
1460691_at
1449353_at
1425819_at
1426531_at

BB417508
AV213597
BC004747
BC006964
BC005471
BC022935
BM729399
AF242376
BC003258
BB159201
AV261187
AJ250693
BB667600
BC027760
BG069835
BM230200
BM230211
NM_009554
NM_133358
NM_013844
BB198855
BG073185
BB183628
M58566
BF385956
NM_009517
BC018187
BB832996

zinc finger and BTB domain conta ining 8 opposite strand
zinc finger protein 560
zinc finger protein 386 (Kruppel-like)
zinc finger protein 622
zinc finger protein 810
zinc finger protein 62
zinc finger protein 75
zinc finger protein 119
zinc finger protein 672
zinc finger protein 617
zinc finger protein 644
zinc finger, RAN-b inding domain containing 1
zinc finger, DHHC domain containing 20
zinc finger protein 654
zinc finger protein 263
zinc finger protein 655
zinc finger protein 422, re lated sequence 1
zinc finger protein 37
zinc finger protein 617
zinc finger protein 68
zinc finger protein 606
zinc finger and BTB domain conta ining 46
zinc finger CCCH type containing 12C
zinc finger protein 36, C3H type-like 1
zinc finger protein 598
zinc finger matrin type 3
zinc finger and BTB domain conta ining 7C
zinc finger, MYND domain containing 11
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Rosenfeld_C: Zinc Finger Proteins

•DMSO Control
•beta-Estradiol (low dose)
•beta-Estradiol (high dose)
•ICI
•MPP
•Raloxifene
•ICI + beta-Estradiol
•MPP + beta-Estradiol
•Raloxifene + beta-Estradiol

Log2 fold change

-4 -2 0 2 4
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Rosenfeld_C: Transcription Factors/Regulators

1428657_at
1453288_at
1448890_at
1434564_at
1428353_at
1426725_s_at
1425466_at
1424712_at
1423398_at
1439314_at
1454884_at
1439111_at
1429304_at
1449058_at
1428142_at
1450082_s_at
1426237_at
1423845_at
1416505_at
1428979_at
1453197_at
1424622_at
1426531_at
1424385_at
1436186_at
1451685_at
1434633_at
1423750_a_at
1421964_at
1454932_at
1416532_at
1415746_at
1424130_a_at
1448189_a_at
1434900_at
1416044_at
1421812_at
1415976_a_at
1424740_at
1424894_at
1436429_at
1440169_x_at
1419184_a_at
1423534_at
1417041_at
1428933_at
1418174_at
1438211_s_at
1420387_at
1425679_a_at
1426626_at
1432000_a_at
1451566_at
1451146_at
1442654_at
1453105_at
1442739_at
1419207_at
1428693_at
1452876_x_at
1434896_at
1428341_at
1422135_at
1427969_s_at
1429371_at
1455433_at
1428604_at
1424784_at
1455914_at
1434355_at
1455196_s_at
1449546_a_at
1448760_at
1437911_at
1425642_at
1424706_at
1427349_x_at
1438250_s_at
1425495_at
1439511_at
1439065_x_at
1439558_at
1424261_at
1425010_at
1453239_a_at
1438026_at
1436559_a_at
1459657_s_at
1448287_at
1425455_a_at
1433955_at
1436050_x_at

BE197381
AK020270
NM_008452
BQ176318
BM206907
BB151715
AV317107
BC023122
BG075593
AV290890
BG073185
BM230984
BF161506
NM_010296
AK003461
BG966751
BC021759
BC016109
NM_010444
AV316320
AK012187
BC013716
BB832996
BC016616
BM247465
AY050217
BG076163
BC009091
NM_008716
AW543416
NM_133901
AF363690
BC012674
NM_022009
BM196656
NM_022009
AF043943
AU080787
BG070002
BC027214
BB198855
BB522265
NM_010212
BI526195
NM_009085
AK011332
BC018323
BB550183
NM_008622
AF109769
BB780444
AK006814
BC005471
BC004747
AI593198
BG069835
BF225404
NM_009554
AK011776
AK011776
BM230211
BM230200
NM_011980
BC027760
AK013166
BM241540
AK011986
AV047635
AW554430
BB159201
AA987127
NM_133358
NM_013844
BM245142
BC004690
BC011183
AK012776
BB144971
BC022935
AV234027
C77501
BM729399
BC003258
AF242376
AK012869
AV213597
BM730602
AU018636
NM_009087
BC019472
BB467195
AI326893

ras responsive element  bi nding protein 1
activating t ranscript ion factor 6
Kruppel -like factor 2 (lung)
E2F t ranscript ion factor 3
forkhead box K2
E26 avian leukemia oncogene 1, 5' domain
SUMO/sentrin specific peptidase 2
AT hook contai ning transcription factor 1
TAF12 RNA polymerase II,  TATA box bindi ng protei n (TBP)-associ ated factor
circadian locomoter output cycl es kaput
zinc fi nger and BTB domain containing 46
TSC22 domain family, member 1
ankyrin repeat  domain 10
GLI-Kruppel family member GLI1
ets  variant gene 5
ets  variant gene 5
Sp2 transcription factor
cold shock domain containi ng C2, RNA binding
nuclear receptor subfamily 4, group A, member 1
metal response element binding transcription factor 1
mediator of RNA polymerase II  transcription,  subuni t 25 homolog (yeast)
heat  shock factor 1
zinc fi nger, MYND domain containing 11
RIKEN cDNA 5830417I10 gene
E2F t ranscript ion factor 8
myeloid/lymphoid or mixed lineage-leukemia translocation to 6 homolog (Drosophila)
CREB bindi ng protei n
Splicing factor 1
Notch gene homolog 3 (Drosophila)
REST corepressor 1
transformation/ transcription domain-associated protei n
capicua homolog (Drosophila)
polymerase I and transcri pt release fact or
flight less I homolog (Drosophila)
MKL (megakaryoblastic leukemia)/myocardin-l ike 1
flight less I homolog (Drosophila)
TAP binding protein
calcium regulated heat stabl e protein 1
cAMP responsive element binding protein 3
RAB13, member RAS oncogene family
zinc fi nger protein 606
interferon (alpha and beta) receptor 2
four and a half LIM domains 2
programmed cell  death 2
RNA polymerase 1-1
his tone deacetylase 8
D s ite al bumin promoter binding protein
D s ite al bumin promoter binding protein
Mpv17 t ransgene, k idney disease mutant
mitogen act ivated protein kinase 8 interacting protein 1
general t ranscript ion factor IIF, polypeptide 2
death effector domain-containing
zinc fi nger protein 810
zinc fi nger protein 386 (Kruppel-like)
RIKEN cDNA A530054K11 gene
zinc fi nger protein 263
cDNA sequence BC031441
zinc fi nger protein 37
RIKEN cDNA 2610044O15 gene / // hypothetical protein LOC100044296
RIKEN cDNA 2610044O15 gene / // hypothetical protein LOC100044296
zinc fi nger protein 422, related sequence 1
zinc fi nger protein 655
similar to zinc f inger protein 146
zinc fi nger protein 654
RIKEN cDNA 2810426N06 gene
RIKEN cDNA 3110048L19 gene
RIKEN cDNA 2610305D13 gene
predicted gene,  OTTMUSG00000010657
expressed sequence AI987944
zinc fi nger protein 617
expressed sequence AA987161
zinc fi nger protein 617
zinc fi nger protein 68
RIKEN cDNA 6330416L07 gene
centrosomal protein 290
zinc fi nger protein 51 ///  hypothetical  protein LOC100044272
RIKEN cDNA 2810021G02 gene
TAF9 RNA pol ymerase II, TATA box binding protein (TBP)-associated factor // / s imilar to RNA polymerase II TATA box bi nding protein-associated f actor G
zinc fi nger protein 62
cyc lin-dependent  kinase 7 (homol og of Xenopus MO15 cdk-activating kinase)
Predic ted gene, OTTMUSG00000010173
zinc fi nger protein 75
zinc fi nger protein 672
zinc fi nger protein 119
ankyrin repeat  domain 22
zinc fi nger protein 560
proteasome (prosome, macropain) 26S subuni t, non-ATPase, 10
RNA polymerase 1-3 ///  simil ar to RNA polymerase 1-3
RNA polymerase 1-3
churchill domain containing 1
bromodomai n and WD repeat domain containing 1
hairy and enhancer of spli t 6 (Drosophila)
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•DMSO Control
•beta-Estradiol (low dose)
•beta-Estradiol (high dose)
•ICI
•MPP
•Raloxifene
•ICI + beta-Estradiol
•MPP + beta-Estradiol
•Raloxifene + beta-Estradiol
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Rosenfeld_C: Transcription Factors/Regulators (top half)

1428657_at
1453288_at
1448890_at
1434564_at
1428353_at
1426725_s_at
1425466_at
1424712_at
1423398_at
1439314_at
1454884_at
1439111_at
1429304_at
1449058_at
1428142_at
1450082_s_at
1426237_at
1423845_at
1416505_at
1428979_at
1453197_at
1424622_at
1426531_at
1424385_at
1436186_at
1451685_at
1434633_at
1423750_a_at
1421964_at
1454932_at
1416532_at
1415746_at
1424130_a_at
1448189_a_at
1434900_at
1416044_at
1421812_at
1415976_a_at
1424740_at
1424894_at
1436429_at
1440169_x_at
1419184_a_at
1423534_at
1417041_at
1428933 at

BE197381
AK020270
NM_008452
BQ176318
BM206907
BB151715
AV317107
BC023122
BG075593
AV290890
BG073185
BM230984
BF161506
NM_010296
AK003461
BG966751
BC021759
BC016109
NM_010444
AV316320
AK012187
BC013716
BB832996
BC016616
BM247465
AY050217
BG076163
BC009091
NM_008716
AW543416
NM_133901
AF363690
BC012674
NM_022009
BM196656
NM_022009
AF043943
AU080787
BG070002
BC027214
BB198855
BB522265
NM_010212
BI526195
NM_009085
AK011332

ras responsive element binding protein 1
activa ting transcription factor 6
Kruppel-like factor 2  (lung)
E2F transcrip tion factor 3
forkhead box K2
E26 avian leukemia oncogene 1, 5'  domain
SUMO/sentrin  specific peptidase 2
AT hook contain ing transcription factor 1
TAF12 RNA polymerase II, TATA box binding protein (TBP)-associated factor
circadian locomoter output cycles kaput
zinc finger and BTB domain  containing 46
TSC22 domain family, member 1
ankyrin repeat domain 10
GLI-Kruppel family member GLI1
ets varian t gene 5
ets varian t gene 5
Sp2 transcription factor
cold  shock domain  containing C2, RNA bind ing
nuclear receptor subfamily 4 , group A, member 1
metal response element b inding transcription factor 1
media tor of RNA polymerase II transcription, subun it 25  homolog (yeast)
heat shock factor 1
zinc finger, MYND domain  conta ining 11
RIKEN cDNA 5830417I10 gene
E2F transcrip tion factor 8
myeloid /lymphoid or mixed lineage-leukemia translocation  to 6 homolog (Drosoph ila)
CREB binding protein
Splicing factor 1
Notch gene homolog 3 (Drosophila)
REST corepressor 1
transformation/transcription domain-associated protein
capicua homolog (Drosophila)
po lymerase I and transcript release factor
fl ightless I homolog (Drosophila)
MKL (megakaryob lastic leukemia)/myocardin-like 1
fl ightless I homolog (Drosophila)
TAP binding protein
calcium regulated heat stable protein  1
cAMP responsive element binding protein 3
RAB13, member RAS oncogene family
zinc finger protein  606
interferon (alpha and beta) receptor 2
four and a hal f LIM domains 2
programmed cell death  2
RNA po lymerase 1-1
histone deacetylase 8
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Rosenfeld_C: Transcription Factors/Regulators (bottom half)

141 817 4_a t
143 821 1_s_ at
142 038 7_a t
142 567 9_a _at
142 662 6_a t
143 200 0_a _at
145 156 6_a t
145 114 6_a t
144 265 4_a t
145 310 5_a t
144 273 9_a t
141 920 7_a t
142 869 3_a t
145 287 6_x_a t
143 489 6_a t
142 834 1_a t
142 213 5_a t
142 796 9_s_ at
142 937 1_a t
145 543 3_a t
142 860 4_a t
142 478 4_a t
145 591 4_a t
143 435 5_a t
145 519 6_s_ at
144 954 6_a _at
144 876 0_a t
143 791 1_a t
142 564 2_a t
142 470 6_a t
142 734 9_x_a t
143 825 0_s_ at
142 549 5_a t
143 951 1_a t
143 906 5_x_a t
143 955 8_a t
142 426 1_a t
142 501 0_a t
145 323 9_a _at
143 802 6_a t
143 655 9_a _at
145 965 7_s_ at
144 828 7_a t
142 545 5_a _at
143 395 5_a t
143 605 0_x_a t

BC01 832 3
BB550 183
NM_0 086 22
AF1 097 69
BB780 444
AK006 814
BC00 547 1
BC00 474 7
AI59 319 8
BG0 698 35
BF2 254 04
NM_0 095 54
AK011 776
AK011 776
BM230 211
BM230 200
NM_0 119 80
BC02 776 0
AK013 166
BM241 540
AK011 986
AV047 635
AW 554 430
BB159 201
AA987 127
NM_1 333 58
NM_0 138 44
BM245 142
BC00 469 0
BC01 118 3
AK012 776
BB144 971
BC02 293 5
AV234 027
C77 501
BM729 399
BC00 325 8
AF2 423 76
AK012 869
AV213 597
BM730 602
AU01 863 6
NM_0 090 87
BC01 947 2
BB467 195
AI32 689 3

D site alb umin pro moter b indin g protein
D site alb umin pro moter b indin g protein
Mpv17  transge ne, kid ney disease mutant
mito gen  act ivated protein  kin ase 8 i nteracti ng protein  1
gen eral tran script ion facto r IIF , po lyp eptide  2
dea th effe cto r do main-co ntainin g
zinc fin ger protein  8 10
zinc fin ger protein  3 86 (Krupp el-like)
RIKEN cD NA A530 054 K11 gen e
zinc fin ger protein  2 63
cDNA sequ ence  BC0 314 41
zinc fin ger protein  3 7
RIKEN cD NA 261 004 4O15 gen e /// hypo th etic al p rotein LOC10 004 42 96
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Rosenfeld_C: Translation activators/Ribosomal proteins
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