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Table S1: The table lists the accession numbers to sequences used in order to construct Figure 9 and 

indicates which alterations were made to sequences as currently present in databases (highlighted in 

yellow). The fully reconstructed polypeptide sequences with additions highlighted in yellow are 

provided below the table. 

 UniProtKB/ 

Swiss-Prot 

Accession 

number (NCBI) 

Gene ID 

(NCBI) 

Notes 

α-like ENaC 

E. burgeri  FYBX02010221.1  The sequence is named δ-ENaC 

in the database but the exon 

structure resembles α-like ENaC 

in lamprey and is generally more 

similar to α-ENaC 

P. marinus S4RTA3   Addition of 15 amino acids to N-

terminus and addition of 142 

amino acids to C-terminus 

 

α-ENaC 

L. chalumnae H3AJ42  102356070 Addition of 117 amino acids to 

C-terminus 

P. annectens W0SAC9 BAO27802.1  Addition of 67 amino acids to C-

terminus 

N. forsteri H1AFJ5    

X. laevis P51167    

N. parkeri  XP_018422874.1 108796007  

P. sinensis  XP_006124236.1 102458615  

P. bivittatus  XP_007429678.2 103050561  



A. mississippiensis  XP_019332028.1 102566743  

G. gallus  NP_990476.2 396050  

O. anatinus  XP_001512591.3 100081848 Addition of 68 amino acids to C-

terminus 

O. aries  XP_027823781.1 443488  

P. troglodytes H2Q5A1  451776  

H. sapiens  NP_001029.1 6337  

C. porcellus  NP_001166483.1 100135613  

H. glaber  XP_021103803.1 101700410  

R. norvegicus  NP_113736.1 25122  

 

δ-ENaC 

L. chalumnae H3BHF6  102354011 Removal of 6 amino acids at N-

terminus, addition of 81 amino 

acids to C-terminus 

X. laevis Q7SZG4  398622  

N. parkeri  XP_018424177.1 108797105  

P. sinensis  XP_014431009.1 102445975 Exon 8 needed to be 

reconstructed from genomic 

DNA 

P. bivittatus  XP_025021199.1 103049479  

A. mississippiensis  XP_019349363.1 102571530  

G. gallus  XP_425742.3 428184  

O. anatinus  XP_028921777.1 100084383  

O. aries  XP_027831921.1 101105267  

P. troglodytes O46547  450189  

H. sapiens P51172  6339  

C. porcellus  XP_003461599.2 100714892  

H. glaber  XP_004863993.1 101714354  

 

 

Polypeptide sequences 

 

α-like ENaC  

E. burgeri 

MDGVEERGGTSEKTHNVFQFYKGRLWDFYQSYGEMFQFFCDNTTVHGTIRLVASKHNKLKTVFWALLFIGSIVLFY

VTCGSVLGAYYSYMVKVSVSVTFQQSTFPAVTVCSLNSNRESEHKRPLEELDRLAEEVLHKLYNHSSTTDSASNGRN

GIGQNGQLLNNVNLAWVNDELGFTMCDATGQNCLHNTYSSGVNTLREWYRLHYMDLMARAPNTSRTGNLSIW

DFVLSCEFNGVPCQESEYKYVHHPIYENCYTFNGKSMDTNWQSSKPGREHGLSVIMRTDRHNRLPFLSTVAGARIII

HQQNFTPYLEEGGLDIRPGTETAVVVNMKQVSRLSEPYGNCTVDGSDVNMTNIYSSSYTLQACVRSRFQHLMVKT

CGCGYYFYPLPSKGKYCRQDEFPTWPFCYYQLYQRFVSGDLGFIEQCPVLCHSTQYQLIAGYGKWPAQTSENLIFQL

LSTESAYGNTTSRNDLAKLKVYFGELNLKSYEETPAVTLVWFLSSMGSQFSLWFGSSVLSAIEVVELLIDCIIMAAILA

WQWIRRQQGSQTKSMADKAIAYETNSFQAQADAILTQGTAAVKHSVTRRSLILPAHGQVCVVAVISSPSPNNDAL

YEPQVPPDMEASSTGIIHHQEGNTNVLSVDQTETGFTSPV 

P. marinus 

MGEPAGTGDAVPERRPPTVLEFWRGSVTDFYDSYDEMFEFFCDNTTIHGTIRLVCSKRNKLKTAFWSLLFTVTVILF



YYTSALVFLQYYSYTVAVTMGLMFQQSTFPAITVCSLNPYRYEVVQSSLSQLDSMTGQALQQLYGYQPPATKAAGT

AAAPGIRLDTGVVLERTGPDTVGFKLCNATGGDCFYQSYGSGVQAVTEWYTFQYVNIMSQVPSYIKQSDDANIEDF

IFSCMFSGMPCSDSEYSRFHHPTYGNCYTFNSANSSKLWQASKPGRDYGLSLILRTEQNDYIPFLSTVAGARIMVHD

QESPPFMEEGGFDMRPGFETSLGIRMLEATRMPDPYGNCTEDGSNVPVLNLYSSAYTVQACVRSCFQLALVEACG

CGYYFYPLPPNASYCSYNNTAWGHCYYKLYRQFISDELGCVDKCAQPCTTKRFAVTPGYAAWPDSSSEKWIFNLLSL

QNNYSVTTVRNDVAKLNVYFRELNMKTISESAATNVIWLLSNIGSQWSLWFGSSVLSWLEVGELGIDCCIMVFVLA

YRRRRSRAERRRARGTGDSEAAPPPPPSFREALGCANAAYVGGNDDGGGGVAIGGPTERPPPWRRGSLTRNACSF

SVVADIRCPPAAAAKPTLLGSRDAAAAEARPLDYGSLRRGPEGNVAVSPDPGGPPRGGAGAPLLSPRVSALVASGR

EVLRRRSASLTVVSFAVEEA 

 

α-ENaC  

L. chalumnae 

MSEKKEEKSKGLIEFYSSYSDLFQFFCSTTTIHGAIRLVCTERNKMKTAFWSMLFVASFGLMYWQFGIIFGHYFSYPV

SMSLTLEHKKLLFPAVTVCTLNPYRYKEVESELKELDSLTADTLFELYRYNTSQHGTSDDSMQSDIRRSNRIILSAPDRV

PLQVLDEPAAEHARTENQMAGTDINNPALYKGEFRKIGFKLCNASGLSCFYQAYSSGMDAVREWYMFHYVNIMV

QVPMVTNPLQETHIRDFVFSCKFNHASCNQGNYTYFNHPVYGNCYTFNGGSTGNLWSSTKPGRENGLSLLLRTEQ

NDYIPFLSTVAGARVMIHRQNQPPFMEDEGFNIRPGVETSISMKKVSRQQLGGLYSDCTEDGSDIGVENLYNSNYT

QQACVRSCFQVTLVQRCGCGHYFYPLPEGAQYCNYKKHKTWGHCYYRLYKEFKANDLGCFTKCRKRCLESEYHQM

TGYSKWPAKDSGKWIHHILAKQNQYNFTTNSREDVSKLTVYFQELHHKTVGESPSINAATLLSNLGSQWSFWFGSS

VLSVIEMVELLIDFFVLSTILLFRHYCIQREENQDPEITISTVSYPHYANENSEFNSEESMGNHFDVVADVSAPPAYETL

DLDLPPSAAQCITGCKCVHCASFISHEVEDLMSDLAGDPEEEDITPHLAGDPEEEDITPHLEGDPEEEDITPHLAGDP

EEEDITSHLEGDPEVEDITSHLAGDPEVEDITADLAGNHNEEDITPDLVGDPEEDDITLDLTGDHEEEDIMPDLARDL 

 P. annectens 

MPNKEENAENGKKKEGLFEFYDSFQELFEFFCINTTIHGTIRMVCSKHNNMKTAFWTILFIATFGIMYWQFGLLLDQ

YYSFPVSITMAVNYDKLVFPAVTVCTLNPYRYNAVSTELANLDCYTEQLLSTLYHYTPANSNQSACNNTSNKQDSNN

KYIPLEFLTYNDTQSGYPFKGTTNGSSSFNNSEFYRVGFKVCNDTDGVCFYQIYSSGVDALREWYKYQYVNIMGNAP

LSTYQEDNPQISNFVYACEFNKISCGSGNYTQFNHPQYGSCYTFNDGDDNNPWISFSPGVESGLSLVLRTEQNDFLP

YLSNVAGARVMVHDQNQPVFMEDSGFDIRPGVETSIGIKKEIISRLGGVYGNCTADGSDINVENLYNSDYTQQACI

RSCFQATIVERCGCGYYFYPLPAGATYCTNTKHRGWGYCYYKLYKAFAADELGCFKRCPKPCIVAEYVKTAGYSKWP

SSSSETWIAKVLSQESPYSTSARKVIAKLNIYFYELSYKTTGESPSFNVVTLLSNMGSQWSLWFGSSVLSVVEMGELVI

DLIAVGIIVLRRRQREKTKATDDTEDNSPSETYVHPRQENSDNEHRERAPNRIEVVAEISPPPAYDSLELDTPVACSAD

CSCTRRMSQTSIKSHTSNSSNTEESTSEGPTAL 

N. forsteri 

MTDKEEEAEGGKKKEPMIGFYDSYQELFEFFCNNTTIHGTIRMVCSKHNNMKTVSWTILFITTFGVMYWQFGLLLG

QYYSYPVSITMSVNFDKLIFPAVTVCTLNPYRYNVVSTQLANLDCYTEELLSTLYHYNPLTSGNQSACNSSSTAGTRAF

DESYMKLEFLNDENTAYSGPVKGATNSTSPVNHTEFYRIGFKLCNATGEDCFYQTYSSGVDALREWYKFQYINIMA

QIPSQSNQEDDSQISNFVYACEFNKVSCGVENYTRFRHPVYGNCYTYNDGQSATPWASFVPGVGNGLSLVLRTEQ

NDFLPFLSTVAGARVLVHDQNQPPFMEDSGLDIRPGVETSIGMKKEIISRLGGVYGNCTDGSDIDVVNLYNSDYNQ

QACVRSCFQATIVQQCGCGYYFYPLPSGAEYCSYSRNKSWGYCYYKLYKAFAADELGCFRRCRKPCQYTDYKMTAG

YAQWPSSVSESWITSILSQENQYNMTSGRKNIAKLNVYFYELNYQTMGESPSFTVVTLLSNMGSQWSLWFGSSVL

SVVEMGELVFDLIAVGVIVLRRRRREKCQASSDGEGTSDSTAGTHRGQENASRSGRDVACNRFVVVAEISPPPAYD

TLQLDVPVACAPDCECTQHVSHASVHSQAPCSSQPEQEASEGPTVL 

X. laevis 



MTKEEKNEKEALIEFFSSYRELFEFFCSNTTIHGAIRLVCSRRNRMKTAFWLVLFLVTFGLMYWQFGLLFGQYFSYPV

SINLNVNSDKLPFPAVTVCTLNPYRYKAIQNDLQELDKETQRTLYELYKYNSTGVQGWIPNNQRVKRDRAGLPYLLE

LLPPGSETHRVSRSVIEEELQVKRREWNIGFKLCNETGGDCFYQTYTSGVDAIREWYRFHYINILARVPQEAAIDGEQ

LENFIFACRFNEESCTKANYSSFHHAIYGNCYTFNQNQSDQSNLWSSSMPGIKNGLTLVLRTEQHDYIPLLSSVAGA

RVLVHGHKEPAFMDDNGFNIPPGMETSIGMKKETINRLGGKYSDCSEDGSDVDVKNLFQSEYTEQVCVRSCFQAA

MVARCGCGYAFYPLSPGDQYCDYNKHKSWGHCYYKLIIEFTSNKLGCFTKCRKPCLVSEYQLTAGYSKWPNRVSQD

WVLHTLSRQYNLTDRNGIAKLNIYFEELNYKTILESPTINMAMLLSLLGSQWSLWFGSSVLSVVEMLELVIDFVIIGV

MILLHRYYYKKANEGEETTVVPTPAPAFADLEQQVPHIPRGDLSQRQISVVADITPPPAYESLDLRSVGTLSSRSSSM

RSNRSYYEENGGRRN 

N. parkeri 

MAEEEKTGKEGLIEFYSSYRELFEFFCNNTTIHGAIRLVCSRNNRMKTAFWLVLFLVTFGLMYWQFGLLFGQYFSYP

VSINLNVNSDRLLFPAVTVCTLNPYRYHSILGDLDQLDRDTQQLLYSLYQYNVTGVQGRVPTNRRRRQAMEPLPFPL

QRVPVEGGAHRVVRSAEDNTDGKPISVNRQDWHIGFKLCNETDGDCFYQTYSSGVDAVQEWYRFQYINILARVPK

DGEVTEEQLENFIIACRFNEEHCMQAGNYSHFHHPIYGNCYTFNHNHSEGDTWSSSMPGMKNGLTLVLHTEQHD

YIPLLSSVAGARVLVHGHHEPAFMDDSGFNIQPGVETSLGMRKETISRLGGDYSDCSEDGSDVDVKNLFNSEYTQQ

VCVRSCFQAEMVKRCGCAYAFYPLPEGAELCDYKKHKSWGHCYYRLSKEFNLDDLGCFTKCRKPCLVTDYILNAGYS

RWPTKVSEDWVFHTLSQTNQTERNMVAKLNIYFQEMNYKTVQESPTINMVTLLSLCGSQWSLWFGSSVLSVAEM

GELVIDVVIISVIILLQRYRNRKTPSVEDTGSDPPPDPSFGPTERRSSHMPHNIPCQTQMSVVADITPPPAYETLDLSSL

GGGSSRSSSIRSHVSQRRNSGWRGE 

P. sinensis 

MHQVVTVKAEKVPMGKRLRRCKQEAENQQKVEEVAEKLEKEHEGLIEFHKSYHELFQFFCNNTTIHGAIRLVCSKR

NKMKTAFWSVLFFLTFGLMYWQFGILYREYFSFPVNLNLNLNSDKLTFPAVTLCTLNPYRYSAVRKELDELDRITHQT

LMDLYNYSMSQVQSNGAAQSSQKRSQRSLSHHVQRHPLRRRKRNEPVSLKGNSPPVDKSDWKIGFILCNETNEDC

FHQTYSSGVDAVREWYSFHYINILARMPDTKALDESNFESFIYACRFNEVTCDKANYTHFHHPLYGNCYTFNDRNN

SLWTSSLPGINNGLSLLVRTEQNDYIPLLSTVTGARVMVHEQNEPAFMDDGGFNVRPGIETSISMRKETTMLLGGS

YSDCTEDGSDVPVQNLYSSRYTEQVCIRSCFQIHMVKRCGCAYYFYPLPPGAEYCDYTKHIAWGYCYYKLQVEFKSNI

LGCFSKCRKPCEVTKYQLSAGYSHWPSAVSENWVFHILSQQNKYNITSKRNGVAKVNIFFEEWKYKTNGESPAFTV

VTLLSQLGNQWSLWFGSSVLSVVELAELILDFIAITIILSFKRFRSRQVPAPSVPPPGAHDNTAFQSEPADPSAPHRFT

VEAVVTTLPSYNSLEPCRRDGEAVIGLE 

P. bivitattus 

MKAENQSEGKKIEQPRLEVKQQNMKVATEMEEEKKEESDGLIEFFSSYQELFQFFCNNTTIHGAIRLVCSKKNKMKT

AFWSVLFFLTFGLMYWQFGIIYRDYFSFPVNLNLNLNSDRLTFPAVTLCTLNPYRYSAFRKELEELDQMTRRTLLEVF

KYNMSLGQNTLTKSSKKRSTRSLYHHMQRYPLHRRKRDTQATMEDNNPQVGKSDWKVGFTLCNENKTDCFHQ

MYSSGVDAVREWYSFHYINILAKFPDTKALEESNFTSFIYACRFNELTCNKANYTHFHHPIYGNCYTFNDNSSTLWM

SSLPGINNGLSLVVRTQQNDFIPLLSTVTGARIMVHNQNEPAFMDEGGFNVRPGIETSISMRKETTQRLGGTYSGCT

EDGSDVPVKNLFSSRYTEQVCIRSCFQNSMVEQCGCGHYFYPLPPGAVYCDYTKHVAWGYCYYKLQAEFKADHLG

CFTKCRKPCKVTEYQLSAGYSRWPSAVSEAWVFHMLTLQNKYDVISKRNGIAKVNIFFKEWNYKSNGESPAFTVVT

LLSQLGNQWSLWFGSSVLSVVELAELILDFLVLTCILVFRRLCLHQSSDLPTPSNSDNSVFHNVFSAHRIPQEISAEAGI

AALPSYNSLEALDLHRVSFRRTE 

A. mississippiensis 

MPQEESMRQCKQGAQHQQKHEEVPEKAEEKHEGLIEFHNSYRELFQFFCSNTTIHGAIRLVCSKKNKMKTAFWSV

LFFLTFGLMYWQFGILYREYFSFPVSLNLNLNSDRLTFPAVTLCTLNPYRYSAVQKELDELDRITHQTLMDMYNYNM

SVTQSDWAAQYTHKRSSRSLFHYVQRHPLRRHKRDNPAIVEENNPPVDKSDWKIGFLLCNEKSDDCFHQTYSSGV

DAVREWYSFHYINILARMPSTKDLDESNFESFIYACRFNDVTCDKANYTHFHHPIYGNCYTFNDDNSSLWTSSLPGI



NNGLSLVVRTEQNDFIPLLSTVTGARVMVHNQNEPAFMDDGGFNIRPGIETSISMRKEMTLRLGGSYSDCTEDGK

DVPVQNLYLSHYTEQVCIRSCFQLNMVKRCGCAYYFYPLPSGAEYCDYTKHIAWGYCYYKLQAEFKADILGCFRKCR

KPCKMTEYHLSAGYSRWPSALSEDWVFHMLSQQNKYNITSKRNGVAKLNIFFEEWKYKTNGESPAFTVVTLLSQLG

NQWSLWFGSSVLSVAELAELILDFVVITCILSFRWLRAWHETASTMSPPGGHDNTDFQSEVSGPSTPHRFTVEAVV

TTLPSYNSLEQCESNRDAEMGLE 

G. gallus 

MGTASRGGSVKAEKMPEGEKTRQCKQETEQQQKEDEREGLIEFYGSYQDVFQFFCSNTTIHGAIRLVCSKKNKMK

TAFWSVLFILTFGLMYWQFGILYREYFSYPVNLNLNLNSDRLTFPAVTLCTLNPYRYSAIRKKLDELDQITHQTLLDLY

DYNMSLARSDGSAQFSHRRTSRSLLHHVQRHPLRRQKRDNLVSLPENSPSVDKNDWKIGFVLCSENNEDCFHQTY

SSGVDAVREWYSFHYINILAQMPDAKDLDESDFENFIYACRFNEATCDKANYTHFHHPLYGNCYTFNDNSSSLWTS

SLPGINNGLSLVVRTEQNDFIPLLSTVTGARVMVHDQNEPAFMDDGGFNVRPGIETSISMRKEMTERLGGSYSDCT

EDGSDVPVQNLYSSRYTEQVCIRSCFQLNMVKRCSCAYYFYPLPDGAEYCDYTKHVAWGYCYYKLLAEFKADVLGC

FHKCRKPCKMTEYQLSAGYSRWPSAVSEDWVFYMLSQQNKYNITSKRNGVAKVNIFFEEWNYKTNGESPAFTVVT

LLSQLGNQWSLWFGSSVLSVMELAELILDFTVITFILAFRWFRSKQWHSSPAPPPNSHDNTAFQDEASGLDAPHRF

TVEAVVTTLPSYNSLEPCGPSKDGETGLE 

O. anatinus 

MKGEKRERRSPGRCRPSGSPPPPTGSPPPPPAAPPPPAEGLIEFHRSYRDLFRFFCNNTTIHGAIRLVCSQHNRMKT

VFWAALCLCSFGMMYWQFGLLFGDYFSYPVGLHINLNSDKLVFPAVTVCTLNPFRYSAAREELEELDRVTEKTLFDL

YNTTAALPSRPRSRRGLGSPLPHPLQVLRRPPPASQPRRVRSGARGVRENGPRVGKTDWKIGFKLCDQNGSDCFY

QTYSSGVDAVREWYRFHYINILARLPDPLVPNEAALSNFIFACRFNQASCNQANYSQFHHPIYGNCYTFNGKNTSTL

WMSSLPGVNNGLSLTLRTEQKDYIPLLSTVTGARVTVHGQDEPAFMDDGGFNLRPGVETSISMQKETLDRLGGDY

GDCTKDGSDIPVKILYADTRYTQQVCIHSCFQESMVQKCGCAYLFYPRPPGVEFCDYRKHVSWGYCYYKLQAAFSS

DSLGCFTKCRKPCLVTSYQLSAGYSRWPSVMSQDWVFQMLNKQNNYSLSSRRSGVAKLNIYFKELNYKTISESPSVT

MVTLLSNLGSQWSLWFGSSVLSVVELAELVFDFFVITFLLLLRRLHRRYWAPGRGQGGSEEVATAPLPTLPDLAQLT

RPPLDSSPSTAPPPAYATLGPPPPGPCL 

O. aries 

MKGDKREELGPGPEPSAPPLPTEEEEALLEFHRSYRELFEFFCNNTTIHGAIRLVCSQHNRMKTVFWAVLWLCTFG

MMYWQFGQLFGEYFSYPVSLNINLNSDKLIFPAVSICTLNPYRYKEIQEELEDLDRITEQTLFDLYKYNASHTLVAHAR

SRRDLREPLPHPLQRLPIPAPPHAARRVRRAGSSVRDNNPQVNRKDWKIGFQLCNQNKSDCFYQTYSSGVDAVRE

WYRFHYINILSRRRQDTSPSLEEDVLGKFIFTCRFNQDSCNEANYSHFHHPMYGNCYTFNDKNSSNLWISSVPGVN

NGLSLTLRTEQNDFIPLLSTVTGARVMVHERDEPAFMDDAGFNLRPGVETSISMSKEAVDRLGGDYGDCTKNGSE

VPVENLYNTKYTQQVCIHSCFQESMIKECGCAYIFYPRPEGVEFCDYKKHNSWGYCYYKLQDAFSSDRLGCFTKCRK

PCSVTIYKLSASYSQWPSVTSQDWVFQMLSRQNNYTIKNKRDGVAKLNIFFKELNYKSNSESPSVTMVTLLSNLGSQ

WSLWFGSSVLSVVEMAELIFDLLVITFLMLLRRFRSRYWSPGRGGRGTQEVASTPATSLPSSSCPYQASSSSFPPDPA

ISPALSAPPPAYSTLGPHPAPTGLAEASASAHAPGEP 

P. troglodytes 

MSSIKGNKLEEQGPRPLQPTPGLMEGNKLEEQDSSPPQSTPGLMKGDKREEQGLGPEPAAPQQPTAEEEALIEFHR

SYRELFEFFCNNTTIHGAIRLVCSQHNRMKTAFWAVLWLCTFGMMYWQFGLLFGEYFSYPVSLNINLNSDKLVFPA

VTICTLNPYRYPEIKEELEELDRITEQTLFDLYKYSSFTTLVAGSRSRRDLRGTLPHPLQRLRVPPPPHGARRARSVASSV

RDNNPQVDWKDWKIGFQLCNQNKSDCFYQTYSSGVDAVREWYRFHYINILSRLPETLPSLEKDTLGNFIFACRFNQ

VSCNQANYSHFHHPMYGNCYTFNDKNNSNLWMSSMPGINNGLSLMLRAEQNDFIPLLSTVTGARVMVHGQDE

PAFMDDGGFNLRPGVETSISMRKETLDRLGGDYGDCTKNGSDVPVENLYPSKYTQQVCIHSCFQESMIKECGCAYI

FYPRPQNVEYCDYRKHSSWGYCYYKLQVDFSSDHLGCFTKCRKPCSVTSYQLSAGYSRWPSVTSQEWVFQMLSRQ

NNYTVNNKRNGVAKVNIFFKELNYKTNSESPSVTMVTLLSNLGSQWSLWFGSSVLSVVEMAELIFDLLVITFLMLLR



RFRSRYWSPGRGGRGAQEVASTLASSPPSHFCPHPTSLSLSQPGPAPSPALTAPPPAYATLGPRPSPGGSTGAGSSA

CPLGGP 

H. sapiens 

MEGNKLEEQDSSPPQSTPGLMKGNKREEQGLGPEPAAPQQPTAEEEALIEFHRSYRELFEFFCNNTTIHGAIRLVCS

QHNRMKTAFWAVLWLCTFGMMYWQFGLLFGEYFSYPVSLNINLNSDKLVFPAVTICTLNPYRYPEIKEELEELDRIT

EQTLFDLYKYSSFTTLVAGSRSRRDLRGTLPHPLQRLRVPPPPHGARRARSVASSLRDNNPQVDWKDWKIGFQLCN

QNKSDCFYQTYSSGVDAVREWYRFHYINILSRLPETLPSLEEDTLGNFIFACRFNQVSCNQANYSHFHHPMYGNCYT

FNDKNNSNLWMSSMPGINNGLSLMLRAEQNDFIPLLSTVTGARVMVHGQDEPAFMDDGGFNLRPGVETSISMR

KETLDRLGGDYGDCTKNGSDVPVENLYPSKYTQQVCIHSCFQESMIKECGCAYIFYPRPQNVEYCDYRKHSSWGYC

YYKLQVDFSSDHLGCFTKCRKPCSVTSYQLSAGYSRWPSVTSQEWVFQMLSRQNNYTVNNKRNGVAKVNIFFKEL

NYKTNSESPSVTMVTLLSNLGSQWSLWFGSSVLSVVEMAELVFDLLVIMFLMLLRRFRSRYWSPGRGGRGAQEVA

STLASSPPSHFCPHPMSLSLSQPGPAPSPALTAPPPAYATLGPRPSPGGSAGASSSTCPLGGP 

C. porcellus 

MKGDELKAQGPLPPQPLQGPLKGDKCEQPGLGPEPTAPQQHTEEEEALIEFHRSYRELFQFFCNNTTIHGAIRLVCS

KHNRMKTAFWAVLWLCTFGMMYWQFALLFGEYFSYPVSLNINLNSDKLVFPAVTVCTLNPYRYKEIKEQLRELDRI

TQQTLFDLYNYNASSTLLAGARSRRSLADTLPYPLQRIPVQPEPRRARSSDPSSVRDNNPRVDRRDWRVGFQLCNQ

NKSDCFYQTSSSGVDGVREWYRFHYINILAQVADTSPSLEEEALGNFIFACRFNQAPCTQENYSHFHHPIYGNCYTF

NNKNDSSLWMASMPGINNGLSLTLRTEQNDYIPLLSTVTGARVTVHGQDEPAFMDDGGFNLRPGVETSISMRKE

ALDRLGGSYGDCTQDGSDVPVQNLYPSKYTQQVCIHSCFQENMIKQCGCAYIFYPKPKGVEFCDYTNHSAWGYCY

YKLQGAFSSDSLGCFNKCRKPCNVTIYKLSAGYSRWPSAASQDWIFQMLSLQNNYTISNKRNGVAKLNIYFKELNYR

TNSESPSVTMVTLLSNLGSQWSLWFGSSVLSVVEMAEFMFDLLVITLLMLLRRFRSRYWSPGRGARAAREVACTPP

PSLPSRFCAHSAFPTLTAPPPAYATLSACPPLQGLAGASSAACAPREP 

H. glaber 

MKGAELEAGGPSPPQPTQGLAKGDESEQPGLGPEPTAPQQCLEEEEALIEFHRSYRELFQFFCNNTTIHGAIRLVCSK

HNRMKTAFWAVLWLCAFGMMYWQFGLLFGEYFSHPVSLSINLDSDKLVFPAVTVCTLNPSRYKEIKEQLRELDRIT

EQTLFDLYKYNASSTLLAGARGRRDLEETLLHPLQRIPVSPGPGRARSAASSLKDNNPQVDRKDWRIGFQLCNQDKS

DCFYQTSSSGVDAVREWYRFHYINILARLADTSPSLEEEALGNFIFTCRFNQAPCTQANYSHFHHPIYGNCYTFNNK

NDSSLWMSSMPGIHNGLSLTLRTEQNDYIPLLSTVTGARVTVHGQDEPAFMDDGGFNLRPGVETSISMRKEALHR

LGGDYGDCTQDGSDVPVQNLYPSKYTQQVCIHSCFQESMVENCGCAYIFYPRPKGVEFCDYRNHSAWGYCYYKLQ

GAFSSDSLGCFNKCRKPCSVTNYKLSAGYSRWPSVASQDWIFQMLSLQNNYTINNKRNGVAKLNIFFKELNYKTNS

ESPSVTMVTLLSNLGSQWSLWFGSSVLSVVEMAELIFDLLVITFLLLLRRLRSRYWSPGRGAGPAREAACTPARFCPH

PASPDLAAPPPAYATLSACPPPPGWACAPGQP 

R. norvegicus 

MMLDHTRAPELNIDLDLHASNSPKGSMKGNQFKEQDPCPPQPMQGLGKGDKREEQGLGPEPSAPRQPTEEEEAL

IEFHRSYRELFQFFCNNTTIHGAIRLVCSKHNRMKTAFWAVLWLCTFGMMYWQFALLFEEYLSYPVSLNINLNSDKL

VFPAVTVCTLNPYRYTEIKEELEELDRITEQTLFDLYKYNSSYTRQAGARRRSSRDLLGAFPHPLQRLRTPPPPYSGRTA

RSGSSSVRDNNPQVDRKDWKIGFQLCNQNKSDCFYQTYSSGVDAVREWYRFHYINILSRLSDTSPALEEEALGNFIF

TCRFNQAPCNQANYSKFHHPMYGNCYTFNDKNNSNLWMSSMPGVNNGLSLTLRTEQNDFIPLLSTVTGARVMV

HGQDEPAFMDDGGFNLRPGVETSISMRKEALDSLGGNYGDCTENGSDVPVKNLYPSKYTQQVCIHSCFQENMIKK

CGCAYIFYPKPKGVEFCDYRKQSSWGYCYYKLQGAFSLDSLGCFSKCRKPCSVINYKLSAGYSRWPSVKSQDWIFEM

LSLQNNYTINNKRNGVAKLNIFFKELNYKTNSESPSVTMVSLLSNLGSQWSLWFGSSVLSVVEMAELIFDLLVITLLM

LLRRFRSRYWSPGRGARGAREVASTPASSFPSRFCPHPTSPPPSLPQQGMTPPLALTAPPPAYATLGPSAPPLDSAA

PDCSACALAAL 

 



δ-ENaC  

L. chalumnae 

MAQEEDKEEAVIEFYDSFKDLFQFFCAHTTVHGGIRLICSERNMMKTAFWIILFFASFGLMYWQFGLLFSQYWGYP

VSVAIRVHSGPKIFPAVTVCTLNPYRYTQVHKYLKELDQMALEVLSTWYGFNASEDITPNDSIGDGAGHGIKNISDN

MNITLDQSIPLVLIRDKDSLDSSSAHSFPLDKKGFRVGFRLCNVTGKDCFYQSYSSVMDAIQEWYKFHFINIMSQVSP

MTNVSDSSPIGNVIYSCQYNGKSCSGSEYEHFHHPVYGICYIFKSNGSDTFWETSKPGIAYGLSLIIGTKQEDFIPLLST

VAGTRVMIHKQDQPAFMEDEGLNIKPGTETSIGMKQDEVNRLAGNYGQCTFDGTDVKIKLYNTPYSVQACVRSCF

QYLLIQECGCGYYYYPLPPGAQYCNYNKYPSWGHCYYKLYKKFVAGDSGCFQKCPKPCQEFKYKLTTGISKWPSQN

AENWIFHLLSHHNGKNLTNNRRDVSKLNIFFQKLSYESFDETPSISAVTILSQMGNLWSFWFGSSVLSVIELIELILDVI

AMSFILTFKWHKLKKQAKKDRCVIATISSAVDNNTFWNQGGSRDLKQYTGNTKQSYWNHTDELVQDIKSGNSRVE

AVHNALQNNSSVNFYDVSTIF 

 

MAQEEDKEEAVIEFYDSFKDLFQFFCAHTTVHGGIRLICSERNMMKTAFWIILFFASFGLMYWQFGLLFSQYWGYP

VSVAIRVHSGPKIFPAVTVCTLNPYRYTQVHKYLKELDQMALEVLSTWYGFNASEDITPNDSIGDGAGHGIKNISDN

MNITLDQSIPLVLIRDKDSLDSSSAHSFPLDKKGFRVGFRLCNVTGKDCFYQSYSSVMDAIQEWYKFHFINIMSQVSP

MTNVSDSSPIGNVIYSCQYNGKSCSGSEYEHFHHPVYGICYIFKSNGSDTFWETSKPGIAYGLSLIIGTKQEDFIPLLST

VAGTRVMIHKQDQPAFMEDEGLNIKPGTETSIGMKQDEVNRLAGNYGQCTFDGTDVKIKLYNTPYSVQACVRSCF

QYLLIQECGCGYYYYPLPPGAQYCNYNKYPSWGHCYYKLYKKFVAGDSGCFQKCPKPCQEFKYKLTTGISKWPSQN

AENWIFHLLSHHNGKNLTNNRRDVSKLNIFFQKLSYESFDETPSISAVTILSQMGNLWSFWFGSSVLSVIELIELILDVI

AMSFILTFKWHKLKKQAKKDRCVIATISSAVDNNTFWNQGGSRDLKQYTGNTKQSYWNHTDELVQDIKSGNSRVE

AVHNALQNNSSVNFYDVSTIF 

X. laevis 

MESTEKEKKEGLIEFYDSFEDMLTFFCDNTTIHGTVRLNCSRKNKMKTTFWLVLYFVSFAMMYWQFGQLTDQYW

AYPTSTIIGLQSKGKIFPAVTICNLNPYRFDQVNMYINQLDQLANETLYSLYEYRAPESGQQVVDLQDLLNNLTGQV

NGGFYLDESIVLLKLQENGSGPALPGEKKFKVGFKLCNSSRDDCYYKVFWSGVNALHEWYKFHYINIMSNIPAVLNI

ANNFSKDFILTCHFNEVPCDEREYIHFHHPIYGNCFTINNHGKENSWYSPRPGKQYGLSMVVKADLHDNMPLLSQA

AGARIMIHNPNQPPLVEHEGFDIQPGTETSISVKQEEVIRLGGKYSQCTSDGSDLSIKILYNTSYTMQACLNSCFQYK

MIEMCGCGYYFYPLPPGMEYCNYNKYPGWGHCFYQLYEKMLDHTLICFTQCPKQCKQTQYHLAAGTAKWPSPVS

KAIQLLSLQERYNSTSERSDVSKINVYYEELSYRSVEETPTMSVNVLLSSMGGLWSWWFGSSVLSVAEIAELVLDTAA

MVTIVIYQWKKQRANRNDGMNGSNAASNVCSVPYIDSKTFSTPQTGLSEKELESKTNDPKFNGEINTFS 

N. parkeri 

MDSAEKENTEEGLFMFYDSFTELFEFFCDNTTIHGTVRLNCSRRNKMKTGFWVFLYLFAFSTMYFQFGDTFTQYWS

YPTNLAIHLQTKKSNFPAVTICNMNPYRFDQVNEYLNQLDQLAQETLQTLYGYNASLSVNNDVVDLQDITDNATSQ

LDEKFQLDSSIKLIKLEDDPNQMSKGNRSKLGFKLCDSTGGDCYYRSFWSGVDALHEWYQFHFINIMHKIPSVLQIA

DQEYVDKFILKCDFNGHSCNRNYTHFHHPTYGTCFTINGNENSSALWAAVKPEKKYGISLIVKVDQHDNMPILSTTA

GTTVMIHNPNQSPLVEHQGFDIWPGTETSISVRQDQVNRLEKPYSNCTYNGAELDFTLLYNSSYTLQACVQSCFQYI

MIEQCGCGYYFYPLPSGSEYCNYNKHPGWGHCFFRLYEKLLDHQHTCFKKCPIQCTETMYYLSAGFARWPSTVSKS

LFLTQLSSDYGYNSTVNRTEFSKINVYFQELNLQSFDETPAISSHDLLSTMGNQWSFYFGSSVLSVVEIAELVFDVVA

MVIIINYAKRKKKQVTNNNEGPYVIRMEGLSGLDGKTLPNSSLNDQDLPSYRSCDTKSEEI 

P. sinensis 

MEQEWVNEERGDEGLIEFYSSFRDMFEFFCKNTTIHGTVRLVCSSSNKMKTAFWTLLLLASFGMLYWQFALLFSQY

WTYPVIMTMSVHSEPKMFPAITLCNLDPYRFDLVSEKLAELDQMAEEAIAGLYGYHTSIFPSRHKKDIRVKNLSKRG

PANQNSSSFQLNHHISLVMLKEPDTGFKRKDSKVGFKLCNATGGNCFYKAYSSGVDTVKEWYRFHYMNIMSQLPV



IINVSAQGEEIENLVYSCRYDGEPCRDSDYIHFHHPVYGSCYTFNKDGTDLFWKATKPGLSYGLSLILKAEHNDRLPLL

STVAGVQVMIHNHNQTPFLEHEGFDIRPGIVTNIGIRQDEVHRLGGNYGKCTTDGEDVDVKLLYNSSYTLQACLVS

CFQQLMVENCSCGYFLHPLPAGAQYCSCARHPAWGHCFYQLYNRLANHHLSCFSNCPKPCWESWYKLSAGTAK

WPSTKSQDWILPILSRQKGYNSTFNRRDLAKVNIFYQQLSYKSVDESPVYTVNLLLSNMGSQWSLWFGSSVLSVVE

MFELLLDIMVLSLILCYRRLKAKKTLTMSLPPTISSVNLTLENYRSTQEDLADDPNCAQANQNGGAIAKHKNGDLPYH

SICNKMQTPELTPPVVLNRVRHIRDHCVTIDPSS 

P. bivittatus 

MGENLPKETEAETKEEDAALIEFYSSFKDLFEFFCLNTTIHGTIRLVCSSRNKMKTAFWALLFLASFAMLYWQFALIFN

QYWAYPVIMSMSVHSEPKMFPAITLCSLNPYRISPISQDIAELDNLARETLYSLYGFHIPKSILEDVGANLEDFSDENP

GKINGSKFQLDRSIALVKLHGKVGFRLCNTTGGNCYNKVYISGVDAVQEWYRFHYMNIMSQIPSIIKMSQGDDHIR

NLIYSCQYDGQPCRTSDHEHFHHPVYGSCFTLNKNGTDKFWKAFKPGIVYGLSLILKVEQKDHIPLLSTTAGVKVMIH

KHNQTPFLEHEGFDIRPGIESTIGIKEDEVSRLGGNYGACTNNGEDVNIKLIYNSTYTLQACLHSCFQHQMIENCGCG

YYFYPLPSGAEYCNYNKHPTWGHCYYLLYKKLMDHHLTCFSECPKTCKETRYKLSAGYAKWPSTKSENWIHRALQA

DNRYTTTTNNRNDIAKVNIFYEQLDYYSWDESPEYDVNLVMSNMGSQWSLWFGSSVLSVVEMFEFLVDVIILSLIFF

YRRLTAKRTHKVSRPPRIPSVSLTLEKYRYIEEGLAMDQDSEKSQAGHTNASFVHDEGLPPYSKYNKYQMPELYPRV

VLHGFKHQGDQVTYRDPKS 

A. mississippiensis 

MKYPPERMDQDLTREEEEKEEGLIEFYDSYRDMFEFFCKNTTIHGTIRLVCSDSNKMKTAFWTLLFLASFGMLYWQ

FALLFSQYWTYPVVTTMSMHSEPKMFPAITLCNLNPYRFATVSDNLAELDFLAVETIASLYGSSATANMFHGEEKIIK

VKDLARKESDNFGPADFQLNRNIPLVRTYVIDPVSKKNISMVGFRLCNATGENCFDKTYSSGVDAILEWYKFHYMNI

MSQLPVIINITAHEDQIEDLVYSCQYDGEPCRNSDYDHFHHPVYGSCYTFNKDGTNPFWEATKPGVAYGLSLILKAE

QKDHIALLSTVAGVKVMIHNHNQTPFLEHEGFDIRPGIATTIGIQQDEVHRLGGNYGKCTVNGDDVNVKLLYKSSYT

LQACVHSCFQNIMIQRCGCGYYYYPLPPDAEYCNYNKHPAWGHCFYQLYNRLADHHLSCFSKCPKPCRESWYKVS

AGTAKWPSPNSEDWIRQALSQQKGYNSTSNRKDIAKVNIFYQQLNYQSVNESPLLTLNLLLSNMGSQWSLWFGSS

VLSVVEMLEFLLDTIVFSLIFGYKLSRSKKTLKMAQSPVISSVSLTLENYRSVPEGPGTDSSSAQTFPNAGTIVASKNGD

LPLHSISNKIHTPELYPEVVLNGFRYIKDHCVDVEP 

G. gallus 

MEQEAAREEEERKEGLIEFYDSFKDMFEFFCKNTTIHGTIRLVCSSSNKMKTAFWTLLLLASFGMLYWQFALMFSQY

WDYPVVLTMSMHSEPKMFPAITICNLDPYRFDLVSEHLAQLDRMAEKSVTVLYGINTSASLFHVNEKSIHVRDLPST

GNHNGSSFKLSQKFSLLRTTEFNNRTGKRQSLVGFRLCNATGGNCFYKTYSSGMDAILEWYRFHYMNIMSQQPVII

NISDHEEKIEDMVYSCQYDGEPCRPSDYVHFHHPVFGSCYTFNSKGTDPFWTATKPGIPYGLSLILRAEQKDHIPLLS

TVAGVKVMIHNHNQTPFLEHEGFDIRPGIATTIGIQQDKVNRLGGNYGKCTTDGSDVKVKLLYNSYTLQACLHSCF

QHIMVQKCGCGYYYYPLPPGAEYCNYNKQPAWGHCFYQLYSRLRNHHLNCFDQCPKPCRESLYKVSAGTAKWPS

RKSQDWIRQALRHQNGYNSTSNRKDIAKVTIYYKQLNYQSVNESPLLSDNLLLSSMGSQWSLWFGSSVLSVVEMLE

LLIDTLVLSLLFCYQRFRSKTLNVARTPSIPSVSLTLESYRVVQEAGNGTAPAHGHTSGVPMAVANSSDPHPAQLSSK

AIPEHCPDVVLNGFRYMKDSSLGGEINH 

O. anatinus 

MEPGLGDTPRQRTEEEEENDEGLIELFDSFRDLFHFFCNNTTIHGMVRLVCSSHNRLKTAFWSLLFLATVGMLYWQ

FGLLFDQYWRYPVIMTMSVHSEPKMFPAITLCDMNPHRPPLVGQHLADLDQFMQENIWELYQFNLSKAPARPPR

EIQVPLASGLRNFSLNRDIRLEKLRSRVGSHGDSRVGFKLCNSSSSDCFYREHSSAVDAIQDWYRFHLVNIMALLPPG

ATEEESHSVHSKNFIYSCHYNGEPCQETNYETFHHPMYGSCYTFNSHGTDSFWKANRSGVPYGISLILKAEQNKHLP

LLSTEAGIKVMIHGKNQTPFLEHEGFSIRPGIETTIGIREDEVHRLGGNYGRCTEDGTDVDVQLLYNSSYTMQACLHS

CFQQLLIEKCHCGCYFYPLPRGAEYCDYNQHPGWGHCFYSLYKNLETHRLSCFSRCPKPCWQSLHKLSAGTAKWPS

TESEDWILAAIGQKKKQSLSQRSKVAKVNIFYQQLNYRLVGERPVYSVNELLSTMGTHWSLWFGSSVLSVVEMLELL



LDSAILALFLAYRRLCGRKKLRVRSALEAGPRTPEDPEGPGTVRAVAIKTSGAWGLWGSHPTTGRRWSTCPNPWLN

D 

O. aries 

MENGRLMARVGRPGWGQARWRAGAPLSLASQMQAEGTGQTVGDGPGTWTCPQASPPTLPEEEHGERLVELH

TSFRELVTFFCTNSTIHGTIRLVCSSQNRLKTASWGLLLAGALGVLYWQFALLFEQYWRYPVIMTVSVHSERKLFPSV

TLCDMNPHRPHLARHHLRILDDFARENIYSLYRFNFSDSRDALGAEVPGPEPAFQLDRRIHLQRLRPLDGQNRVGFK

LCNSTGGDCVQRAYSSGVVAAREWYRFHYINILALLPAAHEDSHGSHFVFSCRYDDRDCHARHFQTSHHPTYGSCY

TFNGVWAAQRPGVTHRISLVLRAEQQDHLPLLSTKAGIKVMIHPQDHTPFLEHQGFSIRPGTETTIDIREDEVHRLG

SPYGQCMDSTGNMDVQLLYNTSYTRQACLASCFQHLMVETCSCGYFFYPLPVGAEYCSYMRHPAWGHCFHRLYQ

KLKTHQLPCTTRCPRPCRESSYKLSAGTSRWPSSTSADWVLAVLGESGAQPLSPAPCPRISLAKVNIFYQELNYRTVD

ETPVYSVPQLLSAMGSLWSLWFGSSVLSVVEVLELLLDTMALALLLCCRWLRGSQGQPRAATRVPPPSQRPASGPV

AAGTTSNALGPSCLHLPRCCRDFSRSLG 

P. troglodytes 

MAEHRSMDGRMEAATRGGSHLQAAAQTPPRPGPPSAPPPPPKEGHQEGLVELPASFRELLTFFCTNATIHGAIRL

VCSRGNRLKTTSWGLLSLGALVALCWQLGLLFERHWHRPVLMAVSVHSERKLLPLVTLCDGNPRRPSPVLRHLELL

DEFARENIDSLYNVNLSQGRAALSAPVPRHEPPFHLDREIRLQRLSHSGSRVRVGFRLCNSTGGDCFYRGYTSGVAA

VQDWCHFHYVDILALLPAAWEDSHGSQDGHFVLSCSYDGLDCQARQFRTFHHPTYGSCYTVDGVWTAQRPGITH

GVGLVLRVEQQPHLPLLSTLAGIRVMVHGRNHTPFLGHHSFSVRPGTEATISIREDEVHRLGSPYGHCTAGAEGVEV

ELLHNTSYTRQACLVSCFQQLMVETCSCGYYLHPLPAGAEYCSSARHPAWGHCFYRLYQDLETHRLPCTSRCPRPCR

ESAFKLSTGTSRWPSAKSAGWTLATLGEQGLPRQSHRQRSSLAKINIVYQELNYRSVEEAPVYSVPQLLSAMGSLCS

LWFGASVLSLLELLELLLDASALTLVLGGRRLRRAWFSWPRASPASGASSIKPEASQMPTPAGGTSDDPEPSGPHLP

RVMLPGVLAGVSAEESWAGPQPLETLDT 

H. sapiens 

MRAVLSQKTTPLPRYLWPGHLSGPRRLTWSWCSDHRTPTCRELGSPHPTPCTGPARGWPRRGGGPCGFTSAGHV

LCGYPLCLLSGPIQGCGTGLGDSSMAFLSRTSPVAAASFQSRQEARGSILLQSCQLPPQWLSTEAWTGEWKQPHG

GALTSRSPGPVAPQRPCHLKGWQHRPTQHNAACKQGQAAAQTPPRPGPPSAPPPPPKEGHQEGLVELPASFREL

LTFFCTNATIHGAIRLVCSRGNRLKTTSWGLLSLGALVALCWQLGLLFERHWHRPVLMAVSVHSERKLLPLVTLCDG

NPRRPSPVLRHLELLDEFARENIDSLYNVNLSKGRAALSATVPRHEPPFHLDREIRLQRLSHSGSRVRVGFRLCNSTG

GDCFYRGYTSGVAAVQDWYHFHYVDILALLPAAWEDSHGSQDGHFVLSCSYDGLDCQARQFRTFHHPTYGSCYT

VDGVWTAQRPGITHGVGLVLRVEQQPHLPLLSTLAGIRVMVHGRNHTPFLGHHSFSVRPGTEATISIREDEVHRLG

SPYGHCTAGGEGVEVELLHNTSYTRQACLVSCFQQLMVETCSCGYYLHPLPAGAEYCSSARHPAWGHCFYRLYQD

LETHRLPCTSRCPRPCRESAFKLSTGTSRWPSAKSAGWTLATLGEQGLPHQSHRQRSSLAKINIVYQELNYRSVEEAP

VYSVPQLLSAMGSLCSLWFGASVLSLLELLELLLDASALTLVLGGRRLRRAWFSWPRASPASGASSIKPEASQMPPP

AGGTSDDPEPSGPHLPRVMLPGVLAGVSAEESWAGPQPLETLDT 

C. porcellus 

MAQAASTGSGTLEIPLGQPPMPPLERGHREKLVEIHTSFGELLTFFCKNTTIHGTIRLVCSSPNRLKKVSWGLLLLGTL

GMLYWQLGLLLEQYWRYPVIMAVSIHSERKLFPSVTLCDMNPQRPGSLHYHLEALDAFAQESIYSLYKFNFTEGRDT

PFPNVPDPKSPFKLDRGIQLQWLKHLGNQHKVGFKLCNSTGGDCFYRTYSSGVTAAQEWYHFHYLDILGLTPTARE

DSHHSHFVLSCRYNSEDCQAQHFRKFHHPTYGSCYTFEGVCTAQHPGITHKINLILRTEPRVGLPLLSTEADIKVMIH

GHNHTPFLEHRGFSVRPGTETTIGIREDEVRRLGSPYSRCTDGAVSVDVPLLYNSSYTRQACLMSCFQQLMVESCSC

GYFLHPLPAGAQYCSRARHPAWGHCFYRLHQALETHRLSCDSRCPRPCRETSYKLSTTTSRWPSAKSADWVLDVLR

GETPSLSLSPGRSQAPRSHEAKVNIFYQELNYHMVDEAPVYSVPQLLSAMGSLWSLWFGSSVLSVIELLELLLDATAL

TLLLGFRWLHGAQVSQPETSTVSVLPCTSPAARGCGTKIRDPGHPVGGSGEGLDGGVRLSSSTHTLTSLARTSGPGP

SPWGVVHRSVPRPFNIKEAA 



H. glaber 

MRMELLAGEGPSLEAGTVAQAASTGSEAMETAPARPPTLSPEQSPRERLVELHTSFRELLTFFCTNTTIHGTIRLVCS

SPNRLKKVSWGLLLLGTLGVLYWQLGLLLEQYWRYPVLMAVSVHSESKIFPSVTVCDMNPQRPRALRHRLEALDAF

AQESIYSLYKFNFSEGRDSPFSNVPGPEPLFQLDCGIRLQQLRDLGSQHKVGFRLCNSTGGDCFYRTYSSGVKAAQE

WYHFHYMDILGLVPTAGGDSHQSRFVLSCHYDSEDCQAQHFRTWHHPTYGSCYTFEGVFAAQRPGVTHKISLVLR

TQTQVVLPLLSTEPDIKVMIHGHNHTPFLEPRGFSIRPGLETTIGIREDEVRRLGSPYGRCTDGPEGVDVRLLYNSSYT

RQACLVSCFQQLMVENCSCGYFLHPLPAGAQYCSCARHPAWGHCFYRLLQALEAHRLSCDSRCPRPCRETSYKLSA

TTSRWPSAKSADWIFAVLEEQTQSPSLSPGRRWAPPSPGRSRTPRSHMAKVNIFYQELNYRMVDEAPVYSVPQLLS

AMGSLWSLWFGSSVLSIVELLELLLDATALTLLLGFRQLWGTQVSQPGASSASGSACTSPGARDSRPRVPVGALERV

LVEELG 


