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Supplementary Figure 1

Sequence alignments of (a) the light chains and (b) the heavy chains of rituximab, trastuzumab, and
PMF37 and (c) sFcyRlIlla and sFcyRIIIb. The numbering system used in the present study for the
constant region is based on human myeloma protein Eu '. The convention of Kabat et al. (1987) has

been followed for the numbering of the variable regions 2. Conserved residues are boxed in red.
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Supplementary Figure 2
Dwell time of mock-treated PMF37 on sFcyRIIIa.
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Supplementary Figure 3
HDX-MS data of the light chain. (a) Coverage map of identified peptides and (b) time-dependent
deuterium uptake graphs of all peptides used for deuterium uptake comparison between free (red) and

complexed states (blue).
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Supplementary Figure 4

HDX-MS data of the heavy chain. (a) Coverage map of identified peptides and (b) time-dependent
deuterium uptake graphs of all peptides used for deuterium uptake comparison between free (red) and

complexed states (blue).
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Supplementary Figure 5
HDX-MS data of sFcyRIlla. (a) Coverage map of identified peptides and (b) time-dependent
deuterium uptake graphs of all peptides used for deuterium uptake comparison between free (red) and

complexed states (blue).
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Supplementary Figure 6

SDS-PAGE of the Fc preparations under (a) reducing and (b) non-reducing conditions.



(@) Peplide number _ Sequence | Peplide number  Sequence | Peplide number  Sequence | Peptide number _ Sequence

# 14120 3 V51571 #45 vo7-L104 7 T163:-Y177
# T5-A43 w4 V51-L72 #46 G99-L104 o8 Yi77-Q184
# VA1-T20 w5 V51773 w7 TI05-L117 #9 L178-Q184
# Vi1-A43 6 R61-L72 #8 T105-5122 #10 L178-5190
#5 Y30-W35 w1 R61-T73 49 TI05-E123 e L178-C193
6 V33-M47 8 63172 #50 TI05-E124 2 L178-Q194
# V33-48 9 S65-L72 #51 T105-L125 3 s179-Q184
#8 W35-M47 #0 L7278 #52 F118-E123 w74 W185-C193
# Wa5-148 01 73079 #53 E123-L132 s W185-Q194
#10 Y36-M47 w2 T73-A80 #54 E124-L132 #76 W185-T201
#1 Y36-148 03 T73-E81 #55 Qi26-L132 wr W185-E203
#2 Y36-E50 04 73082 #56 A127-0132 8 V195-£203
#3 Y36-L72 5 73683 #57 136-T145 79 V202-A207
#4 Qa7-M47 1036 T73-085 #58 Y140-T145 0 V202-8212
#5 Q37-148 7 174-E81 #59 V146-A157 81 K204-E210
#16 u8-L72 08 174-D82 #60 V146-E160
#7 18-T73 9 174-D85 #61 V1465176
#8 Y49-N60 #0 Q79-085 #62 V146-1178
#9 Ya9-L72 # Q79-v8s #63 W148-Y177
#20 Y49-173 42 Yo5-L104 o4 P154-E160
#21 Y49-74 3 95,104 #65 G158-¥177
#2 E50-L72 I VoeL104 | #66 161177

(b) Peptide number  Sequence | Peplide number  Sequence | Peptide number  Sequence | Peptide number  Sequence | Peptide number  Sequence
# MA9 | #35 REG-M8O | #69 Y198-T209 | #103 L306-E318 | #137 W381-N390
# M2-E10 #6 Re6-L82 #0 1235-v240 #104 T307-W313 #138 W381-L398
# M-S17 7 T70-M80 #n L235-F241 #05 T307-E318 #139 £382-.398
# Q3-E10 #38 T70-.82 2 F241-L251 #106 T307-E333 #140 N389-L398
#5 Q3-T19 #39 A71-M80 3 F241-M252 #o7 T307-v348 #41 Y391-1398
#6 V4-E10 #40 AT1-L82 w74 12420251 #108 1309-E318 #142 Y391-F404
# vas17 41 ATI-A100 s L242-M252 #109 H310-E318 #143 K392-L398
#8 Vi1-T19 #42 D72-M80 #76 F243-L251 #10 Y319-£333 #44 D399-F404
# Vi1-c2 #43 D72:182 w1 F243-M252 #1 Y319.v348 #145 F405-L410
#0 v20-¥32 a4 RB3-V89 8 P244-1251 #12 K326-V348 #146 T411-6420
#1 Y32-145 45 D100c-L108 #9 P244-M252 #13 K334-v348 #47 T411-v422
#12 A33-G44 #46 R1000-L108 #80 M252-C261 #14 K334-L358 #148 Ta11-Fa23
#3 A33-145 a7 V109-A118 81 12531260 #15 K334-5364 #149 T411-C425
#4 A33-E46 48 V109-F126 82 1263-C261 #16 K334-1365 #150 K414-F423
#5 W36-G44 #49 V109-L142 83 1253-V262 #17 T335-V348 #151 $424-G446
#16 Wa6-L45 #50 V109-T155 84 V262-W277 #18 1336-V348 #152 $426-G446
#7 Va7-Gaa #51 S119-N159 185 V263-v273 #19 Y349-0356 #153 va27-1432
#8 Va7-145 #52 P127-5132 6 V263-F275 #20 Y349-N361 #154 Va27-Gads
#9 Va7-E46 #53 P127-L142 w7 V263-W277 #21 Y349-5364 #155 M428.G446
#20 Va7-M48 #54 V146-W158 188 D265-W277 #22 Y349-T366 #156 HA29-L441
w1 E46-N62 #55 V156-A162 9 V266-V273 #23 P352-5364 #157 H429-G446
#2 Wa7-153 #56 V156-L163 #90 V266-F275 #124 P352-1365 #158 HA429-KadT
23 W47-N62 #57 VASE-L174 01 V266-W277 #25 £357-5364 #159 Ad31-L443
w24 F54-N62 #58 N159-L174 o2 N276-T299 #26 E357-1365 #160 A431-Ga46
#25 $60-G65 #59 A162-L174 #93 Y278-£283 #2r T359-L365 #161 H433-S444
26 F63-T70 #60 T164-L174 104 Y278-Y296 #28 T359-T366 #162 H433-1443
w27 F63-AT1 #61 H1B8-L174 195 2781299 #129 T366-D376 #163 H433-G446
#8 F63-M80 #62 Y180-V185 96 Y¥278-Y300 #30 V369-D376 #164 HA33-KadT
#29 F63-L82 #63 $183-T197 o7 D280-T299 #31 V369-1377 #165 L441-G446
#30 Q84-ATA #o4 V1851193 #98 V282-T299 #32 V369-A378
31 Q64-.82 #65 V1g5-T197 #99 V282-Y300 #33 V369-V379
#32 RE6-AT1 466 V186-L193 #100 Y300-V305 #as V369-E380
3 R66-D72 #67 V186-T197 #01 Y300-L306 #35 1377-L398
w4 R66-AT8 #68 PigeTIor | #02 R301-L306 #36 £382-1398

(C) Peptide number  Sequence | Peptide number  Sequence | Peptide number  Sequence
# E3-A8 #3 s76-Q83 | #5 L124-F139
®” E3-V10 #4 s76-L84 6 F139-5151
w E3-F11 #5 L78-083 w7 F139-Y152
" Va-T26 26 s7oL84 48 Y140-L146
s F11-W16 w1 L84-W90 #49 Y140-5151
" L12-023 #8 L8a-Lot #0 Y140-Y152
" L12-726 #29 184192 #51 Y140-F153
" v17-023 #0 184093 52 T167-H181
o Y17-126 1 E85-193 #3 V168-H181
#0 Yi7-L27 #32 He7-Lo2 #54 170-H181
1 149-555 #3 L91-F100 #55 TIT1-H181
#2 149-Y56 4 L92-F100 #56 172-H181
#3 149-F57 #35 L93-F100 #57 TI73-H181
a4 Y56-T62 #36 Q94-F100 #58 Q174-H181
#s F57-T62 #a7 A95-F100
6 158-E68 #8 K101-L108
7 AB0-E68 #39 K101-C110
8 A61-E68 #40 K101-5112
#9 AB1-LTS 41 K101-L118
#0 Te2-E68 #42 RI09-L118
1 V63-E68 #43 HI11-L118
2 Y69-L75 a4 H119-F139

Supplementary Table
Peptide identifications in (a) the light chain and (b) the heavy chain of PMF37 and (c) sFcyRIlla.
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